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<141>

<150>
<151>

<150>
<151>

<150>
<151>

<160>
<170>
<210>
<211>
<212>
<213>

<220>
<223>

<400>

Met Ser
1

val Phe
Gly Ile
Leu Ala

50

Gly Ile
65
Lys Glu

Leu Phe

Ala G1n
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2011-03-11

61/412,644
2010-11-11

61/327,314
2010-04-23

61/313,628
2010-03-12

198

PatentIn version 3.5

1
280
PRT
Homo

Cch37

1

Ala

Ash

Trp

35

Phe

Phe

Leu

Ala

Leu
115

sapiens

GIn

Leu

20

Ile

val

Thr

Arg

Thr

100

Glu

Glu

Phe

Leu

Pro

Met

Cys

85

Gln

Arg

Ser

Phe

Ile

Leu

Gly

70

Leu

Ile

Ser

Cys

Phe

ASp

Gln

55

Ile

Leu

Thr

Leu

Leu

val

Lys

40

Ile

Ala

Gly

Leu

sSer

Leu

25

Thr

Trp

Leu

Leu

Leu
10

Gly
Ser
Ser
Leu
Tyr
90

ITe

val

Ile

ser

rhe

Lys

Gly

75

Phe

Leu

va'l

Page 1

Lys

Leu

val

val

60

Cys

Gly

Ile

Glu

TYr

Ile

Ser

45

Leu

val

Met

Ser

Phe

Phe

30

Phe

Ala

Gly

Leu

Thr

110

Thr

Leu

15

Cys

val

Ile

Ala

Leu

95

Gln

Ile

Phe

Phe

Gly

Ser

Leu

20

Leu

Arg

GIn



Lys

TYr

145

Trp

val

Leu

Arg

Ile

225

Asn

Leu

val

Tyr

130

val

Phe

Pro

ASp

Ser

210

Tyr

Leu

Gly

Tyr

<210>
<211>
<Z21Z2>
<213>

<220>
<223>

<400>

Gly

GIn

Gln

Cys

Lys

195

Arg

Arg

Ile

Phe

Asn

275

2
281
PRT

Thr

Phe

val

ser

180

val

His

Glu

ser

Met

260

Arg

Asn

Gin

Leu

165

Cys

Ile

ser

Gly

Ile

245

Thr

Leu

Pro

Leu

150

Ile

Tyr

Leu

Ala

Cys

230

val

Leu

Ala

Macaca mulatta

CcD37
2

Met Ser Ala GIn Glu Ser
1 5

val Phe Asn Leu Phe Phe

20

Phe Gly Ile Trp Ile Leu
35

Gly Egu Ala Phe val Pro

sequencelisting.revised_ascii

Glu GTu Thr Ala Ala Glu Glu Ser

135

Arg

Leu

Asn

Pro

Asp

Ala

Gly

Ser

Tyr

Cys

rhe

Ile

Leu
55

Cys

Arg

Leu

GIn

200

Ile

Gin

Ile

Ile

Arg
280

Leu

val

Asp

40

GIn

Cys

Gly

Ser

185

L.eu

Cys

Gly

Ccys

Phe
265

Ser

Ile
25

Lys

Gly

Asn

170

Ala

ser

Ala

Leu

Leu

250

Leu

Leu
10
Leu

Thr

Trp

Trp
155
Gly
Thr
Arg
val
Gln
235

Gly

Cys

Ile

Gly

Ser

Ser

Page 2

His

Ser

Asn

Leu

Pro

220

Lys

val

Arg

Lys

ser

Phe

TYr

Glu

ASp

Trp

Gly

Asn

TYr

Leu

val

45

val

Pro

Ala

ser

190

His

Glu

Leu

teu

Leu
270

Phe

Ile

30

Ser

Leu

Trp

Gln

His

175

Thr

Leu

Ser

His

Leu

255

Asp

Leu

15

Phe

Phe

Ala

Arg

Ile

Ala

His

Asn

240

His

Phe

Cys

val

Ile



Ser

65

Leu

Leu

Arg

Gln

AsSp

145

Asp

Arg

Ile

Ala

His

225

Asn

Glu

His

Gly

Lys

Leu

Ala

Arg

Tyr

Trp

val

Leu

Arg

210

Ile

Asn

Leu

val

<210>
<211>
<212>
<213>

<220>
<223>

<400>

val

Glu

Phe

GIn

115

TYr

val

Phe

Pro

Tyr

Leu

Gly

Tyr
275

3
281
PRT

Phe

Leu

Ala

100

Leu

His

Gln

Gln

Cys

180

Lys

Arg

Arg

Ite

Phe

260

Asn

Thr

Arg

85

Thr

Glu

Thr

Phe

val

165

Ser

val

His

Glu

Ser

245

Met

Arg

Mus musculus

cp37
3

Met

70

Cys

Gln

Arg

Asnh

GIn

150

Leu

Cys

Ile

ser

Ggly

Ile

Thr

Leu

sequencelisting_revised_ascii
Gly Leu Ala Leu Leu Gly Cys val
75

Leu

Ite

ser

Pro

135

Leu

Thr

Tyr

Leu

Thr

215

Cys

val

Leu

Arg

Leu

Thr

Leu

120

Glu

Arg

Leu

Asn

Pro

200

Asp

Ala

Gly

ser

Tyr
280

Gly

Leu

105

GIn

Glu

Cys

Arg

Leu

185

GlIn

Ile

Arg

Ile

Ile

265

Arg

Leu Tyr

90

Gly Ile

Asp Ile

Thr Ala

Cys Gly

Ser Ala

Leu Ser

Cys Ala

Ser Leu
235

Cys Leu
250

Phe Leu

Phe

Leu

val

Ala

140

Trp

Gly

Thr

Arg

val

220

GlIn

Gly

cys

Gly

Ile

Glu

125

Glu

His

ser

Asn

Leu

205

Pro

Lys

val

Arg

Met

Ser

110

Lys

Glu

Ser

Glu

Ala

Trp

Gly

Asn
270

Gly

Leu

95

Thr

Thr

ser

Pro

Ala

175

ser

Gln

Asn

Leu

Leu

255

Leu

Ala

80

Leu

Gln

Ile

Trp

Gln

160

His

Thr

Leu

ser

His

240

Leu

ASp

Tet Ser Ala GlIn g?u Ser Cys Leu Ser Leu Ile Lys Tyr Phe Leu Phe
10

Page 3

15



val

Gly

Leu

Gly

65

Lys

Leu

val

Ser

Tyr

145

Trp

val

Phe

Lys

Ile

225

Asn

Leu

val

Phe

Thr

ser

50

val

Glu

Phe

Arg

Tyr

130

Ala

Asn

Pro

Asp

Leu

210

Tyr

Ile

Gly

Tyr

Asn

Trp

35

Phe

Leu

Leu

Ala

Leu

115

Arg

Gln

LYsS

Cys

Lys

Arg

Arg

Ile

Phe

ASp

Leu

20

Ile

val

Thr

Arg

Thr

100

Glu

Thr

Phe

Ala

Ser

180

Leu

Gln

Glu

ser

Met

260

Arg

Phe

Leu

Pro

Met

Cys

Gln

Arg

Asn

Gin

Gln

165

Cys

Phe

Thr

Gly

Ile

245

Thr

Leu

Phe

Ile

Leu

Ala

70

Leu

Ile

Arg

Pro

l.eu

150

Met

Tyr

Phe

Ala

Cys

230

val

Leu

Ala

sequencelisting_revised_ascii

Phe

Asp

Glin

55

Leu

Leu

Thr

val

Asp

Arg

Leu

Asn

Ser

Asp

Ala

Gly

Ser

Arg

val

Lys

40

Thr

Ala

Gly

Leu

Gin

120

Glu

cys

Lys

Ser

Gln

200

Ile

Gln

Ile

Ile

TYr

Egu Gly Gly Leu Ile Phe

Thr

Trp

Leu

Leu

Thr

Cys

Ala

Thr

185

Leu

Cys

Ser

Cys

Phe

265

Arg

Ser

Ser

Leu

TYyr

90

Tle

Leu

Ala

Gly

Asn

170

Ala

Ser

Ala

Leu

Leu

250

Leu

Phe

Lys

Gly

75

Phe

Leu

val

Ala

Trp

Glu

Thr

Arg

Leu

GIn

235

Gly

Cys

Page 4

val

val

60

Cys

Gly

Ile

Leu

Glu

140

GIn

Ser

Asn

Leu

Pro

220

Lys

val

Arg

ser

45

Leu

val

Met

Ser

Arg

Glu

ser

Glu

Asp

Trp

Gly

Asn

30

Phe

Ala

Gly

Leu

Thr

110

Thr

Ser

Pro

Glu

Ser

190

Pro

Lys

Leu

Leu

Leu
270

Cys

val

val

Ala

Leu

95

Gln

Ile

Trp

Arg

Pro

175

Thr

Arg

Ala

His

Leu

255

AsSp

Phe

Gly

Ser

Leu

80

Leu

Arg

GIn

Asp

val

Ala

His

ASn

240

Glu
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<210> 4

<211> 5

<212> PRT

<213> Artificial Sequence

<220>

<223> Vvariable heavy chain CDR amino acid sequence; Antibody cD37-3,
VH-~CDR1

<400> 4

Thr Ser Gly val ser
1 5

<210> 5

<211> 9

<212> PRT

<213> Artificial Seaquence

<220>

<223> variable heavy chain CDR amino acid sequence; Antibody ¢D37-3,
VH-CDR2

<400> 5

val Ile Trp Gly ?sp Gly ser Thr Asn
1

<210> 6

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<223> Vvariable heavy chain CDR amino acid sequence; Antibody €D37-3,
VH-CDR3

<400> 6

gTy Gly Tyr Ser %eu Ala His

<210> 7

<211> 5

<212> PRT

<213> Artificial sequence

<220> ) ) )

<223> variable heavy chain CDR amino acid sequence; Antibody CD37-12,
VH-CDR1

<400> 7

Lys Tyr Gly Met Asn
1 5

<210> 8

<211i> 10

<212> PRT

<Z213> Artificial sequence
<220>
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<223> variable heavy chain CDR amino acid sequence; Antibody CD37-12,
VH-CDRZ

<400> 8

Trp Ile Asn Thr Asn Thr Gly Giu Ser Arg
1 5 10

<210> 9

<211> 6

<212> PRT

<213> Artificial sequence

<220>
<223> variable heavy chain CDR amino acid sequence; Antibody CD37-12,
VH-CPR3

<400> 9

Gly Thr val val Ala Asp
1 5

<210> 10

<211> 6

<212> PRT

<213> Artificial Sequence

<220>

<223> variable heavy chain CDR amino acid sequence; Antibody CD37-38,
VH-CDR1

<400> 10

ser Gly Phe Gly grp His
1

<210> 11

<21ll> 9

<212> PRT

<213> Artificial Ssequence

<220>

<223> variable heavy chain CDR amino acid sequence; Antibody CD37-38,
VH-CDR2

<4Q0> 11

Tyr Ile Leu Tyr Ser Gly Gly Thr Asp

1 5

<210> 12

<211l> 11

<212> PRT

<213> Artificial Sequence

<220> )

<223> variable heavy chain CPR amino acid sequence; Antibody €D37-38,
VH-CDR3

<400> 12

Gly Tyr Tyr Gly Tyr Gly Ala Trp Phe X31 Tyr
1 5

Page 6



<210>
<211>
<212>
<213>

<220>
<223>
<400>
1

<210>
<211>
<212>
<213>

<220>
<223>
<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

sequencelisting_revised._ascii

13

6

PRT

Artificial Sequence

variable heavy chain CDR amino acid sequence; Antibody CD37-50,
VH-CDR1

13

Ser Gly Phe Ala Trp His
5

14

9

PRT

Artificial Sequence

variable heavy chain CDR amino acid sequence; Antibody Cb37-50,
VH-CDR2

14

Tyr Ile Leu Tyr Ser Gly Ser Thr val
5

15

11

PRT

Artificial Sequence

variable heavy chain (DR amino acid sequence; Antibody CD37-50,
VH-CDR3

15

Gly Tyr Tyr Gly Tyr Gly Ala Trp Phe Ala Tyr
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

<400>

16

6

PRT

Artificial Sequence

variable heavy chain CDR amino acid sequence; Antibody CD37-51,
VH=-CDR1

16

ier Gly Phe Ala Trp His
5

<210>
<211>
<212>
<213>

<220>
<223>

17

9

PRT

Aartificial Sequence

variable heavy chain CDR amino acid sequence; Antibody CD37-51,
Page 7
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VH-CDR2
<400> 17

Tyr Tle His Tyr ger Gly Ser
1

<210> 18

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<223> Vvariable heavy chain
VH-CDR3

<400> 18

Gly Tyr Tyr Gly Phe Gly Ala
1 5

<210> 19

<211> 6

<212> PRT

<213> Artificial Sequence

<220>

<223> Vvariable heavy chain
VH-CDR1

<400> 19

ser Gly Phe Ala Trp His
1 5

<210> 20

<211> 9

<212> PRT

<213> Artificial Sequence

<220> )

<223> variable heavy chain
VH-CDR2

<400> 20

Tyr Ile His Tyr ger Gly Gly
1

<210> 21

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<223> Vvariable heavy chain
VH-CDR3

<400> 21

g]y Tyr Tyr Gly Ehe Gly Ala

Thr

CDR

Trp

CDR

CDR

Thr

CDR

Trp

Asn

amino acid sequence; Antibody CD37-51,

Phe val Tyr
10

amino acid sequence; Antibody CD37-56,

amino acid sequence; Antibody CD37-56,

ASn

amino acid sequence; Antibody CD37-56,

Phe Ala Tyr
10
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<210> 22

<211> 6

<212> PRT

<213> Artificial Sequence

<220> . . .

<223> variable heavy chain CDR amino acid sequence; Antibody CD37-57,
VH-CDR1

<400> 22

Ser Gly Phe Ala Trp His
1 5

<210> 23

<211> 9

<212> PRT

<213> Artificial Sequence

<220> .

<223> variable heavy chain CDR amino acid sequence; Antibody Cb37-57,
VH-CDRZ2

<400> 23

Tyr Ile Leu Tyr Ser Gly Ser Thr val
i 5

<210> 24

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<223> variable heavy chain CDR amino acid sequence; Antibody CD37-57,
VH-CDR3

<400> 24

Gly Tyr Tyr Gly Tyr Gly Ala Trp Phe Ala Tyr
1 5 10

<210> 25
<211> 6
<212> PRT

<213> Artificial sequence

<220>
<223> variable heavy chain CDR amino acid sequence; Consensus, VH-CDRL

<220>

<221> MISC_FEATURE

<222> (4)..(4)

<223> Where Xaa is Ala or Gly

<400> 25

Ser Gly Phe Xaa Trp His
1 5

<210> 26
<211> 9
<212> PRT

page 9
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<213> Artificial Sequence

<220>
<223> Vvariable heavy chain CDR amino acid sequence; Consensus, VH-CDRZ

<220>

<221> MISC_FEATURE

<222> (3)..(3)

<223> Where Xaa is Leu or His

<220>

<221> MISC_FEATURE

<222> (7)..(7)

<223> Where Xaa is Gly or ser

<220>

<221> MISC_FEATURE

<222> (9..(D

<223> Where Xaa is Asp, val or Asn

<400> 26

Tyr Ile Xaa Tyr Ser Gly Xaa Thr Xaa
1 5

<210> 27

<211> 11

<212> PRT

<213> Artificial Sequence
<220>

<223> variable heavy chain CDR amino acid sequence; Consensus, VH-CDR3

<220>

<221> MISC_FEATURE

<222> (5)..(5)

<223> Where Xaa is Tyr or Phe

<220>

<221> MISC_FEATURE

<222> (10)..(10)

<223> where Xaa is val or Ala

<400> 27

Gly Tyr Tyr Gly Xaa Gly Ala Trp Phe iga Tyr
1 5

<210> 28
<211> 11
<Z212> PRT

<213> aArtificial Seguence

<220>
<223> variable Tight chain CDR aminc acid sequence; ¢D37-3, VL-CDR1

<400> 28
Arg Ala Ser Glu Asn Ile Arg Ser Asn Leu Ala
1 5 10

<210> 29
<211> 7

Page 10



<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

sequencelisting_revised_ascii

PRT
Artificial Sequence

variable 1ight chain CDR amino acid sequence; ¢D37-3, VL-CDRZ

29

val Ala Thr Asn Leu Ala Asp
5

30

9

PRT

Artificial Seqguence

variable Tight chain CDR amino acid sequence; ¢b37-3, VL-CDR3

30

GIn His Tyr Trp Gly Thr Thr Trp Thr
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

<210>
<211>
<212>

31

15

PRT

Artificial Sequence

variable Tight chain CbR amino acid sequence; ¢D37-12, VL-CDR1

31
Arg Ala Ser GlIn Ser val Ser Thr Ser Ser Tyr Ser Tyr Leu Tyr
1 5 10 15
32
7
PRT
Artificial sequence

<213>

<220>
<223>

<400>

variable light chain CDR amino acid sequence; Cp37-12, VL-CDR2

32

Tyr Ala Ser Asn Leu Ala Ser
1 5

<210>
<211l>
<212>
<213>

<220>
<223>

<400>

33

9

PRT

Artificial Sequence

variable Tight chain CDR amino acid sequence; €D37-12, VL-CDR3

33

GIn His Ser Trp Glu Ile Pro Tyr Thr
1

5
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<210> 34

<211> 10

<212> PRT .

<213> Artificial Sequence

<220> .

<223> variable Tight chain CDR amino acid sequence; Cb37-38, VL-CDR1
<400> 34

ser ala Ser Ser Ser val Thr Tyr Met His

1 5 10

<210> 35

<21l> 7

<212> PRT

<213> Artificial Sequence

<220> i

<223> variabTe Tight chain CDR amino acid sequence; CD37-38, VL-CDR2
<400> 35

Asp Thr Ser Lys Leu Ala Ser

1 5

<210> 36

<211> 9

<212> PRT

<213> Artificial Sequence

<220> )

<223> variable Tight chain CDR amino acid sequence; CD37-38, VL-CDR3

<400>

36

Gln GIn Trp Ile Ser Asn Pro Pro Thr
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

ser Ala Thr ser ser val Thr Tyr Met His
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

37

10

PRT

Artificial Sequence

variable Tight chain CDR amino acid sequence; CD37-50, vL-CDRL

37
10
38
7
PRT

Artificial Sequence

variable 1ight chain CbR amino acid sequence; CD37-50, VL-CDR2
38

Asp Thr Ser Lys Leu Pro Tyr
1 5

Page 12



<210>
<211>
<212>
<213>

<220>
<223>

<400>

sequencelisting_revised_ascii

39

9

PRT

Artificial Sequence

variable Tight chain CDR amino acid sequence; CD37-50, VL-CDR3
39

GIn Gln Trp Ser Asp Asn Pro Pro Thr
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

<210>
<Z211>
<212>

40

7

PRT

Artificial Sequence

variable light chain CDR amino acid sequence; CD37-50, VL-CDRZ,
Humanized

40
Asp Thr Ser Asn Leu Pro Tyr
1 5

41

10

PRT

Artificial Sequence

<213>

<220>
<223>

<400>

Ser Ala Thr Ser Ser val Thr Tyr Met His
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

variable 1ight chain CDR amino acid sequence; ¢D37-51, VL-CDR1
41

10

42

7

PRT

Artificial sSequence

variable Tight chain CDR amino acid sequence; CD37-51, VL-CDR2
42

Asp Thr Ser Lys Leu Ala Ser
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5
43
9
PRT
Artiticial Sequence

variable Tight chain CDR amino acid sequence; CD37-51, VL-CDR3

43
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Gln Gln Trp Ser Ser Asn Pro Pro Thr
5

1

<210> 44

<211> 10

<212> PRT .

<213> Artificial Sequence

<220> )

<223> variable Tight chain CDR amino acid sequence; CD37-56, VL-CDRL
<400> 44

ser Ala Ser Ser Ser val Thr Tyr Met His

1 5 10

<210> 45

211> 7

<212> PRT

<213> Artificial Sequence

<220>

<223> variable Tight chain CDR amino acid sequence; CD37-56, VL-CDR2

<400>

45

Asp Thr Ser Lys Leu Ala Ser
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

<210>
<211>
<212>

5
46
9
PRT
Artificial Sequence

variable 1ight chain CDR amino acid sequence; CD37-56, VL-CDR3
46

Gln G1n Trp Ile Ser Asp Pro Pro Thr
5

47

7

PRT

Artificial Sequence

variable 1ight chain CDR amino acid sequence; CD37-56, VL-CDRZ,
Humanized

47
Asp Thr Ser Asn Leu Ala Ser
1 5

48

10

PRT

Artificial Seguence

<213>
<220>
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<223> variable Tight chain CDR amino acid sequence; CD37-57, VL-CDR1
<400> 48

Ser Ala Thr Ser Ser val Thr Tyr Met His

1 5 10

<210> 49

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<223> variabhle light chain CDR amino acid sequence; Cb37-57, VL-CDR2
<400> 49

Asp Thr Ser Lys Leu Ala Ser

1 5

<210> 50

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Vvariable Tight chain CDR amino acid sequence; CD37-57, VL-CDR3
<400> 50

GIn GIn Trp Ser Asp Asn Pro Pro Thr

1 5

<210> 51

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<223>

<400>

sequencelisting_revised_ascii

variable Tight chain CDR amino acid sequence; CD37-57, VL-CDR2,

Humanized

51

Asp Thr Ser Asn Leu Ala Ser
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

52

10

PRT

Artificial Sequence

variable Tight chain CDR amino acid sequence; Consensus, VL-CDR1

MISC_FEATURE

(3)..(3)
wWhere Xaa is Thr or Ser
52

ser Ala Xaa Ser Ser val Thr Tyr Met His

Page 15



1 5

<210> 53

<21l> 7

<212> PRT

<213> Artificial Segquence
<220>

<223> variable Tight chain CDR amino acid sequence; Consensus, VL-CDRZ
<220>

<221> MISC_FEATURE

<222> (4)..(4)

<223> Where Xaa is Lys or Asnh
<220>

<221> MISC_FEATURE

<222> (6)..(6)

<223> Where Xaa is Ala or Pro
<220>

<221> MISC_FEATURE

<222> (7)..(7)

<223> where Xaa is Ser or Tyr
<400> 53

Asp Thr Ser Xaa Leu Xaa Xaa

1 5

<210> 54

<211> 9

<212> PRT

<213> Artificial Sequence
<220>

<223> variable light chain CDR amino acid sequence; Consensus, VL-CDR3
<220>

<221> MISC_FEATURE

<222> (4)..(4)

<223> where Xaa is Ile or Ser
<220>

<221> MISC_FEATURE

<222> (5)..(5)

<223> where Xaa is Ser or Asp
<220>

<221> MISC_FEATURE

<222> (6)..(6)

<223> wWhere Xaa is Asn or Asp
<400> 54

Gln GIn Trp Xaa Xaa Xaa Pro Pro Thr
1 5

<210> 55

<211> 115

<212> PRT

<213> aArtificial Sequence

Page 16
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sequencelisting_revised_ascii
<220>
<223> Vvariable heavy chain amino acid sequences; mucCp37-3 antibody
<400> 55

Gln val GIn val Lys Glu Ser Gly Pro Gly Leu val Ala Pro Ser Gln
1 5 10 15

Ser Leu Ser ége Thr Cys Thr val Ser Gly Phe Ser Leu Thr Thr Ser
25 30

Gly val Ser Trp val Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp Leu
35 40 45

Gly gsl Ile Trp Gly Asp Gly Ser Thr Asn Tyr His Ser Ala Leu Lys
55 60

Ser Arg Leu Ser Ile Lys Lys Asp His Ser Lys Ser Gln val Phe Leu
65 70 75 80

Lys Leu Asn Ser Leu GIn Thr Asp Asp Thr ala Thr Tyr Tyr Cys Ala
85 90 95

Lys Gly Gly Tyr Ser Leu Ala His Trp Gly GIn Gly Thr Leu val Thr
100 105 110

val Ser Ala

115
<210> 56
<211> 115
<212> PRT
<213> Artificial Sequence

<220>
<223> variable heavy chain amino acid sequences; chcp37-3 antibody

<400> 56
Gln val G1n val Lys Glu Ser Gly Pro Gly Leu val Ala Pro Ser GIn
1 5 10 15

Ser Leu Ser Ile Thr Cys Thr val ser Gly Phe Ser teu Thr Thr ser
20 25 30

Gly val ser Trp val Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp Leu
35 40 45

Gly gg1 Ile Trp Gly Asp Gly Ser Thr Asn Tyr His Ser Ala Leu Lys
55 60

Ser Arg Leu Ser Ile Lys Lys Asp His Ser Lys Ser Gln val Phe Leu
65 70 75 80

Lys Leu Asn Ser Leu GIn Thr Asp Asp Thr Ala Thr Tyr Tyr Cys Ala
Page 17
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85 80 85

Lys Gly Gly Tyr Ser Leu Ala His Trp Gly GIn Gly Thr Leu val Thr
100 105 110

val ser Ala

115
<210> 57
<211> 115
<212> PRT
<213> Artificial Sequence

<220>
<223> variable heavy chain amino acid sequences; hucD37-3v1.0 antibody

<400> 57

§1n val GIn val GIn Glu Ser Gly Pro Gly Leu val Ala Pro Ser Gln
5 10

Thr Leu Ser Ile Thr Cys Thr val Ser Gly Phe Ser Leu Thr Thr Ser
20 25 30

Gly val ggr Trp val Arg Gln PBO Pro Gly Lys Gly Lgu Glu Trp Leu
4 4

Gly val Ile Trp Gly Asp Gly Ser Thr Asn Tyr His Pro Ser Leu Lys
50 55 60

Ser Arg Leu Ser Ile Lys Lys Asp His Ser Lys Ser Gln val Phe Leu
65 70 75 80

Lys Leu Asn Ser Eeu Thr Ala Ala Asp Thr Ala Thr Tyr Tyr Cys Ala
5 90 95

Lys Gly Gly Tyr Ser Leu Ala His Trp Gly GIn Gly Thr Leu val Thr
100 105 110

val Sser ser

115
<210> 58
<211> 115
<212> PRT

<213> Artificial Sequence

<220>
<223> variable heavy chain amino acid sequences; hucD37-3vl.1 antibody

<400> 58
GIn val 61n val GIn Glu Ser Gly pro Gly Leu val Ala Pro Ser Gln
1 5 10 15

Thr Leu Ser Ile Thr Cys Thr val Ser Gly Phe Ser Leu Thr Thr ser
pPage 18



sequencelisting_revised_ascii
20 25

Gly val ser Trp val Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Leu
35 40 45

Gly V81 Ile Trp Gly Asp Gly Ser Thr Asn Tyr His Ser Ser Leu Lys
5 55 60

Ser Arg teu Ser Ile Lys Lys Asp His Ser Lys Ser Gln val Phe Leu
65 70 75 80

Lys Leu Asn Ser Leu Thr Ala Ala Asp Thr Ala Thr Tyr Tyr Cys Ala
85 S0 95

Lys Gly Gly Tyr Ser Leu Ala His Trp Gly GIn Gly Thr Leu val Thr
100 105 110

val Ser Ser
115

<210> 59

<211> 115

<212> PRT

<213> Artificial sequence

<220>
<223> variable heavy chain amino acid sequences; muCD37-12 antibody

<400> 59

Gln Ile GIn Leu val Gln ser Gly Pro Glu Leu Lys Lys Pro Gly Glu
1 5 10 15

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe ggr Lys Tyr
20 25

Gly Met Asn Trp val Lys GIn Ala GIn Gly Lys Gly Leu Lys Trp Met
35 40 45

Gly Trp ITe Asn Thr Asn Thr Gly Glu Ser Arg Asn Ala Glu Glu Phe
50 55 60

Lys Gly Arg Phe Ala Phe Ser Leu Glu Thr ser Ala Ser Thr ala Tyr
65 70 75 80

Leu Gln ITe Asn Asn Leu Lys Tyr Glu Asp Thr Ala Thr Tyr ghe Cys
85 90 5

Gly Arg Gly Thr val val Ala Asp Trp Gly GIn Gly Thr Thr Leu Thr
100 105 110

val Ser Sser
115

Page 19
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Artificial Sequence

variable heavy chain

<210> 60
«<211> 115
<212> PRT
<213>
<220>
<223>
<400> 60

Gln ITe GIn
1

Thr

Gly

Gly

LyS

65

Leu

Gly

val

val

Met

Trp

50

Gly

Gln

Arg

Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Lys

Asn
35

Ile

Arg

Ile

Gly

Ser

115

61
120
PRT

Leu

Ile

20

Trp

Asn

Phe

Asn

Thr
100

ga? Gln Ser

Ser

val

Thr

Ala

Asn

85

val

Ccys

Lys

Asn

Phe

70

Leu

val

Lys

GIn

Thr

35

ser

LysS

Ala

artificial Sequence

variable heavy chain

61

Asp val GIn Leu GIn Glu Ser

1

5

Ser Leu Ser Leu Thr Cys Thr
20

Phe Gly Trp His Trp Ile Arg
35

Met Ala Tyr Ile Leu Tyr Ser

50

55

amino acid sequences; chCD37-12

Gly Pro Glu

Ala

Ala

40

Gly

Leu

TYr

Asp

Ser

25

Gln

Glu

Glu

Glu

Trp

10

Ggly

Gly

ser

Thr

Asp
90

Leu

Tyr

Lys

Arg

Ser

75

Thr

Gin

Lys

Thr

Gly

Asn

60

Ala

Ala

Gly

Lys

Phe

Leu

45

Ala

Ser

Thr

Thr

Pro

Thr

30

Lys

Glu

Thr

TYrP

Thr
110

Gly
15

Lys
Trp
Glu
Ala
Phe

95

Leu

amino acid sequences; muCD37-38

Gly Pro Asp Leu val Lys Pro Ser
10

15

val Thr Gly Tyr Ser Ile Thr Ser
25

40

30

GIn Phe Pro Gly Asn igs Leu Glu

Gly Gly Thr Asp Tyr Ash Pro Ser
60

Page 20

antibody

Glu

Tyr

Met

Phe

Tyr

80

Cys

Thr

antibody

Gln

Gly

Trp
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sequencelisting_revised_ascii

Lys Ser Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn Gln Phe Phe
65 70 75 g0

Leu Arg Leu Ser Ser val Thr Thr Glu Asp Thr Ala Thr Tyr Tyr Cys
85 90 a5

Ala Arg Gly Tyr Tyr Gly Tyr Gly Ala Trp Phe val Tyr Trp Gly Gln
100 105 110

Gly Thr Leu val Thr val ser Ala
115 120

<210> 62

<211> 120

<212> PRT

<213> Artificial Sequence

<220>
<223> variable heavy chain amino acid sequences; chCD37-38 antibody

<400> 62

GIn val Gin Leu GIn Glu Ser Gly Pro Asp Leu val Lys Pro Ser GIn
1 5 10 15

Ser Leu Ser Leu Thr Cys Thr val Thr Gly Tyr Ser Ile Thr Ser Gly
20 25 30

Phe Gly Trp His Trp Ile Arg G1n phe Pro Gly Asn Lys Leu Glu Trp
35 40 45

Met Ala Tyr ITe Leu Tyr Ser Gly Gly Thr Asp ggr Asn Pro ser Leu
50 55

Lys Ser Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn G1n pPhe Phe
65 70 75 80

Leu Arg Leu Ser Ser val Thr Thr Glu Asp Thr Ala Thr Tyr ggr Cys
85 90

Ala Arg Gly Tyr Tyr Gly Tyr Gly Ala Trp Phe val Tyr Trp Gly Gln
100 105 110

Gly Thr Leu val Thr val Ser ala
115 120

<210> 63

<211> 120

<212> PRT

<213> Artificial Sequence

<220>
<223> variable heavy chain amino acid sequences; huCD37-38 antibody

<400> 63
Page 21



GIn

Ser

Phe

Met

Lys

65

Leu

Ala

Gly

val

Leu

Gly

Ala

50

Ser

Arg

Arg

Thr

<210>
<211>
<212>
<Z213>

<220>
<223>

<400>

Gin

Ser

Trp

35

Tyr

Arg

Leu

Gly

Leu

115

64
109
PRT

variable heavy chain

64

Asp val Gln

1

ser

Phe

Met

Ala

Leu

Ala

Gly

50

Ser

Gln

Arg

ser

Trp

35

Tyr

Arg

Leu

Gly

Leu

Leu

20

His

Ile

Ile

Ser

Tyr

val

Leu

Leu

20

His

Ile

Tle

Asn

TYr

Gln

Thr

Trp

Leu

Ser

Ser

85

TYr

Thr

Gin Glu Ser

5

Thr

Trp

Leu

Sear

ser

85

TYr

Glu

Cys

Ile

Tyr

Ile

70

val

Gly

val

Cys

Ile

Tyr

Tle

70

val

Gly

sequencelisting_revised_ascii

Ser Gly Pro Gly Leu val Lys Pro
10

Thr val

Arg Gln
40

ser Gly
55

Thr Arg
Thr Ala

Tyr Gly

Ser Ser
120

Artificial sequence

Thr val

Arg Gln
40

ser Gly
55
Thr Arg

Thr Thr

Tyr Gly

Ser

25

Phe

Gly

ASp

Ala

Ala
105

Thr

25

Phe

ser

Asp

Glu

Ala

Gly

Pro

Thr

Thr

Asp

90

Trp

Gly

Pro

Thr

Thr

Asp
90

Tyr

Gly

Asp

ser

75

Thr

Phe

TYr

Gly

val

Ser

75

Thr

Ser

Lys

Tyr

60

Lys

Ala

val

Gly Pro Asp Leu Leu
10

Ser

Asn

Tyr

60

Lys

Ala

Trp Phe Ala

Page 22

Ile

Gly

45

Asn

Asn

Thr

Tyr

Lys

Ile

Asn

Thr

Tyr

Thr

30

Leu

Pro

Gin

Tyr

Trp
110

Pro

Thr

30

Leu

Pro

His

TYr

ser

15

Ser

Glu

ser

Phe

Tyr

95

Gly

amino acid sequences; mucCD37-50

ser

15

Ser

Glu

Ser

Phe

TYr
95

Gin

Gly

Trp

Leu

Phe

30

Cys

GIn

antibody

Gln

Gly

Trp

Leu

Phe

80

cys



<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gln val
1

ser Leu

Phe Ala

Met Gly
50

Lys ser

teu GIn

Ala Arg

Gly Thr

<210>
<211>
<212>
<Z213>

<220>
<223>

<400>

1

65
120
PRT

100

sequencelisting_revised_ascii

Artificial Sequence

variable heavy chain

65
Gln

Ser

Trp

35

TYr

Arg

Leu

Gly

Leu

115

66
120
PRT

Leu

Leu

20

His

Ile

Ile

Asn

Tyr

100

val

Gln

5

Thr

Trp

Leu

ser

ser

85

Tyr

Thr

Glu

Cys

Ile

Tyr

ITe

70

val

Gly

val

ser

Thr

Arg

ser

55

Thr

Thr

TYFP

Ser

Artificial sequence

variable heavy chain

66

Asp val GIn Leu GIn Glu ser
5

Ser Leu Ser Leu Thr Cys Thr

20

Phe Ala Trp His Trp Ile Arg
35

Met Gly Tyr Ile His Tyr Ser

105

amino acid sequences; hucb37-50

Gly Pro Gly
10

val

Gln

40

Gly

Arg

Ala

Gly

Ala
120

Ser

25

His

Ser

Asp

Ala

Ala
105

Gly

Pro

Thr

Thr

ASp

0

Trp

Leu Leu

Tyr Ser

Gly Asn

val Tyr

60

ser Lys
75

Thr Ala

Phe Ala

LYys Pro

Ile Thr
30

Lys Leu

45

sSer Pro

Asn His

Thr Tyr

Tyr Trp
110

Ser

15

Ser

Glu

Ser

Phe

Tyr

95

Gly

amino acid sequences; muCD37-51

Gly Pro Asp Leu Leu
10

LYs Pro

Ser
15

val ;hr Gly Tyr Ser Ile Ser Ser
5

GIn Phe Pro Gly Asn

40

Gly Ser Thr Asn Tyr
Page 23

Lys Leu
45

Glu

Ser Pro Sser

antibody

Gln

Gly

Trp

Leu

Phe

80

Cys

GIn

antibody

Gln

Gly

Trp

Leu



sequencelisting_revised_ascii
50 55 0

Lys Ser Arg Ile Ser Ile Thr Arg Asp Ser Ser Lys Asn Gln Phe Phe
65 70 75 80

Leu GIn Leu Asn Ser val Thr Thr Glu Asp Thr Ala Thr Tyr ggr Cys
85 90

aAla Arg Gly Tyr Tyr Gly Phe Gly Ala Trp Phe val Tyr Trp Gly GIn
100 105 110

Gly Thr Leu val Thr val Ser Ala

115 120
<210> 67
<211> 120
«212> PRT
<213> Artificial Seguence

<220>
<223> variable heavy chain amino acid sequences; huCb37-51 antibody

<400> 67
Glu val GIn Leu val Glu Ser Gly Pro Glu val Leu Lys Pro Gly Glu
1 5 10 15

Ser Leu Ser Leu Thr Cys Thr val Ser Gly Tyr Ser Ile ggr ser Gly
20 25

Phe Ala Trp His Trp Ite Arg GlIn Phe Pro Gly Lys Gly Leu Glu Trp
35 40 45

Met Gly Tyr Ile His Tyr Ser Gly Ser Thr Asn g%r Ser Pro Ser Leu
50 55

Gln Gly Arg Ile Ser Ile Thr Arg Asp Ser Ser Ile Asn GIn Phe Phe
65 70 75 80

Let GIn Leu Asn Ser val Thr Ala Ser Asp Thr Ala Thr Tyr Tyr Cys
85 90 95

Ala Arg Gly Tyr Tyr Gly Phe Gly Ala Trp Phe val Tyr Trp Gly Gln
100 105 110

Gly Thr Leu val Thr val ser Ala
115 120

«<210> 68

<211> 120

<212> PRT

<213> Artificial Sequence
<220>

<223> variable heavy chain amino acid sequences; muCD37-56 antibody
Page 24



<400> 68

Asp val Gln

i

Ser Leu Ser

Phe Ala Trp

35

Met Gly Tyr
50

Lys Ser Arg

65

Leu GIn Leu

Ala Arg Gly

Gly Thr Leu

115

<210> 69

<Z211> 120

<212> PRT

<213>

<220>

<223>

<400> 69

Gin val GlIn
1

Ser Leu Ser

Phe Ala Trp
35

Met Gly Tyr

50

Lys

Ser Arg
65

Leu Gln Leu

Leu

Leu

20

His

ITe

val

Asn

Tyr

val

Leu

Leu

20

His

ile

val

Asn

Gin

Thr

Trp

His

Ser

ser

85

Tyr

Pro

variahle heavy chain

Gln

5

Thr

Trp

His

Ser

ser
85

sequencelisting_revised_ascii

Glu ser Gly Pro

Thr
25

Cys Thr val

Gin Phe

40

Ile Arg

Ser
55

Tyr Gly Gly

ITe Thr

70

Arg Asp

val Thr Thr Glu

Ala
105

Gly Phe Gly

Ala
120

val ser

Artificial Sequence

Glu Ser Gly Pro

Thr val Ser

25

Cys

Gln
40

ITe Arg Phe

ser
55

Tyr Gly Gly

Ile Thr

70

Arg Asp

val Thr aAla Ala

Asp Leu val
10

Gly Tyr Ser

Pro Gly Asnh

Thr Asn Tyr

60

Thr Ser

75

Lys

Asp Thr Ala

90

Trp Phe Ala

Gly Leu val

10

Gly Tyr Ser

Pro Gly Lys

Thr Asn Tyr
60

Thr Ser Lys
75

Asp Thr Ala
90

Page 25

Lys Pro Ser
15

Thr ser
30

Ile

Leu Glu

Pro ser

Asn Gln Phe

Thr Tyr Tyr

95

Trp Gly
110

TYr

amino acid sequences; hucp37-56

Lys Pro Ser
15

Thr Ser
30

Ile

Gly Leu Glu

45

Asn Pro Ser

GIn Phe

Asn

Thr Tyr Tyr
95

Glin

Gly

Trp

Leu

Phe

80

Cys

GIn

antibody

Gln

Gly

Trp

Leu

Phe

80

Cys



sequencelisting_revised_ascii

Ala Arg Gly Tyr Tyr Gly Phe Gly
100

Gly Thr Leu val Pro val Ser

115
<210>= 70
<211> 120
<212> PRT

<213> Artificial Sequence

<220>

<223> variable heavy chain

<400> 70
Asp val Gln
1

S5er Leu Ser

Phe Ala Trp
35

Met Gly Tyr
50

Lys Ser Arg
65

Leu GIn Leu

Leu

Leu

20

His

Ile

Ile

Asn

Tyr

100

val

GIn

5

Thr

Trp

Leu

Ser

Ser

85

Tyr

Thr

Glu

Cys

Ile

Tyr

Ile

70

val

Gly

val

Ser

Thr

Arg

ser

55

Thr

Thr

Tyr

ser

<213> Artificial Sequence

Ala Arg Gly
Gly Thr Leu
115
<210> 71
<211> 120
<212> PRT
<220>
<223>

<400> 71

variable heavy chain

§1n val GIn Leu §1n Glu Ser

Ser Leu Ser Leu Thr Cys Thr
20

Ala
120

105

Ala Trp Phe Ala Tyr T
1

amino acid sequences; muCb37-57

Gly Pro Asp
10

val

Gln

40

Gly

Arg

Thr

Gly

Ala
120

Thr

25

Phe

Ser

Asp

Glu

Ala
105

Gly

Pro

Thr

Thr

Asp

90

Trp

Leu Leu

Tyr ser

Gly Asn

val Tyr

60

ser Lys
75

Thr Ala

phe Ala

Lys

Ile

Lys

45

Ser

Asn

Thr

Tyr

Pro

Thr

30

Leu

Pro

Gln

TYyr

Trp

ser

15

Ser

Glu

Ser

Phe

Tyr

95

Gly

rp Gly GlIn
10

antibody

GIn

Gly

Trp

Leu

Phe

80

Cys

Gin

amino acid sequences; huCb37-57 antibody

Gly Pro Gly Leu Leu Lys Pro Ser Gln
10

15

val ser Gly Tyr Ser Ile Thr Ser Gly
25

Page 26
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Phe Ala grp His Trp ITle Arg Gin Phe Pro Gly Lys Gly Leu Glu Trp
5 40 45

Met Gly Tyr Ile Leu Tyr Ser Gly Ser Thr val Tyr Ser Pro Ser Leu
50 55 60

Lys Ser Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn GIn Phe Phe
65 70 75 80

Leu GIn teu Asn Ser val Thr Ala Ala Asp Thr Ala Thr Tyr Tyr Cys
85 90 95

Ala Arg Gly Tyr Tyr Gly Tyr Gly Ala Trp Phe Ala Tyr Trp Gly Gln
100 105 110

Gly Thr Leu val Thr val ser aAla
115 120

<210> 72

<211> 108

<212> PRT

<213> Artificial Sequence

<220>
<223> variable Tight chain amino acid sequences; mucCb37-3 antibody

<400> 72

Asp Ile GIn Met Thr GlIn Ser Pro Ala Ser Leu Ser val ser val Gly
1 5 15

Glu Thr val Thr ITe Thr Cys Arg Ala Ser Glu Asn Ile Arg Ser Asn
20 25 30

Leu Ala Trp Tyr GIn GIn Lys GIn Gly Lys Ser Pro GIn Leu Leu val
35 40 45

Asn val Ala Thr Asn Leu Ala Asp Gly val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly ser Gly Thr Gln Tyr Ser Leu Lys Ile Asn Ser Leu Gln Ser
65 70 75 30

Glu Asp Phe Gly Thr Tyr Tyr Cys Gln His Tyr Trp Gly Thr ggr Trp
&5 90

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg
100 105

<210> 73

<211> 108

<212> PRT

<213> Artificial Sequence
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<220>
<223>

<400>

sequencelisting_revised_ascii
variable 1ight chain amino acid sequences; chCD37-3 antibody
73

Asp Ile GIn Met Thr GIn Ser Pro Ala Ser Leu Ser val Ser val Gly
1

Glu Thr

Leu Ala

Asn val
50

Ser Gly
65

Glu Asp

Thr Phe

<210>
<211>
<212>
<213>
<220>
<223>
<400>
Gin val
1

Ser Leu

Gly val

Gly val
50

Ser Arg
65

Lys Leu

5 10 15

val Thr Ile Thr Cys Arg Ala Ser Glu Asn Ile Arg Ser Asn
20 25 30

Trp Tyr GIn GIn Lys GIn Gly Lys Ser Pro GIn Leu Leu val
35 40 45

Ala Thr Asn Leu Ala Asp Gly val Pro ggr Arg Phe Ser Gly
55

Ser Gly Thr GIn Tyr Ser Leu Lys Ile Asn Ser Leu Gln Ser
70 75 30

Phe Gly Thr Tyr Tyr Cys GIn His Tyr Trp Gly Thr Thr Trp
85 30 a5

Gly Gly Gly Thr Lys Leu Glu ITe Lys Arg
100 105

74

115

PRT

Artificial sequence

variable 1light chain amino acid sequences; hu¢b37-3v1.0 and
huCb37-3vl.1 antibody

74

GIn val Lys Glu ser Gly Pro Gly Leu val Ala Pro Ser GlIn
5 10 15

Ser Ile Thr Cys Thr val ser Gly Phe Ser Leu Thr Thr Ser
20 25 30

ser Trp val Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Leu
35 40 45

Ile Trp Gly Asp Gly Ser Thr Asn Tyr His Ser Ala Leu Lys
55 60

Leu Ser Ile Lys Lys Asp His Ser Lys Ser Gln val Phe Leu

Asn Ser Leu GIn Thr Asp Asp Thr Ala Thr Tyr Tyr Cys Ala
85 90 a5
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val Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ala
115

75
112
PRT

sequencelisting_revised_ascii
Lys Gly Gly Tyr Ser Leu Ala His Trp Gly Gin Gly Thr Leu val Thr
100

Artificial Ssegquence

variable light chain

75

Asp Ile val Leu
1

Gln Arg

ser Tyr

Lys Leu
50

Arg Phe
65

Pro val

Glu Ile

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ala

Ser

35

Leu

ser

Glu

Pro

76
112
PRT

Thr

20

Tyr

Ile

Gly

Glu

Tyr
100

Thr

5

Ile

Leu

Lys

ser

Glu

85

Thr

Gln

ser

Tyr

Tyr

Gly

70

Asp

Phe

Ser

Cys

Trp

Ala

55

ser

Thr

Gly

Artificial Sequence

variable 1ight chain

76

Asp ITe val Leu Thr Gln Ser

1

5

Gln Aarg Ala ggr Ile Ser Cys

Ser Tyr Ser Tyr Leu Tyr Trp
35

105 110

amino acid sequences; muCbp37-12

Pro Ala Ser Leu Ala val Ser Leu
10 15

Arg Ala Ser GIn Ser val Ser Thr
25 30

Phe GIn Gln Lys Pro Gly Gln Pro
40 45

Ser Asn Leu Ala Ser Gly val Pro
60

Gly Thr Asp Phe Thr Leu Asn Ile
75

Ala Thr Tyr Tyr Cys Gln His Ser
90 95

Gly Gly Thr Lys Leu Glu ITle Lys
105 110

amino acid sequences; ch¢p37-12

Pro Ala Ser Leu Ala val Ser Leu
15

Arg Sga ser Gln Sser val ser Thr

Phe GIn GIn Lys Pro Gly Gln Pro
40 45

Page 29

antibody

Gly

Ser

Pro

Ala

His

80

Trp

Arg

antibody

Gly

Ser

Pro



Lys Leu Leu Ile Lys Tyr

50

65

Arg Phe ser Gly Ser Gly
70

sequencelisting_revised_ascii

55

Ala Ser Asn Leu Ala Ser Gly val
60

ser Gly Thr Asp Phe Thr Leu Asn
75

Pro val Glu Glu g;u Asp Thr

Glu Ile Pro Tyr Thr Phe Gly

100

<213> Artificial sequence

<223> variable Tight chain

<210> 77
<211> 107
<212> PRT
<220>
<400> 77
GIn Ile val
1
Glu Lys val
His Trp Tyr
35
Asp Thr Ser
50
Gly Ser Gly
65
Asp Ala Ala
Phe Gly Gly
<210> 78
<211> 107
<212> PRT

Leu

Thr

20

Gln

Lys

Thr

Thr

Gly

Thr
5

Met
G1n
Leu
Ser
TYr

85

Thr

Gin

Thr

Lys

Ala

Tyr

70

Tyr

LysS

ser

Cys

Ser

Ser

55

Ser

Cys

Leu

<213> Artificial Seguence

<220>

<223> variable Tight chain

<400> 78

i

Gln Ile val Leu Ehr Gln ser

Ala thr Tyr Tyr Cys Gln His
90

Gly Gly Thr Lys Leu Glu Ile
105

110

Pro

Ile

Ser

95

Lys

amino acid sequences; muCD37-38

Pro Ala

ser Ala
25

Gly Thr

40

Gly val

Leu Thr

GIn GIn

Glu Ile
105

Ile

ser

Ser

Pro

Ile

Trp

90

Lys

Met Ser Ala Ser

Ser Ser val Thr
30

Pro Lys Arg Trp
45

Ala Arg Phe ser
60

ser ser Met Glu
75

ITe Ser Asn Pro

Arg

Pro

15

Tyr

Ile

Gly

Ala

Pro
95

His
80

Trp

Arg

antibody

Gly

Met

Tyr

Gly

Glu

80

Thr

amino acid sequences; chcCb37-38 antibody

Pro Ala Ile Met Ser Ala Ser Pro Gly
15

pPage 30



Glu

His

Asp

Gly

65

Asp

Phe

Lys val

Trp Tyr
35

Thr Ser
50
Ser Gly

Ala Ala

Gly Gly

<210> 79
<211> 107
<Z212> PRT

<213>

<220>

<223>

<400> 79

ASp
1
Glu
His
Asp
Gly
65

Asp

Phe

Ile val

Arg val

Trp Tyr
35

Thr Ser

50

ser Gly

Ala Ala

Gly Gly

<210> &0
<211> 107
<212> PRT

<213>

<220>

Thr
20

Gln
Lys
Thr

Thr

Gly
1

Leu
Thr
20

GIn
Lys
Thr

Thr

Gly
100

Met

GIn

Leu

ser

Tyr
85

Thr

Thr

>

Met

GIn

Leu

ser

TYr

Thr

Thr

Lys

Ala

Tyr

70

Tvr

Lys

GIn

Thr

Lys

Ala

Tyr

70

Tyr

Lys

sequencelisting_revised_ascii

Cys Ser Ala Ser Ser Ser val Thr
25

Ser

ser

55

ser

Cys

Leu

Artificial Sequence

variable Tight chain

ser

Cys

Pro

ser

55

Ser

Cys

Leu

Artificial Sequence

Gly Thr
40

Gly val
Leu Thr

GIn Gln

Glu Ile
105

30

Ser Pro Lys Arg Trp
45

Pro Ala Arg Phe Ser
60

Ile Ser Ser Met Glu

75

Trp Ile Ser Asn Pro
90

Lys

Arg

Tyr

Ile

Ala

Pro
95

amino acid segquences; hucbD37-38

Pro Ala Ser Met Ser

ser Ala
25

Gly Thr
40

Gly val
Leu Thr

Gln GIn

Glu Ile
105

10

Ser

ser

Pro

Ile

Trp

90

LyS

ser Ser

Pro Lys

Ala Arg
60

ser Ser
75

Ile ser

Arg

Page 31

Ala

val

Arg

45

Phe

Met

Asn

ser

Thr

30

Trp

ser

Glu

Pro

Pro

15

Tyr

Ile

Gly

Ala

Pro
95

Met

Tyr

Gly

Glu

80

Thr

antibody

Gly

Met

Tyr

Ser

Glu

80

Thr



<223>
<400>

varjable

80

Gln Ile val Leu

1

Glu

His

Asp

Gly

65

Asp

Phe

Lys

Trp

Thr

50

Ser

Ala

Gly

<210
<Z211>
<212>
<213>

<220>
<223>

<400>

val

Tyr

35

Ser

Gly

Ala

Ser

31
107
PRT

Thr

20

Gin

Lys

Thr

Thr

Thr

5

Met

Gln

Leu

Ser

Tyr

85

Thr

Gln

Thr

Lys

Pro

TYr

70

Tyr

Lys

) sequencelisting_revised_ascii
Tight chain amino acid sequences; muCD37-50

Ser

Cys

Ser

Tyr

55

ser

Cys

Leu

Artificial Sequence

variable Tight chain

81

Glu Ile val Leu
i

Glu

His

Asp

Gly

65

Asp

Phe

Arg

Trp

Thr

50

ser

Ala

Gly

val

Tyr

35

ser

Gly

Ala

Gln

Thr

20

G1n

Asn

Thr

Thr

Gly

Thr

5

Met

Gin

Leu

Ser

Tyr

85

Thr

Gln

Thr

Lys

Pro

Tyr

Lys

Ser

Cys

Pro

TYr

55

Ser

Cys

Leu

Pro Ala Ile Met Ser

ser

Gly

40

Gly

L.eu

GIn

Glu

Ala

25

Thr

val

Thr

GIn

Ile
105

Thr

Ser

Pro

Ile

Trp

90

Lys

Ser

Pro

Gly

Ser

75

ser

Arg

Ser

Lys

Argd

60

Ser

AsSp

Ala Ser

val Thr
30

Arg Trp

45

Phe Ser

Met Glu

Asn Pro

Pro

15

TYr

Ile

Gly

Ala

Pro
95

amino acid sequences; hucCb37-50

pro Ala Thr

Ser

Gly

40

Gly

Leu

Gln

Glu

Ala

25

GlIn

val

Thr

GIn

Ile
105

10

Thr

ser

Pro

Ile

Trp

90

Lys

Page 32

Met Ser Ala Ser Pro

Ser

Pro

Ala

Ser

75

ser

Arg

Ser

Lys

Arg

60

Ser

Asp

val Thr
30

Arg Trp
45
Phe Ser

Met Glu

Asn Pro

15

Tyr

Ile

Gly

Ala

Pro
95

antibody

Gly

Met

TYyr

Ser

Glu

80

Thr

antibody

Gly

Met

Tyr

Ser

Glu

80

Thr



<210> 82
<211> 107
<212> PRT

sequencelisting_revised_ascii

<213> Artificial sequence

<220>

<223> variable Tight chain

<400> 82
Gln 1ie val Leu
1

Glu Lys val Thr
20

His Trp Tyr Gln
35

Asp Thr Ser Lys
50

Gly Ser Gly Thr
65

Asp Ala Ala Thr

Phe Gly Ser Gly

100
<210> 83
<211> 107
<212> PRT

Thr

5

Met

GIn

Leu

Ser

Tyr

85

Thr

GIn Ser

Thr Cys

Lys Ser

Ala ser

55

TYyr ser
70

Tyr Cys

Lys Leu

<213> Artificial Sequence

<220>

<223> variable light chain

<400> 83

Glu Ile val Leu
1
Glu Arg val Thr
20
His Trp Tyr Gln
35

Asp Thr Ser Lys
50

Gly ser Gly Thr
65

Thr

5

Met

Gln

Leu

Ser

GIn ser

Thr Cys

Lys Pro

Ala Sser

55

Tyr ser
70

amino acid sequences; mucCb37-51

Pro Ala Ile Met Ser

Ser Ala
25

Gly Thr

40

Gly val

Leu Thr

GIn GIn

Glu Ile
105

10

Thr

Ser

Pro

Ile

Trp

90

Lys

ser Ser

Pro Lys

Ala Arg
60

Ser Asn
75

Ser Ser

Arg

Ala Ser

val Thr
30

Arg Trp

45

Phe Ser

Met Glu

Ash Pro

Pro

15

Tyr

Ile

Gly

Ala

Pro
95

amino acid sequences; hucbD37-51

Pro Ala Thr Met Ser

Ser Ala Thr Ser Ser

25

Gly GIn Ser Pro Lys
40

Gly val pro Ala Arg
60

Leu Thr Ile Ser ser

75

Page 33

Ala Ser

val Thr
30

Arg Trp
45

Phe ser

Met Glu

Pro
15

TYr

Ile

Ala

antibody

Gly

Met

Tyr

ser

Glu

80

Thr

antibody

Gly

Met

Tyr

Ser

Glu
80



sequencelisting_revised_ascii

Asp Ala Ala Thr Tyr Tyr Cys Gln Gln ggp ser ser Asn Pro Pro Thr
85

Phe Gly GIn Gly Thr Lys Leu
100

<210> B84
<211> 107
<212> PRT

<213> Artificial Sequence

<220>

<223> variable Tight chain

<400> 84

Gin Ile val Leu Thr
1 5

Asp Lys val Thr Met
20

His Trp Tyr Gln GiIn
35

Asp Thr Ser Lys Leu
50

g;y ser Gly Thr Ser

Asp Ala Ala Thr ggr

Phe Gly Gly Gly Thr
1

<210> 85
<211> 107
<212> PRT

GIn

Thr

Lys

Ala

Tyr

70

Tyr

Lys

ser

Cys

ser

ser

55

Ser

Cys

Leu

<213> Artificial Sequence

<220>

<223> variable Tight chain

<400> 85

?sp ITe val Leu Thr GIn Ser
5

Glu Lys val Thr Met Thr Cys

20

His Trp Tyr GIn GIn Lys Pro

35

Glu Ile Lys Arg
105

amino acid sequences; mucCD37-56

Pro Ala Phe Met Ser Ala Ser Pro
10 15

Ser Ala Ser Ser Ser val Thr Tyr
25 30

Gly Thr Ser Pro Lys Arg Trp Ile
40 45

Gly val Pro Ala Arg Phe Ser Gly
60

Leu Thr Ile Ser Thr Met Glu Ala
75

Gin G1n Trp Ile Ser Asp Pro Pro
90 95

Glu Ile Lys Arg
105

amino acid sequences; huCb37-56

Pro Ala Phe Met Ser Ala Ser Pro
10 15

Ser Ala Ser Ser Ser val Thr Tyr
25 30

Asp GIn Ser Pro Lys Arg Trp Ile
40 45

Page 34

antibody

Gly

Met

TYyr

Gly

Glu

80

Thr

antibody

Gly

MeT

TYr



sequencelisting_revised_ascii

Asp TBr ser Asn Leu Ala Ser Gly val Pro Ser Arg Phe Ser Gly Gly
5 55 60

Gly Ser Gly Thr Asp Tyr Ser Leu Thr ITe Ser Ser Met Glu Ala Glu
65 70 80

Asp Ala Ala Thr Tyr Tyr Cys GIln GIn Trp Ile Ser Asp Pro Pro Thr
85 90 a5

Phe Gly GIn Gly Thr Lys Leu Glu Ile Lys Arg
100

105
<210> 86
<211> 107
<212> PRT
<213> Artificial sequence
<220>

<223> variable light chain amino acid sequences; mucD37-57 antibody
<400> 86

Gln Ile val Leu Thr GIn Ser Pro Ala Ile Met Ser Ala Ser Pro Gly
1 5 10 15

Glu Lys val Thr Met Thr Cys Ser Ala Thr ser Ser val Thr Tyr Met
20 25 30

His Trp ;gr GIn Gln Lys Ser Gly Thr Ser Pro Lys Arg Trp Ile Tyr
40 45

Asp Thr Ser Lys Leu Ala Sgr Gly val Pro Ala ggg Phe Ser Gly Sser
50 5

Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr Tyr Cys GIn GIn Trp Ser Asp Asn Pro Pro Thr

85 90 95

Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Arg

100 105
<210> 87
<211> 107
<212> PRT
<213> Artificial Sequence
<Z220>

<223> variable Tight chain amino acid sequences; hucb37-57 antibody
<400> 87

Glu Ile val Leu Thr GIn Ser Pro Ala Thr Met Ser Ala Ser Pro Gly
1 5 10 15
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Glu Arg val Thr Met Thr Cys Ser Ala Thr Ser ser val Thr Tyr Met
20 25 30

His Trp Tyr GIn Gln Lys Pro Gly Glin Ser Pro Arg Arg Trp Ile Tyr
35 40 45

Asp Thr Ser Asn Leu Ala Ser Gly val Pro Ala Arg Phe Ser Gly ser
50 55 60

Gly Ser Gly Thr ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr Tyr Cys GIn Gln Trp Ser Asp Asn Pro Pro Thr

85 90 95

phe Gly GIn Gly Thr Lys Leu Glu Ile Lys Arg

100 105
<210> 88
<211> 445
<212> PRT
<213> aArtificial Sequence
<220>

<223> Full-length heavy chain amino acid sequences; muCb37-3 antibody
<400> 88

G1n val G1ln val Lys Glu Ser Gly Pro Gly Leu val Ala Pro Ser Gln
1 5 10 15

ser Leu Ser Ile Thr Cys Thr val Ser Gly Phe Ser Leu Thr Thr ser
20 25 30

Gly val ser Trp val Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp Leu
35 40 45

Gly val 1le Trp Gly Asp Gly Ser Thr Asn Tyr His Ser Ala Leu Lys
50 55 60

Ser Arg Leu Ser Ile Lys Lys Asp His Ser Lys Ser Gln val Phe Leu
65 70 75

Lys Leu Asn Ser Leu Gln Thr Asp Asp Thr Ala Thr Tyr Tyr Cys Ala
85 90 g5

Lys Gly Gly Tyr Ser Leu Ala His Trp Gly GIn Gly Thr Leu val Thr
100 105 110

val ser Ala Ala Lys Thr Thr Ala Pro Ser val Tyr Pro Leu Ala Pro
115 120 125
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val

LYyS

145

Leu

Tyr

Gln

Asp

Cys

225

Phe

val

ITe

Thr

Pro

305

val

Pro

Glu

ASp

Thr
385

Cys

130

Gly

ser

Thr

ser

Lys

210

LysS

Pro

Thr

Ser

His

290

Ile

Asn

Lys

Glu

Phe

370

Glu

Gly

Tyr

ser

Leu

Ile

195

LYS

Cys

Pro

Cys

Trp

275

Arg

G1n

Asni

Gly

Glu

355

Met

Leu

Asp

Phe

Gly

Ser

180

Thr

Ile

Pro

Lys

val

260

Phe

Glu

His

Lys

Ser

340

Met

Pro

Asn

Thr

Pro

val

165

ser

Cys

Glu

Ala

Ile

245

val

val

Asp

GIn

Asp

325

val

Thr

Gilu

Tyr

Thr

Glu

150

His

Ser

Asn

Pro

Pro

230

Lys

val

Asn

Tyr

Asp

310

Leu

Arg

LYysS

Asp

LyS
390

sequencelisting_revised_ascii

135

Pro

Thr

val

val

Arg

215

Asn

Asp

Asp

Asn

AsSn

295

Trp

Pro

Ala

Lys

Ile

375

Asn

val

Phe

Thr

Ala

200

Gly

Leu

val

val

val

280

Ser

Met

Ala

Pro

Gln

360

Tyr

Thr

Thr

Pro

val

185

His

Pro

Leu

Leu

ser

265

Glu

Thr

ser

Pro

GIn

345

val

val

Glu

Leu

Ala

170

Thr

Pro

Thr

Gly

Met

250

Glu

val

Leu

Gly

Ile

330

val

Thr

Glu

Pro
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Thr
155
val
Ser
Ala
Ile
Gly
2

Ile
Asp
His

Arg

Tyr
Leu
Trp

val
395

Trp

Leu

Ser

Ser

LysS

Pro

Ser

Asp

Thr

val

300

Glu

Arg

val

Thr

Thr

380

Leu

ASn

GlIn

Thr

Ser

205

Pro

Ser

Leu

Pro

Ala

285

val

Phe

Thr

Leu

Cys

365

Asn

Asp

Gly Ser Ser val Thr Leu Gly Cys
140

Ser

Ser

Trp

190

Thr

Cys

val

Ser

Asp

Gin

Ser

Lys

Ile

Pro

350

Met

Asn

Ser

Leu

Gly

Lys

Pro

Phe

Pro

255

val

Thr

Ala

Cys

Ser

335

Pro

val

Gly

Asp

val

Ser

160

Leu

Ser

val

Pro

Ile
240

Gln

Leu

Lys

Lys

Pro

Thr

Lys

Gly



sequencelisting_revised_ascii
Ser Tyr Phe Met Tyr Ser Lys Leu Arg val Glu Lys Lys Asn Trp val
405 410 415

Glu Arg Asn Ser Tyr Ser Cys Ser val val His Glu Gly Leu His Asn
420 425 430

His His Thr Thr Lys Ser Phe Ser Arg Thr Pro Gly Lys

435 440 445
<210> 89

<211> 445

<212> PRT

<213> Artificial Sequence

<220>
<223> Full-length heavy chain amino acid sequences; chCb37-3 antibody

<400> 89
Gln val G1n val Lys Glu Ser Gly Pro Gly Leu val Ala Pro Ser GIn
1 5 10

Ser Leu Ser Ile Thr Cys Thr val Ser Gly Phe Ser Leu Thr Thr Ser
20 25 30

Gly val ser Trp val Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp Leu

Gly val Ile Trp Gly Asp Gly Ser Thr Asn Tyr Hgs Ser Ala Leu Lys
50 55 3]

Ser Arg Leu Ser Ile Lys Lys Asp His Ser Lys Ser GIn val Phe Leu
65 70 75 80

Lys Leu Asn Ser Leu Gin Thr Asp Asp ggr Ala Thr Tyr Tyr Cys Ala
&5 95

Lys Gly Gly Tyr Ser Leu Ala His Trp Gly GIn Gly Thr Leu val Thr
100 105 110

val Ser Ala Ala Ser Thr Lys Gly Pro Ser val Phe Pro Leu Ala Pro
115 120 125

Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu val
130 135 140

Lys Asp Tyr Phe Pro Glu Pro val Thr val Ser Trp Asn Ser Gly Ala
145 150 155 160

teu Thr ser Gly val His Thr pPhe Pro Ala val Leu Gln Ser Ser Gly
165 170 175

Leu Tyr Ser Leu Ser Ser val val Thr val Pro Ser Ser Ser Leu Gly
180 185 180
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Thr

val

Pro

225

Phe

val

Phe

Pro

Thr

305

val

Ala

Arg

Pro

385

Ser

GlIn

His

Gln

ASp

Pro

Pro

Thr

Asn

Arg

val

Ser

Lys

Asp

rhe

370

Glu

phe

Gly

Tyr

<210>
<211> 444

Thr

195

Lys

Cys

Pro

Ccys

Trp

Glu

Leu

Asn

Gly

Glu

355

TYr

Asn

Phe

Asn

Thr
435

90

Tyr

Lys

Pro

Lys

val

260

Tyr

Glu

Lys

GIn

340

Leu

Pro

Asn

Leu

val

420

GIn

ITe

val

Ala

Pro

245

val

val

Gln

Gln

Ala

325

Pro

Thr

ser

Tyr

Tyr

405

Phe

Lys

Cys

Glu

Pro

230

LyS

val

Asp

Tyr

310

Leu

Arg

LyS

Asp

Lys

390

ser

Ser

ser

sequencelisting_revised_ascii

Asn

Pro

215

Glu

AsSp

Asp

Gly

Asn

295

Trp

Pro

Glu

Asn

Ile

375

Thr

Lys

Cys

Leu

val Asn His Lys Pro Ser Ash

200

Lys

Leu

Thr

val

val

280

Ser

Leu

Ala

Pro

Gln

360

Ala

Thr

Leu

Ser

Ser
440

Ser

Leu

Leu

Ser

265

Glu

Thr

Asn

Pro

Gln

345

val

val

Pro

Thr

val

423

Leu

Cys

Gly

Met

250

His

val

Tyr

Gly

Ile

330

va'l

ser

Glu

Pro

val

410

Met

Ser

Page 39

Asp

Gly

Ile

Glu

His

Arg

TYr

Leu

Trp

val

395

Asp

His

Pro

Lys

220

Pro

Ser

Asp

Asn

val

300

Glu

Lys

Thr

Thr

Glu

380

Leu

Lys

Glu

Gly

205

Thr

ser

Arg

Pro

Ala

285

val

Tyr

Thr

Leu

365

Ser

AsSp

Ser

Ala

Lys
445

His

val

Thr

Glu

270

Lys

5er

Lys

Ile

Pro

350

Leu

Asn

ser

Arg

Leu
430

Thr

Thr

Phe

Pro

255

val

Thr

val

Cys

ser

335

Pro

val

Gly

Asp

Lys

Cys

Leu

240

Glu

Lys

Lys

Leu

Lys

ser

Lys

GIn

Gly

GlIn

Asnh



seqguencelisting_revised_ascii

<212> PRT

<213> Artificial Sequence

<220> .

<223> Full-length heavy chain amino acid sequences; huCD37-3v1.0
antibody

<400> 90

GIn val GIn val G1n Glu Ser Gly Pro Gly Leu val Ala Pro Ser Gln
1 5 10 15

Thr Leu Ser Ile Thr Cys Thr val Ser Gly Phe Ser Leu Thr Thr Ser
20 25 30

Gly val ggr Trp val Arg GIln Pro Pro Gly Lys Gly Lgu Glu Trp Leu
40 4

Gly val rle Trp Gly Asp Gly Ser Thr Asn Tyr gis Pro Ser Leu Lys
50 55 0

Ser Arg Leu Ser Ile Lys Lys Asp His Ser Lys Ser Gln val Phe Leu
65 70 75 80

Lys Leu Asn Ser Leu Thr Ala Ala Asp Thr Ala Thr Tyr Tyr Cys Ala
85 90 95

Lys Gly Gly Tyr Ser Leu Ala His Trp Gly GIn Gly Thr Leu val Thr
100 105 110

val ser ser Ala Ser Thr Lys Gly Pro Ser val Phe Pro Leu Ala Pro
115 120 125

Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu val
130 135 140

Lys Asp Tyr pPhe Pro Glu Pro val Thr val Ser Trp Asn Ser Gly Ala
145 150 155 160

Leu Thr Ser Gly val His Thr Phe Pro Ala val Leu GIn Ser Ser Gly
165 170 175

Leu Tyr Ser Leu Ser Ser val val Thr val Pro Ser Ser Ser Leu Gly
180 185 190

Thr G¢In Thr Tyr Ile Cys Asn val Asn His Lys Pro Ser Asn Thr Lys
195 200 205

val Asp Lys Lys val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys
210 215 220

Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu
225 230 235 240
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Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu
245 250 255

val Thr Cys val val val Asp val Ser His Glu Asp Pro Glu val Lys
260 265 270

Phe Asn Trp Tyr val Asp Gly val Glu val His Asn Ala Lys Thr Lys
275 280 285

Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg val val Ser val Leu
290 295 300

Thr val Leu His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys
305 310 315 320

val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys
325 330 335

Ala Lys Gly GIn Pro Arg Glu Pro G1n val Tyr Thr Leu Pro Pro Ser
340 345 350

Arg Asp Glu Leu Thr Lys Asn GlIn val Ser Leu Thr Cys Leu val Lys
355 360 365

Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly GIn
370 375 380

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val Leu Asp Ser Asp Gly
385 390 395 400

Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp GlIn
405 410 415

GIn Gly Asn val Phe Ser Cys Ser val Met His Glu Ala Leu His Asn
420 425 430

His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly
435 440

<210> 91
<211> 444
<212> PRT
<213> artificial Sequence

<220>

<223> Full-length heavy chain amino acid sequences; huCDp37-3vl1.1
antibody

<400> 91

GIn val GIn val GIn Glu ser Gly Pro Gly Leu val Ala Pro Ser Gln
1 5 10 15
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Thr

Gly

Gly

Ser

65

LYS

Lys

val

Ser

Lys

145

Leu

Leu

Thr

val

Pro

225

Phe

val

Phe

Leu

val

val

50

Arg

Leu

Gly

Ser

Ser

130

ASp

Thr

TYr

Gln

AsSp

210

Pro

Pro

Thr

Asn

ser

ser

35

Ile

Leu

Asn

Gly

ser

115

Lys

Tyr

Ser

Ser

Thr

195

Lys

Cys

Pro

Cys

Trp

Ile

20

Trp

Trp

ser

ser

Tyr

100

Ala

Ser

Phe

Gly

Leu

180

Tyr

Lys

Pro

Lys

val

260

Tyr

Thr

val

Gly

Ile

Leu

85

Ser

Ser

Thr

Pro

val

165

ser

Ile

val

Ala

Pro

245

val

val

Arg

Asp

Leu

Thr

Ser

Glu

150

His

ser

cys

Glu

Pro

230

Lys

val

Asp
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Thr val ggr Gly Phe Ser Leu Thr

GlIn

Gly

55

Lys

Ala

Ala

Lys

Pro

Thr

val

Asn

Pro

215

Glu

Asp

Asp

Gly

Pro

40

ser

Asp

Ala

His

Gly

Gly

val

Phe

val

val

200

Lys

Leu

Thr

val

val
280

Pro

Thr

His

Asp

Pro

Thr

Thr

Pro

Thr

185

Ash

Ser

Leu

Leu

Ser

265

Glu

Gly

Asn

Ser

Thr

90

Gly

Ser

Ala

val

Ala

170

val

His

cys

Gly

Met

250

His

val
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LYS

Tyr

LyS

75

Ala

G1n

val

Ala

ser

155

val

Pro

Lys

Asp

Gly

Ile

Glu

His

Gly

His

60

ser

Thr

Gly

Phe

Leu

140

Trp

Leu

Ser

Pro

LYys

Pro

Ser

ASp

Asn

Leu

45

Ser

Gln

Tyr

Thr

Pro

125

Gly

Asn

GlIn

ser

ser

205

Thr

Ser

Arg

Pro

aAla
285

30

Glu

ser

val

TYr

Leu

110

Leu

Cys

Ser

ser

ser

190

Asn

His

val

Thr

Glu

270

Lys

Thr

Trp

Leu

Phe

Cys

95

val

Ala

Leu

Gly

Ser

175

Leu

Thr

Thr

Phe

Pro

255

val

Thr

Ser

Leu

Lys

Leu

80

Ala

Thr

Pro

val

Ala

160

Gly

Gly

Lys

Cys

Leu

240

Glu

Lys

Lys
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Pro Arg Glu Glu GlIn Tyr Asn Ser Thr Tyr Arg val val Ser val Leu
290 295 300

Thr val Leu His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys
305 310 315 320

val ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr ITe Ser Lys
325 330 335

Ala Lys Gly GIn Pro Arg Glu Pro GIn val Tyr Thr Leu Pro Pro Ser
340 345 350

Arg Asp Glu Leu Thr Lys Asn GIn val Ser Leu Thr Cys Leu val Lys
355 360 365

Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly GIn
370 375 380

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val Leu Asp Ser Asp Gly
385 390 395 400

Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp GIn
405 410 415

GIn Gly Asn val Phe Ser Cys Ser val Met His Glu Ala Leu His Asn
420 425 430

His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly
435 440

<210> 92

<211> 445

<212> PRT

<213> Artificial sequence

<220>
<223> Full-Tength heavy chain amino acid sequences; muCD37-12 antibody

<400> 92

GIn Ile GIn Leu val GIn Ser Gly Pro Glu Leu Lys Lys Pro Gly Glu
1 5 10 15

Thr val Lys %8@ Ser Cys Lys Ala ser Gly Tyr Thr Phe Thr Lys Tyr
25 30

Gly Met Asn Trp val Lys Gin Ala GIn Gly Lys Gly Leu Lys Trp Met
35 40 45

Gly Trp ITe Asn Thr Asn Thr Gly Glu Ser Arg Asn Ala Glu Glu Phe
50 35 60

Lys Gly Arg Phe Ala Phe Ser Leu Glu Thr Ser Ala Ser Thr Ala Tyr
65 70 75 80
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Leu

Gly

val

val

Tyr

Gin

Asp

Cys

Phe

val

Ile

Thr

Pro

305

val

Pro

Gln

Arg

Ser

Cys

130

Gly

Ser

Thr

ser

Lys

210

Lys

Pro

Thr

ser

His

290

Ile

Asn

Lys

Ile

Gly

Ser

115

Gly

TYr

ser

Leu

Ile

195

Lys

Cys

Pro

cys

Trp

Arg

Gin

Asn

Gly

Asn

Thr

100

Ala

Asp

Phe

Gly

ser

180

Thr

Ile

Pro

Lys

val

260

Phe

Glu

His

Lys

ser
340

Asn

85

val

LYS

Thr

Pro

val

165

Ser

Cys

Glu

Ala

Ile

245

val

val

Asp

Gln

Asp

val

Leu

val

Thr

Thr

Glu

150

His

Ser

Asn

Pro

Pro

230

Lys

val

Asn

Tyr

Asp

310

Leu

Arg
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Lys Tyr Glu Asp Thr Ala Thr Tyr
a0

Ala

Thr

Gly

Pro

Thr

val

val

AsSp

Asp

Asn

Asn

295

Trp

Pro

Ala

Asp

Ala

120

Ser

val

Phe

Thr

Ala

200

Gly

Leu

val

val

val

280

Ser

Met

Ala

Pro

Trp

105

Pro

Ser

Thr

Pro

val

185

His

Pro

Leu

Leu

Ser

265

Glu

Thr

Ser

Pro

Gln
345

Gly

Ser

val

Leu

Ala

170

Thr

Pro

Thr

Gly

Met

250

Glu

val

Leu

Gly

Iie
330

Gin

val

Thr

Thr

155

val

Ser

Ala

Ile

Gly

Ile

AsD

His

Arg

Gly

TYr

Leu

140

Trp

Leu

Ser

Ser

LysS

Pro

Ser

Asp

Thr

val

300

Glu

Arg

val Tyr val
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Thr

Pro

125

Gly

Asn

Gln

Thr

ser

205

Pro

Ser

Leu

Pro

Ala

285

val

Phe

Thr

Leu

Thr

110

Leu

Cys

ser

Ser

Cys

val

Ser

Asp

270

GIn

ser

Lys

Ile

Pro
350

Phe

a5

Leu

Ala

Leu

Gly

Asp

Pro

Lys

Pro

Phe

Pro

255

val

Thr

ala

Cys

Ser

335

Pro

Cys

Thr

Pro

val

ser

160

Leu

Ser

val

Pro

Ile

240

Ile

Gln

GlIn

Leu

Lys

320

Lys

Pro
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Glu Glu Glu Met Thr Lys Lys GlIn val Thr Leu Thr Cys Met val Thr
355 360 365

Asp Phe Met Pro Glu Asp Ile Tyr val Glu Trp Thr Asn Asn Gly Lys
370 375 380

Thr Glu Leu Asn Tyr Lys Asn Thr Glu Pro val Leu Asp Ser Asp Gly
385 390 395 400

Ser Tyr Phe Met Tyr Ser Lys Leu Arg val Glu Lys Lys Asn Trp val
405 410 415

Glu Arg Asn Ser Tyr Ser Cys Ser val val His Glu Gly Leu His Asn
420 425 430

His HMis Thr Thr Lys Ser Phe Ser Arg Thr Pro Gly Lys
435 440 445

<210> 93

<211> 445

<212> PRT

<213> Artificial Sequence

<220>
<223> Full-length heavy chain amino acid sequences; chCD37-12 antibody

<400> 93
GIn Ile GIn Leu val GIn Ser Gly Pro Glu Leu Lys Lys Pro Gly Glu
i3 5 10 15

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr pPhe Thr Lys Tyr
20 25 30

Gly Met gsn Trp val Lys Gln Aéa GIn Gly Lys Gly hgu Lys Trp Met
5 4

Gly Trp Ile Asn Thr Asn g?r Gly Glu ser Arg Asn Ala Glu Glu phe
50 60

Lys Gly Arg Phe Ala Phe Ser Leu Glu Thr Ser Ala Ser Thr Ala Tyr
65 70 75 80

Leu GIn Ile Asn Asn Leu Lys Tyr Glu Asp Thr Ala Thr Tyr Phe Cys
85 90 g5

Gly Arg Gly Thr val val Ala Asp Trp Gly GIn Gly Thr Thr Leu Thr
100 105 110

val Ser Ser Ala Ser Thr Lys Gly Pro Ser val Phe Pro Leu Ala Pro
115 120 125
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Ser

Lys

145

Leu

Leu

Thr

val

Pro

225

Phe

val

Phe

Pro

Thr

305

val

Ala

Arg

Gly

Pro
385

Ser
130
Asp
Thr
Tyr
GIn
Asp
210
Pro
Pro
Thr
Asn
Ar

290
val
Ser
Lys
Asp
Phe

370

Glu

Lys

Tyr

ser

Ser

Thr

195

Lys

cys

Pro

Cys

275

g Glu

Leu

AsSn

Gly

Glu

355

Tyr

Asn

Ser

Phe

Gly

Leu

180

Tyr

Lys

Pro

LYSs

va’l

260

Tyr

Glu

His

LYS

Gn

340

Leu

Pro

Asn

Thr

Pro

val

165

Ser

Ile

val

Ala

Pro

245

val

val

Gin

Glin

Ala

325

Pro

Thr

ser

Tyr

Ser

Glu

150

His

Ser

Cys

Glu

Pro

230

Lys

va’l

Asp

Tyr

Asp

310

Leu

Arg

Lys

Asp

Lys
390
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Gly Gly Thr Ala Ala Leu Gly Cys

135

Pro

Thr

val

Asn

Pro

215

Glu

Asp

ASD

Gly

Asn

295

Trp

Pro

Glu

Asn

Ile

375

Thr

val

Phe

val

val

200

Lys

Leu

Thr

val

val

280

ser

Leu

Ala

Pro

Gln

360

Ala

Thr

Thr

Pro

Thr

185

Asn

Ser

Leu

Leu

Ser

265

Glu

Thr

Asn

Pro

GIn

345

val

val

Pro

val

Ala

170

val

His

Cys

Gly

Met

250

His

val

Tyr

Gly

Ile

330

val

ser

Glu

Pro
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Ser

155

val

Pro

Lys

ASp

Gly

Ile

Glu

His

Arg

Lys

315

Glu

Tyr

Leu

Trp

val
395

140

Trp

Leu

Ser

Pro

LYyS

220

Pro

Ser

Asp

Asn

val

300

Glu

Lys

Thr

Thr

Glu

380

Leu

Asn

Gin

Ser

ser

205

Thr

Ser

Arg

Pro

Ala

285

val

Tyr

Thr

Leu

365

Ser

ASp

Ser

ser

Ser

190

Asn

His

val

Thr

Glu

270

Lys

ser

Lys

Ile

Pro

350

Leu

Asn

Ser

Leu

Gly

ser

175

Leu

Thr

Thr

Phe

Pro

255

val

Thr

val

Cys

Ser

335

Pro

val

Gly

ASp

val

Ala

160

Gly

Gly

Lys

Cys

Leu

240

Glu

Lys

Lys

Leu

LysS

320

Lys

Ser

Lys

Gln

Gly
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Ser pPhe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gln
405 410 415

Gin Gly Asn val Phe Ser Cys Ser val Met His Glu Ala Leu His Asn
420 425 430

His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440 445

<210> 94

<211> 444

<212> PRT

<213> Artificial Sequence

<220>
<223> Full-length heavy chain amino acid sequences; muCD37-38 antibody

<400> 94

Asp val GIn Leu GIn Glu Ser Gly Pro Asp Leu val Lys Pro Ser Gln
1 5 10 15

Ser Leu Ser Leu Thr Cys Thr val Thr Gly Tyr Ser Ile Thr Ser Gly
20 25 30

phe Gly Trp His Trp Ile Arg GIn Phe Pro Gly Asn Lys Leu Glu Trp
35 40 45

Met Ala Tyr Ile Leu Tyr Ser Gly Gly Thr Asp Tyr Asn Pro Ser Leu
50 55 60

Lys Ser Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn Gln Phe Phe
65 70 75 80

Leu Arg Leu Ser Ser val Thr Thr Glu Asp Thr Ala Thr Tyr Tyr Cys
85 90 95

Ala Arg Gly Tyr Tyr Gly Tyr Gly Ala Trp Phe val Tyr Trp Gly Gln
100 105 110

Gly Thr Leu val Thr val Ser Ala Ala Lys Thr Thr Pro Pro Ser val
115 120 125

Tyr Pro Leu Ala Pro Gly Ser Ala Ala GIn Thr Asn Ser Met val Thr
130 135 140

Leu Gly Cys Leu val Lys Gly Tyr Phe Pro Glu Pro val Thr val Thr
145 150 155 160

Trp Asn Ser Gly Ser Leu Ser Ser Gly val His Thr Phe Pro aAla val
165 170 175

Leu Glu Ser Asp Leu Tyr Thr Leu Ser Ser Ser val Thr val Pro ser
180 185 190
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Ser Met

Ser Sser

210

Lys Pro

Pro Pro

Thr Cys

ser Trp

Arg Glu

290

ITe Met
305

Asn Ser

Lys Gly

Glu GIn

Phe Phe

370

Ala Glu

385

Tyr Phe

Gly Asn

His Thr

<210>
<211>

Cys

Lys

val

Phe

275

Glu

His

Ala

Arg

Met

355

Pro

Asn

val

Thr

Glu
435

95
449

Pro

Lys

Ile

Pro

val

260

val

GIn

GIn

Ala

Pro

340

Ala

Glu

TYIr

Tyr

Phe

420

Lys

sSer

val

Cys

Asp

Phe

Asp

Phe

325

Lys

Lys

Asp

LyS

ser

405

Thr

Ser

Glu

AsSp

Thr

230

Asp

Asp

ASp

Asn

Trp

Pro

Ala

Asp

Ile

Asn

390

Lys

Cys

Leu
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Thr val Thr Cys Asn val Ala His

LYS

215

val

val

Ile

val

ser

295

Leu

Ala

Pro

Lys

Thr

375

Thr

Leu

Ser

Ser

200

Lys

Pro

Leu

ser

Glu

280

Thr

Asn

Pro

GIn

val

360

val

GlIn

Asn

val

His
440

Ile

Glu

Thr

Lys

265

val

Phe

Gly

Ile

val

345

Ser

Glu

Pro

val

Leu

425

Ser

val

val

Ile

250

Asp

His

Arg

Lys

Glu

330

TYr

Leu

Trp

Ile

Gln

410

His

Pro
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Pro

ser

235

Thr

Asp

Thr

Ser

Glu

315

Lys

Thr

Thr

GIn

MeT

395

Lys

Glu

Gly

Arg

220

Ser

Leu

Pro

Ala

val

300

Phe

Thr

Ile

cys

Trp

380

Asn

Ser

Gly

Lys

205

Asp

val

Thr

Glu

GIn

285

Ser

Lys

Ile

Pro

Met

365

Asn

Thr

Asn

Leu

cys

Phe

Pro

val

270

Thr

Glu

Cys

ser

Pro

350

Ile

Gly

Asn

Trp

His
430

Pro

Gly

Ile

Lys

255

GlIn

GIn

Leu

Arg

LyS

Pro

Thr

Gln

Gly

Glu

415

Asn

cys

Phe

240

val

Phe

Pro

Pro

val

320

Thr

Lys

ASp

Pro

ser

400

Ala

His
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<212> PRT
<213> Artificial Sequence
<220>

<223> Full-Tength heavy chain amino acid sequences; chcD37-38 antibody
<400> 95

Gln val GIn Leu GIn Glu Ser Gly Pro Asp teu val Lys Pro Ser Gln
1 5 10 15

Ser Leu Ser Leu Thr Cys Thr val Thr Gly Tyr Ser Ile Tgr ser Gly
20 25 3

Phe Gly Trp His Trp Ile Arg GIn Phe Pro Gly Asn Lys Leu Glu Trp
35 40 45

Met Ala Tyr Ile Leu Tyr Ser Gly Gly Thr Asp Tyr Asn Pro Ser Leu
50 55 60

Lys Ser Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn Gln Phe Phe
65 70 75 80

Leu Arg Leu Ser Ser val Thr Thr Glu gap Thr Ala Thr Tyr ggr Cys
85

Ala Arg Gly Tyr Tyr Gly Tyr Gly Ala Trp Phe val Tyr Trp Gly GIn
100 105 110

Gly Thr Leu val Thr val Ser Ala Ala Ser Thr Lys Gly Pro Ser val
115 120 125

Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr ser Gly Gly Thr Ala Ala
130 135 140

Leu Gly Cys Leu val Lys Asp Tyr Phe Pro Glu Pro val Thr val Ser
145 150 155 160

Trp Asn Ser Gly Ala Leu Thr Ser Gly val His Thr Phe Pro Ala val
165 170 175

Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser val val Thr val Pro
180 185 190

Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn val Asn His Lys
195 200 205

Pro Ser Asn Thr Lys val Asp Lys Lys val Glu Pro Lys Ser Cys Asp
210 215 220

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly
225 230 235 240
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Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
245 250 255

ser Arg Thr Pro Glu val Thr Cys val val val Asp val Ser His Glu
260 265 270

Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu val His
275 280 285

Asnh Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg
290 295 300

val val ser val Leu Thr val Leu HiS Gln Asp Trp Leu Asn Gly Lys
305 310 315 320

Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu
325 330 335

Lys Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro Gln val Tyr
340 345 350

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln val Ser Leu
355 360 365

Thr Cys teu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp
370 375 380

Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val
385 390 395 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp
405 410 415

Lys Ser Arg Trp GIn GIn Gly Asn val Phe Ser Cys Ser val Met His
420 425 430

Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro

435 44Q 445
Gly
<210> 96
<211> 449
<212> PRT
<213> Artificial Sequence
<220>

<223> Full-length heavy chain amino acid sequences; hucb37-38 antibody
<400> 96

GIn val G1n Leu GIn Glu Ser Gly Pro Gly Leu val Lys Pro Ser Gin
1 5 10 15
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Ser

Phe

Met

Ala

Gly

Phe

Leu

145

Trp

Leu

ser

Pro

LyS

225

Pro

Ser

Asp

Leu

Gly

Ala

50

ser

Arg

Arg

Thr

Pro

130

Gly

AsSh

GIn

ser

Ser

210

Thr

Ser

Arg

Pro

Ser

Trp

35

Tyr

Arg

Leu

Gly

Leu

115

Leu

Cys

ser

Ser

ser

195

Asn

His

val

Thr

Glu
275

Leu

20

His

Ile

Ile

Ser

Tyr

100

val

Ala

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro

260

val

Thr

Trp

Leu

ser

Ser

85

TYP

Thr

Pro

val

Ala

165

Gly

Gly

Lys

Cys

Leu

245

Glu

Lys

Cys

Ile

Tyr

Ile

70

va'l

Gly

val

ser

Lys

Leu

Leu

Thr

val

Pro

230

Phe

val

Phe
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Thr

Arg

Ser

55

Thr

Thr

Tyr

Ser

ser

135

Asp

Thr

TYr

Gln

Asp

215

Pro

Pro

Thr

Asn

val

Glin

40

Gly

Arg

Ala

Gly

Ser

120

Lys

Tyr

Ser

ser

Thr

200

LYys

Cys

Pro

Cys

Trp

ser Gly Tyr Ser Ile
25

Phe

Gly

AsSp

Ala

Ala

105

Ala

Ser

Phe

Gly

Leu

185

Tyr

LYS

Pro

Lys

val

265

Tyr

Pro Gly

Thr Asp

Thr ser
75

Asp Thr
90

Trp Phe

Ser Thr

Thr ser

Pro Glu
155

val His
170

Ser Ser

Ile Cys

val Glu

Ala Pro
235

Pro Lys
250

val val

val Asp
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LysS

TYr

60

LysS

Ala

val

Lys

Thr

val

Asn

Pro

220

Glu

Asp

Asp

Gly

Gly

45

Asn

Asn

Thr

Tyr

Gly

Gly

val

Phe

val

va'l

205

LysS

Leu

Thr

val

val
285

Thr

30

Leu

Pro

Glin

Tyr

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

ser

270

Gglu

ser

Glu

ser

Phe

TYr

95

Gly

ser

Ala

val

Ala

175

val

His

Cys

Gly

Met

255

His

val

Gly

Trp

Leu

Phe

80

Cys

val

Ala

Ser

160

val

Pro

Lys

ASp

Gly

Ile

Glu

His
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Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg
290 295 300

val val ser val Leu Thr val Leu His GIn Asp Trp Leu Asn Gly Lys
305 310 315 320

Glu Tyr Lys Cys Lys val Ser Asn btys Ala Leu Pro Ala Pro Ile Glu
325 330 335

Lys Thr ITe Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro Gln val Tyr
340 345 350

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln val Ser Leu
355 360 365

Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp
370 375 380

Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val
385 390 395 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp
405 4190 415

Lys Ser Arg Trp GIn GIn Gly Asn val pPhe Ser Cys Ser val Met His
420 425 430

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro

435 440 445
Gly
<210> 97
<211> 450
<212> PRT
<213> Artificial sequence
<220>

<223> Full-Tength heavy chain amino acid sequences; muCD37-50 antibody

<400> 97

Asp val GlIn Leu GIn Glu Ser Gly Pro Asp Leu Leu Lys Pro Ser Gin
1 5 10 15

Ser Leu Ser Egu Thr Cys Thr val Thr Gly Tyr Ser Ile Thr Ser Gly
25 30

Phe Ala Trp His Trp Ile Arg G1n Phe Pro Gly Asn Lys Leu Glu Trp
35 40 45
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Met

Lys

65

Leu

Ala

Gly

Tyr

Leu

145

Trp

Leu

Ser

Ser

Lys

225

Pro

Ser

Asp

Thr

val
305

Gly

50

ser

Gln

Arg

Thr

Pro

130

Gly

Asn

Gln

Thr

ser

210

Pro

Ser

Leu

Pro

Ala

290

val

Tyr

Arg

Leu

Gly

Leu

115

Leu

cys

Ser

Ser

Cys

val

Ser

Asp

275

Gln

Ser

Ile

Ile

Asn

Tyr

100

val

Ala

Leu

Gly

Lys

Pro

Phe

Pro

260

val

Thr

Ala

Leu

ser

ser

85

Tyr

Thr

Pro

val

Ser

165

Leu

Ser

val

Pra

Ile

245

Iie

Gln

Gin

Leu

Ile

70

val

Gly

val

val

Lys

150

Leu

Tyr

GIn

Asp

230

Phe

val

Ile

Thr

Pro
310

sequencelisting_revised _ascii
Ser Gly Ser Thr val Tyr Ser Pro

55

Thr Arg

Thr Thr

Tyr Gly

Ser Ala

120

Cys Gly

Gly Tyr

Ser Ser

Thr Leu

Ser Ile

200
Lys Lys
215
Lys Cys
Pro Pro
Thr Cys
Ser Trp
His Arg
295

Ile GIn

Asp

Glu

Ala

105

Ala

Asp

Phe

Gly

Ser

185

Thr

Ile

Pro

Lys

val

265

Phe

Glu

His

Thr

Asp

90

Trp

Lys

Thr

Pro

val

170

Ser

Cys

Glu

Ala

Ile

250

val

val

ASp

Gln
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Ser

75

Thr

Phe

Thr

Thr

Glu

155

His

Ser

Asn

Pro

Pro

235

Lys

val

Asn

Tyr

315

60

Lys

Ala

Ala

Thr

Gly

Pro

Thr

val

val

Arg

220

Asn

Asp

AsSp

Asn

Asn

300

Trp

Asn

Thr

Tyr

Ala

125

ser

val

Phe

Thr

Ala

205

Gly

Leu

val

val

val

285

ser

Met

His

Tyr

Trp

110

Pro

ser

Thr

Pro

val

190

Pro

Leu

Leu

Ser

270

Glu

Thr

ser

Ser

Phe

Tyr

95

Gly

Ser

val

Leu

Ala

175

Thr

Pro

Thr

Gly

Met

255

Glu

val

Leu

Gly

Leu

Phe

80

Cys

GIn

val

Thr

Thr

160

val

ser

Ala

Ile

Gly

Ile

AsSp

His

Arg

Lys
320
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Glu Phe Lys Cys Lys val Asn Asn Lys Asp Leu Pro Ala Pro Ile Glu
325 330 335

Arg Thr Ile Ser Lys Pro Lys Gly Ser val Arg Ala Pro Gln val Tyr
340 345 350

val Leu Pro Pro Pro Glu Glu Glu Met Thr Lys Lys Gln val Thr Leu
355 360 365

Thr Cys Met val Thr Asp Phe Met Pro Glu Asp Ile Tyr val Glu Trp
370 375 380

Thr Asn Asn Gly Lys Thr Glu Leu Asn Tyr Lys Asn Thr Glu pPro val
385 390 395 400

Leu Asp Ser Asp Gly Ser Tyr Phe Met Tyr Ser Lys Leu Arg val Glu
405 410 415

Lys Lys Asn Trp val Glu Arg Asn Ser Tyr Ser Cys Ser val val His
420 425 430

Glu Gly Leu His Asn His His Thr Thr Lys Ser Phe Ser Arg Thr Pro
435 440 445

Gly Lys
450
<210> 98
<211> 449
<212> PRT
<213> Artificial sequence
<220>

<223> full-length heavy chain amino acid sequences; huCp37-50 antibody
<400> 98

Gln val Gln Leu GIn Glu Ser Gly Pro Gly Leu Leu Lys Pro Ser Gln
1 5 10 15

Ser Leu Ser Egu Thr Cys Thr val ser Gly Tyr Ser Ile Thr Ser Gly
25 30

Phe Ala Trp His Trp ITe Arg Gln His Pro Gly Asn Lys Leu Glu Trp
35 40 45

Met Géy Tyr Ile Leu Tyr Ser Gly Ser Thr val Tyr Ser Pro Ser Leu
5 55 60

Lys Ser Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn His pPhe Phe
65 70 75 80

Leu GIn Leu Asn Ser val Thr Ala Ala Asp Thr Ala Thr Tyr Tyr Cys
&5 90 95
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Ala

Gly

Phe

Leu

145

Trp

Leu

Ser

Pro

Lys

225

Pro

ser

Asp

Asn

val

305

Glu

Lys

Thr

Arg

Thr

Pro

130

Gly

Asn

Gin

Ser

ser

210

Thr

Ser

Arg

Pro

Ala

290

val

TYr

Thr

Ley

Gly

Leu

115

Leu

Cys

Ser

Ser

Ser

195

Asn

His

val

Thr

Glu

275

Lys

ser

Lys

Ile

Pro
355

Tyr

100

val

Ala

Leu

Gly

ser

180

Leu

Thr

Thr

Phe

Pro

260

val

Thr

val

Cys

Ser

340

Pro

Tyr

Thr

Pro

val

Ala

165

Gly

Gly

Lys

cys

Leu

245

Glu

Lys

Lys

Leu

LysS

Lys

Ser

Gly

val

Ser

Lys

Leu

Leu

Thr

val

Pro

230

Phe

val

Phe

Pro

Thr

310

val

Ala

Arg

sequencelisting_revised_ascii

Tyr

Ser

ser

135

Asp

Thr

Tyr

GIn

Pro

Thr

Asn

Arg

val

Ser

Lys

Asp

Gly

Ala

120

LYS

Tyr

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

Trp

Glu

Leu

Asn

Gly

Glu
360

Ala Trp Phe Ala Tyr Trp

105

Ala

ser

Phe

Gly

Leu

185

Tyr

Lys

Pro

Lys

val

265

Tyr

Glu

His

Lys

Gln

345

Leu

ser

Thr

Pro

val

170

Ser

Ile

val

Ala

Pro

250

val

val

GlIn

Gin

Ala

330

Pro

Thr

Ser

Glu

155

His

Ser

Cys

Glu

Pro

235

Lys

val

ASp

Tyr

Asp

Leu

Arg

LysS

Gly

Pro

Thr

val

Asn

Pro

220

Glu

Asp

Asp

Gly

Asn

300

Trp

Pro

Glu

Thr Lys Asn
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val

Phe

val

val

205

Lys

Leu

Thr

val

val

285

Ser

l.eu

Ala

Pro

Gin
365

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Glu

Thr

Asn

Pro

Gln

350

val

Gly

Ser

Ala

val

Ala

175

val

His

Cys

Gly

Met

255

His

val

Tyr

Gly

Ile

335

val

ser

Gln

val

Ala

Ser

160

val

Pro

LYys

Asp

Gly

Ile

Glu

Arg

Lys

320

Glu

TYr

Leu
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Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp
370 375 380

Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val
385 390 395 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp
405 410 415

Lys Ser Arg Trp GIn GIn Gly Asnh val Phe Ser Cys Ser val Met His

420 425 430
Glu Ala Leu His Asn His Tyr Thr &ln Lys Ser Leu Ser Leu Ser Pro
435 440 445
Gly
<210> 99
<211> 450
<212> PRT
<213> Artificial Sequence
<220>

<223> Full-length heavy chain amino acid sequences; muCD37-51 antibody
<400> 99

asp val GIn Leu GIn Glu Ser Gly Pro Asp Leu Leu Lys Pro Ser GlIn
1 5 10 15

ser Leu Ser LSU Thr Ccys Thr val Thr Gly Tyr Ser Ile Ser Ser Gly
2 25 30

Phe Ala ;rp His Trp Ile Arg Gln Phe Pro Gly Asn Lys Leu Glu Trp
5 40 45

Met Gly Tyr Ile His Tyr Ser Gly Ser Thr Asn Tyr Ser Pro Ser Leu
50 55 60

Lys Ser Arg Ile Ser Ile Thr Arg Asp Ser Ser Lys Asn Gln Phe Phe
65 70 75 80

Leu GIn Leu Asn ggr val Thr Thr Glu Asp Thr Ala Thr Tyr Tyr Cys
90 95

Ala Arg Gly Tyr Tyr Gly Phe Gly Ala Trp Phe val Tyr Trp Gly Gln
100 105 110

Gly Thr Leu val Thr val ser Ala Ala Lys Thr Thr Ala Pro Ser val
115 120 125
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Tyr

Leu

145

Trp

Leu

Ser

ser

Lys

225

Pro

sSer

Asp

Thr

val

305

Glu

Arg

val

Thr

Thr
385

Pro

130

Gly

Asn

GIn

Thr

Ser

210

Pro

ser

Leu

Pro

Ala

290

val

Phe

Thr

Leu

Cys

370

Asn

Leu

Cys

ser

ser

Trp

Thr

Cys

val

ser

Asp

GIn

ser

Lys

ile

Pro

355

Met

Asn

Ala

Leu

Gly

Lys

Pro

Phe

Pro

260

val

Thr

Ala

Cys

ser

340

Pro

val

Gly

Pro

val

Ser

165

Leu

ser

val

Pro

Ile

245

Ile

GIn

GlIn

Leu

LysS

325

Lys

Pro

Thr

Lys

val

Lys

150

Leu

Tyr

Gln

Asp

Cys

230

Phe

val

Ile

Thr

Pro

310

val

Pro

Glu

ASp

Thr
390
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Cys Gly Asp Thr Thr Gly Ser Ser

135

Gly

ser

Thr

Ser

LyS

Pro

Thr

ser

His

295

I1le

Asn

Lys

Glu

Phe

375

Glu

Tyr

Ser

Leu

Ile

200

Lys

Cys

Pro

Ccys

Trp

Arg

Gin

Asn

Gly

Glu

360

Met

L.eu

Phe

Gly

ser

185

Thr

Ile

Pro

Lys

val

265

Phe

Glu

His

Lys

Ser

345

Met

Pro

Asn

Pro

val

170

ser

Cys

Glu

Ala

Ile

250

val

va'l

Asp

Gln

330

val

Thr

Glu

Tyr

Glu

155

His

Ser

Asn

Pro

Pro

235

Lys

val

Asn

Tyr

ASp

Leu

Arg

LYS

Asp

140

Pro

Thr

val

val

Arg

Asn

ASp

Asp

AsSn

Asn

300

Trp

Pro

Ala

Lys

Tle

380

Asn

val

Phe

Thr

Ala

205

Gly

L.eu

val

val

val

285

Ser

Met

Ala

Pro

Gln

365

Tyr

Thr

Thr

Pro

val

190

His

Pro

Leu

Leu

Ser

270

Glu

Thr

Ser

Pro

Gln

350

val

val

Glu

val

Leu

Ala

175

Thr

Pro

Thr

Gly

Met

255

Glu

val

Leu

Gly

Ile

335

val

Thr

Glu

Pro

Thr

Thr

160

val

Ser

Ala

Ile

Asp

His

Arg

Lys

320

Glu

Tyr

Leu

Trp

val
400
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Leu Asp Ser Asp Gly Ser Tyr Phe Met Tyr Ser Lys Leu Arg val Glu
405 410 415

Lys Lys Asn Trp val Glu Arg Asn Ser Tyr Ser Cys Ser val val His
4290 425 430

Glu Gly Leu His Asn His His Thr Thr Lys Ser Phe Ser Arg Thr Pro
445

435 440

Gly Lys

450
<210> 100
<211> 449
<212> PRT
<213> Artificial Sequence
<220>

<223> Full-Tlength heavy chain amino acid sequences; huCD37-51 antibody
<400> 100

Glu val GIn Leu val Glu Ser Gly Pro Glu val Leu Lys Pro Gly Glu
1 5 10 15

Ser Leu Ser Leu Thr Cys Thr val Ser Gly Tyr Ser Ile Ser Ser Gly
20 25 30

Phe Ala Trp His Trp Ile Arg Gln Phe Pro Gly Lys Gly Leu Glu Trp
35 49 45

Met Gly Tyr Ile His Tyr Ser Gly Ser Thr Asn gyr Ser Pro Ser Leu
50 55 0

GIn Gly Arg Ile ser Ile Thr Arg Asp Ser Ser Ile Asn Gln Phe Phe
65 70 75 80

Leu GIn Leu Asn ger val Thr Ala Ser Sgp Thr Ala Thr Tyr Tyr Cys
5 95

Ala Arg Gly Tyr Tyr Gly Phe Gly Ala Trp Phe val Tyr Trp Gly Gln
100 105 110

Gly Thr Leu val Thr val Ser Ala Ala Ser Thr Lys Gly Pro Ser val
115 120 125

Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr ala Ala
130 135 140

Leu Gly Cys Leu val Lys Asp Tyr Phe Pro Glu Pro val Thr val Ser
145 150 155 160

Trp Asn Ser Gly Ala Leu Thr Ser Gly val His Thr Phe Pro Ala val
165 170 175
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L.eu

sar

Pro

Lys

225

Pro

Ser

Asp

Asn

val

305

Glu

Lys

Thr

Thr

Glu

385

Leu

Lys

Glu

Gln

ser

Ser

210

Thr

Ser

Arg

Pro

Ala

290

val

Tyr

Thr

Leu

Cys

370

ser

Asp

Ser

Ala

Ser

ser

195

Asn

His

val

Thr

Glu

275

LyS

Ser

Lys

Ile

Pro

355

Leu

Asn

Ser

Arg

Leu
435

Ser

180

Leu

Thr

Thr

Phe

Pro

260

val

Thr

val

Cys

ser

340

Pro

val

Gly

AsSp

Gly

Gly

Lys

Cys

Leu

245

Glu

Lys

Lys

Leu

Lys

ser

Lys

Gln

Gly

Gin

Asn

Leu

Thr

val

Pro

230

Phe

val

Phe

Pro

Thr

310

val

Ala

Arg

Gly

Pro

390

Ser

Gin

His
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Tyr Ser Leu Ser Ser val val Thr

Gin

Asp

Pro

Pro

Thr

Asn

Arg

val

Ser

Lys

Asp

rhe

375

Glu

Phe

Gly

Tyr

Thr

200

Lys

cys

Pro

Cys

Trp

Glu

Leu

Asn

Gly

Glu

360

TYF

Asn

Phe

Asn

Thr
440

185

Tyr

Lys

Pro

Lys

val

265

Tyr

Glu

His

Lys

Gln

345

Leu

Pro

Asni

Leu

val

425

Gln

Ile

val

Ala

Pro

250

val

val

GlIn

Gln

Ala

330

Pro

Thr

Ser

Tyr

Tyr

410

Phe

Cys

Glu

Pro

235

Lys

val

ASD

Tyr

Asp

315

Leu

Arg

LysS

Asp

sSer

Asn

Pro

220

Glu

Asp

ASp

Gly

Asn

300

Trp

Pro

Glu

Asn

Ile

380

Thr

Lys

Cys

Lys Ser lLeu
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val

205

Lys

Leu

Thr

val

val

285

ser

Leu

Ala

Pro

Gln

365

Ala

Thr

Leu

Ser

Ser
445

190

Asn

ser

Leu

Leu

Ser

270

Glu

Thr

Asn

Pro

Gin

350

val

val

Pro

Thr

val

430

Leu

val

His

Cys

Gly

Met

255

His

val

TYr

Gly

1le

335

val

Ser

Glu

Pro

val

415

Met

ser

Pro

Lys

Asp

His

Arg

Lys

Glu

TYr

Leu

Trp

val

400

Asp

His

Pro
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Gly

<210> 101

<211> 444

<212> PRT

<213> Artificial Sequence
<220>

<223> Full-Tength heavy chain amino acid sequences; muCD37-56 antibody

<400> 101

Asp val GIn Leu GIn Glu Ser Gly Pro Asp Leu val Lys Pro Ser Gln
1 5 10 15

ser Leu Ser Leu Thr Cys Thr val Thr Gly Tyr Ser Ile Thr Ser Gly
20 25 30

pPhe Ala ggp His Trp Ile Arg Gln Phe Pro Gly Asn Lys Leu Glu Trp
40 45

Met Gly Tyr Ile His Tyr Ser Gly Gly Thr Asn Egr Asn Pro Ser Leu
50 55

Lys Ser Arg val Ser Ile Thr Arg Asp Thr Ser Lys Asn GIln Phe Phe
65 70 75 80

Leu Gin Leu Asn ggr val Thr Thr Glu Sgp Thr Ala Thr Tyr Tyr Cys
95

Ala Arg Gly Tyr Tyr Gly Phe Gly Ala Trp Phe Ala Tyr Trp Gly GIn
100 105 110

Gly Thr reu val Pro val ser Ala Ala Lys Thr Thr Pro Pro Ser val
115 120 125

Tyr Pro Leu Ala Pro Gly Ser Ala Ala GIn Thr Asn Ser Met val Thr
130 135 140

Leu Gly Cys Leu val Lys Gly Tyr phe pPro Glu Pro val Thr val Thr
145 150 155 160

Trp Asn Ser Gly Ser Leu Ser Ser Gly val His Thr Phe Pro Ala val
165 170 175

Leu Glu Ser Asp Leu Tyr Thr Leu Ser Ser Ser val Thr val Pro Ser
180 185 190

ser Met Arg Pro Ser Glu Thr val Thr Cys Asn val Ala His Pro Ala
195 200 205
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Ser Ser Thr Lys val Asp Lys Lys Ile val Pro Arg Asp Cys Gly Cys
210 215 220

Lys Pro Cys Ile Cys Thr val Pro Glu val Ser Ser val Phe Ile Phe
225 230 235 240

Pro Pro Lys Pro Lys Asp val Leu Thr Ile Thr Leu Thr Pro Lys val
245 250 255

Thr Cys val val val Asp Ile Ser Lys Asp Asp Pro Glu val GIn Phe
260 265 270

Ser Trp Phe val Asp Asp val Glu val His Thr Ala GIn Thr GIn Pro
275 280 285

Arg Glu Glu GIn Phe Asn Ser Thr Phe Arg Ser val Ser Glu Leu Pro
290 295 300

Ite Met His Gln Asp Trp Leu Asn Gly Lys Glu Phe Lys Cys Arg val
305 310 315 320

Asn Ser Ala Ala Phe Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr
325 330 335

Lys Gly Arg Pro Lys Ala Pro Gin val Tyr Thr Ile Pro Pro Pro Lys
340 345 350

Glu Gln Met Ala Lys Asp Lys val Ser Leu Thr Cys Met Ile Thr Asp
355 360 365

Phe Phe Pro Glu Asp ITe Thr val Glu Trp GIn Trp Asn Gly GIn Pro
370 375 380

Ala Glu Asn Tyr Lys Asn Thr Gln Pro Ile Met Asn Thr Asn Gly Ser
385 390 395 400

Tyr Phe val Tyr Ser Lys Leu Asn val GIn Lys Ser Asn Trp Glu Ala
405 410 415

Gly Asn Thr Phe Thr Cys Ser val Leu His Glu Gly Leu His Asn His
420 425 430

His Thr Glu Lys Ser Leu Ser His Ser Pro Gly Lys
435 440

<210> 102
<211> 449
<212> PRT
<213> Artificial Sequence

<220>
<223> fFull-Tength heavy chain amino acid sequences; huCb37-56 antibody
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<400>

102

GIn val Gln

1

Ser

Phe

MeT

Ala

Gly

Phe

Leu

145

Trp

Leu

ser

Pro

Lys

Pro

Ser

Leu

Ala

Gly

50

Ser

GIn

Arg

Thr

Pro

130

Gly

Asn

Gln

ser

Ser

210

Thr

ser

Arg

Ser

Trp

35

TYr

Arg

Leu

Gly

Leu

115

Leu

Cys

ser

ser

Ser

195

Asni

His

val

Thr

Leu

Leu

20

His

Ile

val

Asn

TYr

100

val

Ala

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro
260

Gln

Thr

Trp

His

Ser

ser

85

Tyr

Pro

Pro

val

Ala

165

Gly

Gly

LysS

Cys

Leu

245

Glu

Glu

Cys

Ile

TYr

Ile

70

val

Gly

val

Ser

Lys

150

Leu

Leu

Thr

val

Pro

230

Phe

val

sequencelisting_revised_ascii

Ser Gly Pro Gly Leu val Lys Pro
10

Thr

Arg

Ser

55

Thr

Thr

Phe

Ser

sSer

135

Asp

Thr

Tyr

Gln

Pro

Thr

val

GlIn

40

Gly

Arg

Ala

Gly

Ala

120

Lys

Tyr

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

ser

25

Phe

Gly

Asp

Ala

Ala

105

Ala

Ser

Phe

Gly

Leu

185

Tyr

LYS

Pro

Lys

val
265

Gly

Pro

Thr

Thr

Asp

30

Trp

Ser

Thr

Pro

val

170

Ser

Tle

val

Ala

Pro

250

val

Tyr Ser

Gly Lys

Asn Tyr
60

ser Lys
75

Thr Ala

Phe Ala

Thr Lys

ser Gly
140

Glu Pro
155

His Thr

Ser val

Cys Asn

Glu Pro

220

Pro Glu
235

Lys Asp

val Asp
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Ile

Gly

45

Asn

ASn

Thr

Tyr

Gly

Gly

val

Phe

val

va'l

205

Lys

Leu

Thr

val

Thr

30

Leu

Pro

Gin

Tyr

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

ser
270

ser

15

Ser

Glu

Ser

Phe

Tyr

95

Gly

Ser

Ala

val

Ala

175

val

His

Cys

Gly

Met

255

His

Gln

Gly

Trp

Leu

Phe

80

Cys

Gln

val

Ala

ser

160

val

Pro

Lys

Asp

Gly

240

Ile

Glu
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Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu val His
275 280 285

Asn Ala Lys Thr Lys Pro Arg Glu Glu GlIn Tyr Asn Ser Thr Tyr Arg
290 295 300

val val Ser val Leu Thr val Leu His GlIn Asp Trp Leu Asn Gly Lys
305 310 315 320

Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu
325 330 335

Lys Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro G1n val Tyr
340 345 350

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Vval Ser Leu
355 360 365

Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp ITe Ala val Glu Trp
370 375 380

Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val
385 390 395 400

Leu Asp ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp
405 410 415

Lys Ser Arg Trp GIn Gln Gly Asn val Phe Ser Cys Ser val Met His
420 425 430

Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro

435 440 445
Gly
<210> 103
<211> 450
<212> PRT
<213> Artificial sequence
<220>

<223> Full-Tength heavy chain amino acid sequences; mucp37-57 antibody
<400> 103

Asp val Gln Leu GIn Glu Ser Gly Pro Asp Leu Leu Lys Pro Ser Gln
1 5 10 15

Ser Leu Ser Leu Thr Cys Thr val Thr Gly Tyr ser Ile Thr Ser Gly
20 25 30
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Phe

Met

Ala

Gly

TYr

Lau

145

Trp

Leu

ser

Ser

225

Pro

ser

Asp

Thr

Ala

Gly

50

Ser

Gin

Arg

Thr

Pro

130

Gly

Asn

GlIn

Thr

Ser

210

Pro

Ser

Leu

Pro

Ala
290

Trp

35

Tyr

Arg

Leu

Gly

Leu

115

Leu

cys

Ser

ser

Trp

Thr

Cys

val

Ser

Asp

275

G1n

His

Ile

Ile

Asn

Tyr

100

val

Ala

Leu

Gly

Lys

Pro

Phe

Prro

260

val

Thr

Trp

Leu

Ser

ser

85

Tyr

Thr

Pro

val

ser

165

Leu

Ser

val

Pro

Ile

245

Ile

Gln

GlIn

Ile

Tyr

Ile

70

val

Gly

val

val

LyS

Leu

Tyr

GIn

Asp

Cys

Phe

val

ITe

Thr
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Arg GIn Phe Pro Gly Asn Lys Leu
45

ser

55

Thr

Thr

Tyr

ser

Cys

135

Gly

ser

Thr

ser

Pro

Thr

Ser

His
295

40

Gly

Arg

Thr

Gly

Ala

120

Gly

TYr

Ser

Leu

Ile

200

LysS

Cys

Pro

cys

Trp

Arg

ser

ASp

Glu

Ala

105

aAla

Asp

Phe

Gly

Ser

185

Thr

Ile

Pro

LyS

va'l

265

Phe

Glu

Thr

Thr

ASp

90

Trp

Lys

Thr

Pro

val

170

ser

Cys

Glu

Ala

Ile

250

val

val

ASp

val Tyr
60

Ser Lys

75

Thr Ala

Phe Ala

Thr Thr

Thr Gly

Glu Pro

His Thr

ser val

Asn val

Pro Arg

220
Pro Asn
235
Lys Asp
val Asp

Asn Asn

Tyr Asn
300

Page 64

Ser

Asn

Thr

Tyr

Ala

125

ser

val

Phe

Thr

Ala

205

Gly

Leu

val

val

val

285

Ser

Pro

Gln

TYr

Trp

110

Pro

ser

Thr

Pro

val

190

His

Pro

Leu

Leu

ser

270

Glu

Thr

Glu

Ser

Phe

Tyr

95

Gly

Ser

val

Leu

Ala

175

Thr

Pro

Thr

Gly

Met

255

Glu

val

Leu

Trp

Leu

Phe

30

cys

Gin

val

Thr

Thr

160

val

ser

Ala

Ile

Gly

Ile

Asp

Arg



val val

305

Glu rhe

Arg Thr

val Leu

Thr Cys

370

Thr Asn

385

Leu Asp

Lys Lys
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Ser Ala Leu Pro Ile GIn His Gln Asp Trp Met Ser
310 315

Lys Cys Lys Vval Asn Asn Lys Asp Leu Pro Ala Pro
325 330

Ile Ser Lys Pro Lys Gly Ser val Arg Ala Pro Gln
340 345 350

Pro Pro Pro Glu Glu Glu Met Thr Lys Lys GIn val
355 360 365

Met val Thr Asp Phe Met Pro Glu Asp Ile Tyr val
375 380

Asn Gly Lys Thr Glu Leu Asn Tyr Lys Asn Thr Glu
390 395

ser Asp Gly Ser Tyr Phe Met Tyr Ser Lys Leu Arg
405 410

Asn Trp val Glu Arg Asn Ser Tyr Ser Cys Ser val
420 425 430

Glu Gly Leu His Asn His His Thr Thr Lys Ser Phe ser Arg

Gly Lys

435 440 445

450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

104
449
PRT
Artificial Segquence

Full-length heavy chain amino acid sequences; hucCD37-

104

Gln val GIn Leu GIn Glu Ser Gly Pro Gly Leu Leu Lys Pro
5 10

Ser Leu Ser Leu Thr Cys Thr val Ser Gly Tyr Ser Ile Thr

20 25 30

Phe Ala ggp His Trp Ile Arg Gln Phe Pro Gly Lys Gly Leu

40 45

Met Gly Tyr Ile Leu Tyr Ser Gly Ser Thr val Tyr Ser Pro
50 55

60

%gs Ser Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn Gln
70

75
Page 65

Gly

Ile

335

val

Thr

Glu

Pro

val

415

val

Thr

Ser

15

ser

Glu

Ser

Phe

Lys

320

Glu

Tyr

Leu

Trp

val

400

Glu

His

Pro

57 antibody

Gln

Gly

Trp

Leu

Phe
80



Leu

Ala

Gly

Phe

Leu

145

Trp

Leu

Ser

Pro

Lys

225

Pro

ser

Asp

Asn

val

305

Glu

Lys

Gln

Arg

Thr

Pro

130

Gly

Asn

GIn

Ser

Ser

210

Thr

ser

Arg

Pro

Ala

290

val

Tyr

Thr

Leu

Asn

Gly Tyr

Leu

115

Leu

cys

ser

ser

Ser

195

Asn

His

val

Thr

Glu

275

Lys

ser

Lys

Ile

100

val

Ala

Leu

Gly

ser

180

Leu

Thr

Thr

Phe

Pro

260

val

Thr

val

Cys

Ser
340

Ser

85

Tyr

Thr

Pro

val

Ala

165

Gly

Gly

Lys

Cys

Leu

245

Glu

Lys

LYs

Leu

Lys

325

Lys

val

Gly

val

ser

Leu

Thr

val

Pro

230

Phe

val

Phe

Pro

Thr

310

val

Ala
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Thr Ala Ala Asp Thr Ala Thr Tyr

Tyr

Ser

ser

135

Asp

Thr

Tyr

Gln

Asp

Pro

Pro

Thr

Asn

Arg

val

Ser

Lys

Gly

Ala

120

LyS

Tyr

ser

ser

Thr

200

LyS

Cys

Pro

Cys

Leu

Asn

Gly

Ala

105

Ala

Ser

Phe

Gly

Leu

185

Tyr

Lys

Pro

Lys

val

265

Tyr

Glu

His

Lys

Gln
345

90

Trp

Ser

Thr

Pro

val

170

ser

Ite

val

Ala

Pro

250

val

val

Gin

GIn

Ala

330

Pro
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Phe

Thr

Ser

Glu

155

His

ser

Cys

Glu

Pro

235

Lys

val

Asp

TYyr

315

Leu

Arg

Ala

Lys

Gly

Pro

Thr

val

Asn

Pro

220

Glu

Asp

Asp

Gly

Asn

300

Trp

Pro

Glu

Tyr

Gly

val

Phe

val

val

205

Lys

Leu

Thr

val

val

285

ser

Leu

Ala

Pro

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

ser

270

Glu

Thr

Asn

Pro

Gln
350

Tyr

95

Gly

ser

Ala

va'l

Ala

175

val

His

Ccys

Gly

Met

255

His

val

Tyr

Gly

Ite

335

val

Cys

Gln

val

Ala

Ser

160

val

Pro

Lys

Asp

Gly

Ile

Arg
Lys
320

Glu

Tyr
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Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln val Ser Leu
355 360 365

Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp
370 375 380

Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val
385 390 395 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp
405 410 415

Lys Ser Arg Trp GIn Gln Gly Asn val Phe Ser Cys Ser val Met His
420 425 430

Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro
435 440 445

Gly

<210> 105

<211> 214

<212> PRT

<213> Artificial sequence
<220>

<223> Full-Tength 1ight chain amino acid sequences; muCD37-3 antibody
<400> 105

Asp ITe GIn Met Thr GIn Ser Pro Ala Ser Leu Ser val ser val Gly
1 5 10 15

Glu Thr val Thr ITe Thr Cys Arg Ala Ser Glu Asn Ile ggg Ser Asn
20 25

Leu Ala grp Tyr GIn GlIn Lys GIn Gly Lys Ser Pro GIn Leu Leu Vval
5 40 45

Asn val Ala Thr Asn Leu Ala Asp Gly val Pro Ser Arg Phe Ser Gly
50 55 60

ser Gly Ser Gly Thr GIn Tyr Ser Leu Lys Ile Ash Ser Leu Gln Ser
65 70 75 80

Glu Asp pPhe Gly g?r Tyr Tyr Cys Gln gés Tyr Trp Gly Thr Thr Trp
a5

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Ala Asp Ala Ala
100 105 110
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Pro Thr val ser Ile Phe Pro Pro Ser Ser Glu GIn teu Thr Ser Gly
115 120 125

Gly Ala ser val val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp Ile
130 135 140

Asn val Lys Trp Lys Ile Asp Gly Ser Glu Arg GIn Asn Gly val Leu
145 150 155 160

Asn Ser Trp Thr Asp GIn Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser
165 170 175

Ser Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr
180 185 190

Thr Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro Ile val Lys Ser
195 200 205

Phe Asn Arg Asn Glu Cys

210
<210> 106
<211> 214
<212> PRT
<213> Artificial Sequence
<220>

<223> Full-length Tight chain amino acid sequences; chCD37-3 antibody
<400> 106

Asp Ile GIn Met Thr Gln Ser Pro Ala Ser Leu Ser val Ser val Gly
1 5 10 15

Glu Thr val Thr Ile Thr Cys Arg Ala Ser GIu Asn Ile Arg Ser Asn
20 25 30

Leu Ala Trp Tyr Gin GIn Lys GIn Gly Lys Ser Pro GIn Leu teu val
35 40 45

Asn val Ala Thr Asn Leu Ala Asp Gly val Pro Ser Arg Phe Ser Gly
50 55 60

ser Gly Ser Gly Thr GlIn Tyr Ser Leu Lys Ile Asn Ser Leu GIn Ser
63 70 75 80

Glu Asp Phe Gly Thr Tyr Tyr Cys Gln His Tyr Trp Gly Thr Thr Trp
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Thr val Ala Ala
100 105 110

Pro Ser val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
115 120 125
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Thr Ala
130

Lys val

145

Glu Ser

Ser Thr

Ala Cys

Phe Asnh
210

Ser

Gin

val

Leu

Glu

195

Arg

val

Trp

Thr

Thr

180

val

Gly

val

Lys

Glu

165

Leu

Thr

Glu

Cys

val

150

Gln

Ser

His

Cys

sequencelisting_revised_ascii

Leu Leu Asn Asn Phe Tyr Pro Arg

135

140

Asp Asn Ala Leu Gln Ser

155

Asp Ser Lys Asp Ser Thr
170

Lys Ala Asp Tyr Glu Lys
185

GIn Gly Leu Ser Ser Pro

200

Gly Asn

Tyr Ser

His Lys
190

val Thr
205

<210>
<211>
<212>
<213>

<220>
<223>

<400>

107
214
PRT
Artificial Sequence

Glu Ala

Ser Gln
160

Leu Ser
175

val Tyr

Lys Ser

Full-Tength Tight chain amino acid sequences; hucCD37-3vl

huCpb37-3v1.1 antibody
107

Asp Ile GIn Met Thr Gln Ser Pro Ser Ser Leu Ser val Ser

1

Glu Arg

5 10

val Thr Ile Thr Cys Arg Ala Ser Glu Asn Ile Arg
20 25 30

Leu Ala Trp Tyr GIn GIn Lys Pro Gly Lys Ser Pro Lys Leu
45

Asn val
50

ser Gly

65

Glu Asp

Thr Phe

Pro ser

35 40

Ala Thr Asn Leu Ala Asp Gly val Pro Ser Arg Phe
55 60

Ser Gly Thr Agp Tyr Ser Leu Lys Ile Asn Ser Leu
7 75

Phe Gly ghr Tyr Tyr Cys Gln His Tyr Trp Gly Thr
5 80

Gly GIn Gly Thr Lys Leu Glu Ile Lys Arg Thr val
100 105 110

val Phe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys
115 120 125
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val Gly
15

Ser Asn
Leu val
Ser Gly
Gln Pro

80

Thr Trp
95

Ala Ala

Ser Gly

.0 and
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Thr Ala Ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys val GIn Trp Lys val Asp Asn Ala Leu GIn Ser Gly Asn Ser Gln
145 150 155 160

Glu ser val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr
180 185 190

Ala Cys Glu val Thr His GIn Gly Leu Ser Ser Pro val Thr Lys Ser

195 200 205

Phe Asn Arg Gly Glu Cys

210
<210> 108
<211> 218
<212> PRT
<213> Artificial Sequence
<220>

<223> Full-length Tight chain amino acid sequences; muCD37-12 antibody
<400> 108

Asp ITe val Leu Thr GIn Ser Pro Ala Ser Leu Ala val Ser Leu Gly

1 5 10 15

GIn Arg Ala Thr Ile 3er Cys Arg Ala Ser Glin Ser val Ser Thr Ser
20 25 30

ser Tyr ger Tyr Leu Tyr Trp zge GIn GIn Lys Pro Gly Gln Pro Pro
5 45

Lys Leu Leu Tle Lys Tyr Ala Ser Asn Leu Ala Ser Gly val Pro Ala
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Asn Ile His
65 70 75 80

Pro val Glu Glu Glu Asp Thr Ala Thr Tyr Tyr Cys Gin His Ser Trp
85 a0 g5

Glu Ile Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg
100 105 110

Ala Asp Ala Ala Pro Thr val Ser Ile Phe Pro Pro Ser Ser Glu Gln
115 120 125

Leu Thr ser Gly Gly Ala Ser val val Cys Phe Leu Asn Asn Phe Tyr
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130 5 140

Pro Lys Asp Ile Asn val Lys Trp Lys Ile Asp Gly Ser Glu Arg Gin
145 150 155 160

Asn Gly val Leu Asn Ser Trp Thr Asp Gln Asp Ser Lys Asp Ser Thr
165 170 175

Tyr Ser Met Ser Ser Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg
180 185 190

His Asn Ser Tyr Thr Cys Glu Ala Thr His Lys Thr Ser Thr Ser pro

195 200 205

Ile val Lys Ser Phe Asn Arg Asn Glu Cys

210 215
<210> 109
<211> 218
<212> PRT
<213> Artificial sequence
<220>

<223> Full-length 1ight chain amino acid sequences; chcD37-12 antibody
<400> 109

Asp Ile val Leu Thr GIn Ser Pro Ala Ser Leu Ala val Ser Leu Gly
1 5 10 15

Gln Arg Ala Thr Ile Ser Cys Arg Ala Ser Gln Ser val Ser Thr ser
20 25 30

Ser Tyr Ser Tyr Leu Tyr Trp Phe Gln GIn Lys Pro Gly GIn Pro Pro
35 40 45

Lys Leu Leu Ile Lys Tyr §1a Ser Asn Leu Ala ESP Gly val Pro Ala
50 5

Arg Phe ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Asn Ile His
65 70 75 30

Pro val Glu Glu Glu Asp Thr Ala Thr Tyr Tyr Cys Gln His Ser Trp
85 a0 95

Glu ITe Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg
100 105 110

Thr val Ala Ala Pro Ser val Phe Ile Phe Pro Pro Ser Asp Glu Gln
115 120 125

Leu Lys Ser Gly Thr Ala Ser val val Cys Leu Leu Asn Asn Phe Tyr
130 135 140
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pro Arg Glu Ala Lys val GIn Trp Lys val Asp Asn Ala Leu Gln Ser
145 150 155 160

Gly asn Ser Gln Glu Ser val Thr Glu GIn Asp Ser Lys Asp Ser Thr
165 170 175

Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys
180 185 190

His Lys val Tyr Ala Cys Glu val Thr His GIn Gly Leu Ser Ser Pro
195 200 205

val thr Lys Ser Phe Asn Arg Gly Glu Cys

210 215
<210> 110
<211> 213
<212> PRT
<213> Artificial Sequence
<220>

<223> Full-length Tight chain amino acid sequences; muCb37-38 antibody
<400> 110

GIn Ile val Leu Thr GIn Ser Pro Ala Ile met Ser Ala Ser Pro Gly

1 5 10 15

Glu Lys val ggr Met Thr Cys Ser ééa Ser Ser Ser val ggr Tyr Met

His Trp Tyr GIn GIn Lys Ser Gly Thr Ser Pro Lys Arg Trp Ile Tyr
35 40 45

ASp ggr ser Lys Leu Ala ?gr Gly val Pro Ala 259 Phe ser Gly Gly

Gly Ser Gly Thr Ser Tyr Ser Leu Thr ITe Ser Ser Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Tthr Eyr Tyr Cys GIn Gln grp Ile Ser Asn Pro Pro Thr
5 0 95

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Ala Asp Ala Ala Pro
100 105 110

Thr val ser Ile Phe Pro Pro Ser Ser Glu Gin Leu Thr Ser Gly Gly
115 120 125

Ala ser val val Cys pPhe Leu Asn Asn Phe Tyr Pro Lys Asp Ile Asn
130 135 140

val Lys Trp Lys Ile Asp Gly Ser Glu Arg Gin Asn Gly val Leu Asn
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145 150 155 160

Ser Trp Thr Asp Gln Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser Ser
165 170 175

Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr Thr
180 i85 190

Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro Ile val Lys Ser Phe
1385 200 205

Asn Arg Asn Glu Cys
210

<210> 111
<211> 213
<212> PRT
<213> Artificial Sequence

<220>
<223> Full-Tength light chain amino acid sequences; chcb37-38 antibody

<400> 111

GIn Ile val Leu Thr GIn Ser Pro Ala Ile Met Ser Ala Ser Pro Gly
1 3 10 15

Glu Lys val Thr Met Thr Cys Ser Ala Ser Ser Ser val Thr Tyr Met
20 25 30

His Trp Tyr GIn Gln Lys Ser Ggy Thr Ser Pro Lys Arg Trp Ile Tyr
35 4 45

Asp Thr Ser Lys Leu Ala ser Gly val Pro Ala %rg Phe Ser Gly Gly
50 55 0

Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr ggr Tyr Cys GIn GIn Trp Ile Ser Asn Pro Pro Thr
90 95

phe Gly Gly Gly Thr Lys teu Glu Ile Lys Arg Thr val Ala Ala Pro
100 105 110

Ser val phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr
115 120 125

Ala ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
130 135 140

val GIn Trp Lys val Asp Asn Ala Leu GIn Ser Gly Asn Ser Gin Glu
145 150 155 160
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ser val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser ser
165 170 175

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr Ala
180 185 190

cys Glu val Thr His GIn Gly Leu Ser Ser Pro val Thr Lys Ser Phe
195 200 205

Asn Arg Gly Glu Cys

210
<210> 112
<211> 213
<212> PRT
<213> aArtificial Sequence
<220>

<223> Full-Tength light chain amino acid sequences; huCD37-38 antibody
<400> 112

Asp Ile val Leu Thr GIn Ser Pro Ala Ser Met Ser Ala Ser Pro Gly

1 5 10 15

Glu Arg val ggr Met Thr Cys ser gga ser ser Ser val TBF Tyr Met
3

His Trp Tyr GIn Gln Lys Pro Gly Thr Ser Pro Lys Arg Trp Ile Tyr
35 40 45

AsSp Tgr Ser Lys Leu Ala Sgr Gly val Pro Ala Arg Phe Ser Gly Ser
5 5 60

Gly ser Gly Thr ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr Tyr Cys GlIn Gln Trp Ile Ser Asn Pro Pro Thr
85 a0 95

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Thr val Ala Ala Pro
100 105 110

ser val Phe Ile Phe Pro Pro Ser Asp Glu Glin Leu Lys Ser Gly Thr
115 120 125

Ala Ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
130 135 140

val GIn Trp Lys val Asp Asn Ala Leu Glin Ser Gly Asn Ser GIn Glu
145 150 155 160

ser val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
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165 170 175

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr Ala
180 185 190

Cys Glu val Thr His Gln Gly Leu Ser Ser Pro val Thr Lys Ser Phe
195 200 205

Asn Arg Gly Glu Cys
210

<210> 113
<211> 213
<212> PRT
<213> Artificial Sequence

<220>
<223> Full-Tength Tight chain amino acid sequences; muCD37-50 antibody

<400> 113

Gln Ile val Leu Thr Gin Ser Pro Ala Ile Met Ser Ala Ser Pro Gly
1 5 10 15

Glu Lys val Thr Met Thr Cys Ser %ia Thr Ser Ser val Thr Tyr Met
20 5 30

His Trp gyr GIn GIn Lys Ser Gly Thr Ser Pro Lys Arg Trp Ile Tyr
5 40 45

Asp Thr Ser Lys Leu Pro Tyr Gly val Pro Gly egg Phe Ser Gly Ser
50 55

Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr Tyr Cys Gln Gln ggp Ser Asp Asn Pro ggo Thr
85

Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Arg Ala Asp Ala Ala Pro
100 105 110

Thr val ser Ile pPhe Pro Pro Ser Ser Glu Gin Leu Thr Ser Gly Gly
115 120 125

Ala ser val val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp Ile Asnh
130 135 140

val Lys Trp Lys ITe Asp Gly Ser Glu Arg Gln Asn Gly val Leu Asn
145 150 155 160

Ser Trp Thr Asp GIn Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser Ser
165 170 175
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Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr Thr
180 185 150

Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro Ile val Lys Ser Phe
195 200 205

Asn Arg Asn Glu Cys

210
<210> 114
<211> 213
<212> PRT
<213> Artificial Sequence
<220>

<223> Fuli-length Tight chain amino acid sequences; huCD37-50 antibody
<400> 114

Glu Ile val Leu Thr GlIn Ser Pro Ala Thr Met Ser Ala Ser Pro Gly

1 5 10 15

Glu Arg val Thr Met Thr Cys Ser Ala Thr ser Ser val Thr Tyr Met
20 25 30

His Trp Tyr GIn GIn Lys Pro Gly GIn Ser Pro Lys Arg Trp Ile Tyr
35 40 45

Asp Thr Ser Asn Leu Pro Tyr Gly val Pro Ala Arg Phe Ser Gly Ser
50 55 60

Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr Tyr Cys GIn GIn Trp Ser Asp Asn Pro Pro Thr
85 90 95

Phe Gly GIn Gly Thr Lys Leu Glu Ile Lys Arg Thr val Ala Ala Pro
100 105 110

ser val Phe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly Thr
115 120 125

Ala ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
130 135 140

val GIn Trp Lys val Asp Asn Ala Leu GlIn Ser Gly Asn Ser Gln Glu
145 150 155 160

Ser val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
165 170 175

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr Ala
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180 185 190

Cys Glu val Thr His GIn Gly Leu Ser Ser Pro val Thr Lys Ser Phe
195 200 205

Asn Arg Gly Glu Cys
210

<210> 115
<211> 213
<212> PRT
<213> Artificial Sequence

<220>
<223> Full-Tength 1ight chain amino acid sequences; muCb37-51 antibody

<400> 115

Gln Ile val teu Thr GIn Ser pPro Ala Ile Met Ser Ala Ser Pro Gly
1 5 10 15

Glu Lys val Thr Met Thr Cys ser /Zﬂa Thr Ser Ser val Thr Tyr Met
20 5 30

His Trp Tyr Gln GIn Lys Ser Gly Thr Ser Pro Lys Agg Trp Ile Tyr
35 40 4

Asp Thr Ser Lys Leu Ala Ser Gly val Pro Ala Arg Phe Ser Gly ser
50 55 60

Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Asn Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Trp Ser Ser Asn Pro Pro Thr

Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Arg Ala Asp Ala Ala Pro
100 105 110

Thr val Ser Ile Phe Pro Pro Ser Ser Glu GIn Leu Thr ser Gly Gly
115 120 125

Ala ser val val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp Ile Asn
130 135 140

val Lys Trp Lys Ile Asp Gly Ser Glu Arg GIn Asn Gly val Leu Asn
145 150 155 160

ser Trp Thr Asp Gln Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser Ser
165 170 175

Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr Thr
180 185 190
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Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro Ile val Lys Ser Phe
195 200 205

Asn Arg Asn Glu Cys

210
<210> 116
<211> 213
<212> PRT
<213> Artificial Sequence
<220>

<223> Full-length 1ight chain amino acid sequences; huCD37-51 antibody
<400> 116

Glu ITe val Leu Thr Gln Ser Pro Ala Thr Met Ser Ala Ser pPro Gly

1 5 10 15

Glu Arg val Thr Met Thr Cys Ser Ala Thr Ser Ser val ggr Tyr Met
20 25

His Trp Tyr Gln Gln Lys Pro Gly GIn Ser Pro Lys Arg Trp Ile Tyr
35 40 45

Asp Thr Ser Lys Leu Ala Ser Gly val pPro Ala égg Phe ser Gly ser
50 55

Gly ser Gly Thr ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr Tyr Cys GIn GIn Trp Ser Ser Asn Pro Pro Thr
85 90 95

Phe Gly GIn Gly Thr Lys Leu Glu Ite Lys Arg Thr val Ala Ala Pro
100 105 110

Ser val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr
115 120 125

Ala ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
130 135 140

val GIn Trp Lys val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu
145 150 155 160

ser val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
1635 170 175

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr Ala
180 185 190

Cys GTu val Thr His GIn Gly Leu Ser Ser Pro val Thr Lys Ser Phe
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195 200 205

Asn Arg Gly Glu Cys

210
<210> 117
<211> 213
<212> PRT
<213> Artificial Sequence
<220>

<223> Full-length light chain amino acid sequences; mucb37-56 antibody
<400> 117

GIn Ile val Leu Thr Gln Ser Pro Ala Phe Met Ser Ala Ser Pro Gly
1 5 10 15

Asp Lys val ggr Met Thr Cys ser §1a Ser Ser Ser val Thr Tyr Met
5 30

His Trp Tyr GIn Gln Lys Ser Gly Thr Ser Pro Lys Arg Trp Ile Tyr

Asp Thr Ser Lys Leu Ala Ser Gly val Pro Ala Arg Phe Ser Gly Gly
50 55 60

Gly Ser Gly Thr Sser Tyr Ser Leu Thr Ile Ser Thr Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr Tyr Cys GIn Gln Trp Ile Ser Asp Pro Pro Thr

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Ala Asp Ala Ala Pro
100 105 110

Thr val Ser Ile Phe Pro Pro Ser Ser Glu GIn Leu Thr Ser Gly Gly
115 120 125

Ala ser val val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp Ile Asn
130 135 140

val Lys Trp Lys Ile Asp Gly Ser Glu Arg GIn Asn Gly val Leu Asn
145 150 155 160

Ser Trp Thr Asp GlIn Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser Ser
165 170 175

Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr Thr
180 185 190

Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro Ile val Lys Ser Phe
195 200 205
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Asn Arg Asn Glu Cys
210

<210> 118

<211> 213

<212> PRT

<213> Artificial Sequence
<220>

<223> Full-length Tight chain amino acid sequences; hucp37-56 antibody
<400> 118

Asp ITe val Leu Thr Gln Ser Pro Ala Phe Met Ser Ala Ser Pro Gly

1 5 10 15

Glu Lys val Thr Met Thr Cys Ser Ala Ser Ser Ser val ggr Tyr Met
20 25

His Trp Tyr GIn GIn Lys Pro Asp GIn Ser Pro Lys Arg Trp Ile Tyr
35 40 45

Asp Thr Ser Asn Leu Ala Ser Gly val Pro Ser Arg Phe Ser Gly Gly
50 55 60

Gly ser Gly Thr Asp Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr Tyr Cys GIn GIn Trp Ile Ser Asp Pro Pro Thr
85 90 95

phe Gly GIn Gly Thr Lys Leu Glu Ile Lys Arg Thr val Ala Ala Pro
100 105 110

ser val Phe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly Thr
115 120 125

Ala ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
130 135 140

val GIn Trp Lys val Asp Asn Ala Leu GIn Ser Gly Asn Ser GIn Glu
145 150 155 160

ser val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
165 170 175

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr Ala
180 185 190

Cys Glu val Thr His GIn Gly Leu Ser Ser Pro val Thr Lys Ser Phe
195 200 205

Asn Arg Gly Glu Cys
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210
<210> 119
<211> 213
<212> PRT
<213> Artificial Sequence
<220>

<223> Full-length Tight chain amino acid sequences; mucp37-57 antibody
<400> 119

Gln Ile val Leu Thr GIn Ser Pro Ala Ile Met Ser Ala Ser Pro Gly
1 5 10 15

Glu Lys val ;Br Met Thr Cys Ser Ala Thr Ser Ser val Tgr Tyr Met
25 3

His Trp Tyr Gln GIn Lys Ser Gly Thr Ser Pro Lys Arg Trp Ile Tyr
35 40 45

Asp Thr Ser Lys Leu Ala Ser Gly val Pro Ala ggg Phe Ser Gly Ser
50 55

Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile ser Ser met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr Tyr Cys GIn GIn ggp ser Asp Asn Pro Pro Thr
85 95

Phe Gly ser Gly Thr Lys Leu Glu Ile Lys Arg Ala Asp Aala Ala Pro
100 105 110

Thr val ser Ile Phe Pro Pro Ser Ser Glu GIn Leu Thr Ser Gly Gly
115 120 125

Ala ser val val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp Ile Asn
130 135 140

val Lys Trp Lys Ile Asp Gly Ser Glu Arg Gln Asn Gly val Leu Asn
145 150 155 160

Ser Trp Thr Asp GIn Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser Ser
165 170 175

Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr Thr
180 185 190

Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro Tle val Lys Ser phe
195 200 205

Asn Arg Asn Glu Cys
210
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<210> 120
<211> 213
<212> PRT

<213> Artificial Sequence

<220>
<223> Full-Tength 1ight chain amino acid sequences; hucD37-57 antibody

<400> 120
Glu Ile val Leu Thr Gln Ser Pro Ala Thr Met Ser Ala Ser Pro Gly
1 5 10 15

Glu Arg val Thr Met Thr Cys Ser Ala Thr Ser Ser val Thr Tyr Met
20 25 30

His Trp Tyr Gln GIn Lys Pro Gly Gln Ser Pro Arg Arg Trp Ile Tyr
35 40 45

Asp Thr Ser Asn Leu Ala Ser Gly val Pro Ala ggg Phe Ser Gly Ser
50 55

Gly ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr gyr Tyr Cys GIn Gln ggp Ser Asp Asn Pro gro Thr
5 5

Phe Gly GIn Gly Thr Lys Leu Glu Ile Lys Arg Thr val Ala Ala Pro
100 105 110

ser val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr
115 120 125

Ala ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
130 135 140

val GIn Trp Lys val Asp Asn Ala Leu Gln Ser Gly Asn Ser GIn Glu
145 150 155 160

ser val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
165 170 175

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr Ala
180 185 190

cys Glu val Thr His GIn Gly Leu Ser Ser Pro val Thr Lys Ser Phe
195 200 205

Asn Arg Gly Glu Cys
210

<210> 121
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<211> 345
<212> DNA
<213>

<220>
<223>

<400> 121
caggtgcagg

acatgcactg
ccaggaaagg
tcagctcteca
daactgaaca
tcgttggcetce
<210> 122
<Z211> 431
<212> DNA
<213>

<220>
<223>

<400> 122
aagcttgeca

gtcctatcac
ctgtccatta
cgccagectc
aactatcatt
gttttcttaa
ggaggctact
acgaagggcc
<210>
<211>

<212>
<213>

123
431
DNA

<220>
<223>

tgaaggagtc
tctcaggatt
gtctggagtg
aatccagact
gtctgcaaac

actggggcca

ccatggetgt
aggtgcaggt
catgcactgt
caggaaaygg
cagctctcaa
aactgaacag
cgttggctca

C

antibody

<400> 123
aagcttgcca

gtgcactcac
ctgagcatca
cgccaaccac
aattaccatc

gtrttcctga

ccatggyttg
aagtccaagt
cctgtaccgt
ccggtaagag
cttccctcaa

aactgaatag

sequencelisting_revised_ascii

Artificial Sequence

variable heavy chain polynucleotide sequences; mucCD37-3 antibody

aggacctgge ctggiggcgc cctcacagag cctgtccatt
ctcattaacc acctctggtg taagctgggt tcgccagect
gctgggagta atatggggtg acgggagcac aaactatcat
gagcatcaag aaggatcact ccaagagcca agttttctta
tgatgacaca gccacgtact actgtgccaa aggaggetac

agggactctg gtcacagtct ctgca

Artificial Sequence

variable heavy chain polynucleotide sequences; chcD37-3 antibody

cctggcactg ctcctetgee tggtgacata cccaagetgr
gaaggagtca ggacctggcc tggtggcgec ctcacagagce
ctcagggttc tcattaacca cctctggtgt aagctgggtrt
tctggagtgg ctgggagtaa tatggggtga cgggagcaca
atccagactg agcatcaaga aggatcactc caagagccaa
tctgcaaact gatgacacag ccacgtacta ctgtgccaaa

ctggggccaa gggactctgg tcacagtctc tgcagcctct

Artificial Ssequence

variable heavy chain polynucleotide sequences; hucD37-3v1.0

gagctgcatt attctgtttc tggtggccac cgccaccggt
ccaagaatct ggtccaggtc tggtggecce ttcccaaact
ttctggtttt agccttacca cctctggtgt gagttgggta
tctegaatgg ctgggtgtaa tctggggtga tggttccaca
gtcccgectt agcatcaaaa aggatcacag caaaagtcaa

tctgacagca gccgatacag ccacctacta ttgogcecaag
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120
180
240
300
345

60
120
180
240
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360
420
431
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300
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ggtggttata gtcttgcaca ctggggtcaa ggtaccctcg ttaccgtctc ctcagctagt 420

accaagggcc ¢ 431

<210> 124

<211> 431

<212> DNA

<213> Artificial Sequence

<220> )

<223> variable heavy chain polynucleotide sequences; huCb37-3vl1.1l
antibody

<400> 124

aagcttgecca ccatgggcetg gagctgtatc attctgttte tggtggcgac agctactggg 60

gtccactcce aagtgcaggt acaagagtcc gggectggat tggtcgcacc aagccagacc 120

ctctctatca cttgtaccgt tagegggttc tctctgacaa ccagtggagt gagttgggtg 180

aggcagccac caggaaaggg actggagtgg ctgggggtga tttggggcga cggceagcaca 240

aactatcatt ccagtcttaa atctcggttg tccattaaaa aagaccatag taaatctcaa 300

gttttcctga aactcaatag cctgacagec gcagacactg ctacgtatta ctgegcecaaa 360

ggaggataca gtctggctca ctggggacag gggaccctgg tgaccgtgtc atccgeatca 420

acaaagggee ¢ 431

<210> 125

<211> 345

<212> DNA

<213> Artificial Sequence

<220>

<223> variable heavy chain polynucleotide sequences; muCD37-12 antibody

<400> 125

cagatccagt tggtgcagtc tggacctgag ctgaagaagc ctggagagac agtcaagatc €0

tcctgcaagg ctictgggta taccttcaca aagtatggaa tgaactgggt gaagcaggct 120

caaggaaagg gtttaaagtg gatgggctgg ataaacacca acactggaga gtcaagaaat 180

gctgaagaat tcaagggacg gtttgecttc tetittggaaa cctctgccag cactgectat 240

ttgcagatca acaacctcaa atatgaggac acggctacat atttctgtgg aaggggcacg 300

gtagtagcgg actggggcca aggcaccact ctcacagtct cctca 345

<210> 126

<211> 431

<212> DNA

<213> Artificial Sequence

<220>

<223> variahle heavy chain polynucieotide sequences; chcD37-12 antibody

<400> 126

aagcttgcca ccatggggtg gtcatgcata atcctctttce tggtcgctac tgctaccggt 60

gtgcactcac agattcagct ggitcaaagt ggcccagage tgaaaaagec aggggaaaca 120
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gtgaaaataa
aagcaggccc
tctaggaatg
acagcttacc
cgcggcactg
actaagggcc
<210>
<211>
<212>
<213>

<220>
<223>

127
360
DNA,

<400> 127
gatgtgcage

acctgcactg
tttccaggaa
dacccatctc
ctgcggttga
tatggttacg
<210> 128
<211> 446
<212> DNA
<213>

<220>
<223>

<400> 128
aagcttgcca

gtccattecc
ctctcectga
atcagacaat
accgattaca
caattttttc

aggggctact
gtgagcgctg

<210>
<211>
<212>
<213>

<220>
<223>

129
446
DNA

sequencelisting_revised_ascii

gttgcaaggc atccggttac actttcacaa agtacggcat gaactgggtc

agggcaaggg gctcaaatgg atgggttgga tcaataccaa cactggcgag

ctgaggagtt taagggccgg tttgecttca gectggagac aagtgccagc

tgcaaatcaa
tcgttgcaga

C

ttcaggagtc
tcactggcta
acaagctgga
tcaaaagtcg
gttctgtgac
gggcctggtt

ccatgggctyg
aagtgcaact
cctgcactgt
ttcccgggaa
atccttcect
tccgectceag
atggatatgg

cctctaccaa

caatctgaag tatgaggata cagcaaccta tttctgegge

ctggggacaa ggtaccacct tgactgtatc cagtgccagce

Artificial Sequence

aggacctgac ctggtgaaac cttctcagtc actitcactc
ctccatcace agtggttttg gctggcactg gatccggeag
atggatggcc tacatactct acagtggtgg cactgactac
aatctctatc actcgagaca cttccaagaa ccagttctic
tactgaggac acagccacat attactgtgc aagaggctac

tgtttactgg ggccaaggga ctctggtcac tgtctcetgea

Artificial Sequence

gagttgtatc attctgtttt tggtggccac cgccactgga
ccaggaatct ggccctgacc tggttaagec atctcagagce
tacaggatac tcaatcacat caggctttgg ctggcactog
caagttggaa tggatggctt acattctgta tagcgggggt
caagagccga atctctatca ccagggatac aagcaagaac
ctctgtgact accgaagata ccgctactta ctattgtgec
tgcatggttc gtctattggg gccagggaac cctggtgact
gggccec

Artificial Sequence
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180
240
300
360
420
431

variable heavy chain polynucleotide sequences: muCD37-38 antibody

60
120
180
240
300
360

variable heavy chain polynucleotide sequences; chCb37-38 antibody

60
120
180
240
300
360
420
446

variable heavy chain polynucleotide sequences; huCD37-38 antibody



<400> 129
aagcttgcca

gtccactcac
ctcagtctca
attaggcagt
accgattaca
cagtttttce
cggggttact
gtgagcagcg
<210>
<211>

<212>
<213>

130
360
DNA

<220>
<223>

<400> 130
gatgtgcagc

acctgcactg
tttccaggaa
agcccatctc
ctgcagttga
tatggttacg
<210>
<211>

<212>
<213>

131
360
DNA

<220>
<223>

<400> 131
gatgtgcagc

acctgcactg
ttteccaggaa
agcccatctc
ctgcagttga
tatggtttecg
<210>
<211>

<212>
<213>

132
360
DNA

ccatgggttyg
aggtccagcet
cctgtactgt
ttcceggtaa
acccaagtct
Ttcggetgte
atggctatgg

cctcaacaaa

rTtcaggagtc
tcactggcta
acaaactgga
tcaaaagtcy
attctgtgac

gcgectggtt

ttcaggagtc
tcactggceta
acaaactgga
tcaaaagtcg
attctgtgac

gcgectggtt

sequencelisting_revised_ascii

gagctgeatc
gcaagagtcc
ctctggctac
ggggctggag
gaagagcagg
tagtgttaca
ggcttggttt
gggcecc

Artificial Sequence

aggacctgac
ctccatcacce
atggatgggc
aatctctatc
tactgaggac

tgcttactgg

Artificial Sequence

aggacctgac
ctecatetec
atggatgggc
aatctctatc
tactgaggac
tgtttactgg

Artificial Sequence

attcttttcc
ggtcctgggce
tctattacca
tggatggcat
atcagcatta
gctgcagaca

gtgtattggg

ctgttgaaac
agtggttttg
tacatactct
actcgagaca
acagccacat

ggccaaggga

ctgttgaaac
agtggttttg
tacatacact
actcgagact

acagccacat

ggccaagaga

rPage 86

tggtcgctac
ttgtgaaacc
gtgggttcgg
atatcctgta
ccegggacac
ccgctactta

gacaaggcac

cttctecagtc
cctggeactg
acagtggtag
catccaagaa
attactgtgc

ctctggtcac

cttctcagtc
cctggeactg
acagtggtag
catccaagaa
attactgtgc

ctctggtcac

tgcaactgga
cagccagtcc
ctggcattgg
cagcggagga
aagcaaaaac
ctattgtgct

tcttgtgacc

actttcactce
gatccggead
cactgtctac
ccacttcttc
aagagggtac

tgtctctgea

actttcactc
gatccggceag
cactaactac
ccagrtctic
aagaggatac

tgtctctgca

60
120
180
240
300
360
420
446

variable heavy chain polynucleotide sequences; muCb37-50 antibody

60
120
180
240
300
360

variable heavy chain polynucleotide sequences; muCD37-51 antibody

60
120
180
240
300
360
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<220>

<223> Vvariable heavy chain polynucleotide sequences; mucD37-56 antibody
<400> 132

gatgtgcagc ttcaggagtc aggacctgac ctggtgaaac cttctcagtc actttcactc 60
acctgcactg tcactggcta ctccatcacc agtggttttg cctggcactg gatccggceag 120
tttccaggaa acaaactgga atggatgggc tacatacact acagtggtgg cactaactac 180
aacccatctc tcaaaagtcg agtctctatc actcgagaca catccaagaa ccagttcttc 240
ctgcagttga attctgtgac tactgaggac acagccacat attactgtgc aagaggcetac 300
tatggtitcg gggcctggtt tgcttactgg ggccaaggga ctetggtcco tgtctctgea 360
<210> 133

<211> 446

<212> DNA

<213> Artificial sequence

<220>

<223> variable heavy chain polynucleotide sequences; hucb37-56 antibody
<400> 133

aagcttgcca ccatggggtg gagctgcatt atcctgticc tcgtcgecac cgcaaccggce 60
gtccactccc aggtgcaget gcaagaaagc gggcecaggat tggtaaaacc ttcccagtct 120
ctgagtctta cttgtaccgt atctggatac agtatcacat ctggcticge ctggeattgg 180
attcgccagt ttcccggcaa ggggcttgag tggatggggt atattcatta ttctggaggt 240
accaactaca acccttccct gaagagtcga gtctcaatta ccagggacac ttccaagaac 300
caattctttt tgcagcttaa ttcagtgacc gctgccgaca ccgctactta ctactgcgec 360
cggggctact atgggtttgg tgcctggttc gocctactggg gccaggggac cctggtgecc 420
gtgtctgety cctccacaaa ggaccc 446
<210> 134

<211> 360

<212> DNA

<213> Artificial Sequence

<220> )

<223> variable heavy chain polynucleotide sequences; muCD37-57 antibody
<400> 134

gatgtgcagc ttcaggagte aggacctgac ctgttgaaac cttctcagtc actttcactc 60
acctgcactg tcactggeta ctccatcace agtggttttg cctggcactg gatccggceag 120
tttccaggaa acaaactgga atggatggge tacatactct acagtggtag cactgtctac 180
agcecatctc tcaaaagtcg aatctctatc actcgagaca catccaagaa ccagttcttc 240
ctgcagttga attctgtgac tactgaggac acagccacat attactghgc aagagggtac 300
tatggttacg gcgcctggtt tgcttactgg ggccaaggga ctotggtcac tgtctctgea 360
<210> 135

<211> 446

<212> DNA
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<213>

<220>
<223>

<400> 135
aagctrrgeca

grtcacagtc
ctcagtctga
atcaggcagt
acagtgtatt
cagttcttec
cgcggatact
gtttccgecg
<210>
<211>
<212>
<213>

<220>
<223>

136
324
DNA

<400> 136
gacatccaga

atcacatgtc
ggaaaatctc
aggttcagtg
gaagattttg
ggcaccaagc
<210>
<211>

<212>
<213>

137
399
DNA

<220>
<223>

<400> 137
gaattcgeca

gatgccagat
gaaactgtca
cagcagaaac
ggtatgecat
agcctgeagt

acgttcggtg

ccatgggctyg
aagtccaact
catgtactgt
tccceggaaa
caccctectt
tccagctgaa
acggatatgg

cctccacaaa

tgactcagtc
gagcaagtga
ctcagctcct
gcagtggatc
ggacttatta

tggaaatcaa

ccatgagtgt
gtgacatcca
ccatcacatg
agggaaaatc
caaggttcag
ctgaagattt

gaggcaccaa

o sequencelisting_revised_ascii
Aartificial Sequence

gagctgcatc attctgtttc tggtggccac agcaactgge

gcaggagagc
gagcggctac
aggtctggag
gaaatctagg
ctccgtcacc

cgcatggttce

gggccc

Artificial Sequence

tccagectec
gaatattcgc
ggtcaatgtt
aggcacacag
ctgtcaacat

acgt

Artificial Sequence

gcccactcag
gatgactcag
tcgagcaagt
tcctcagete
tggcagtgga
tgggacttat

gctggaaatc

ggcceccggac
agcattacct
tggatggggt
atatcaatca
gccgeagaca

gcctattggg

ctttctgtat
agtaatttag
gcaacaaact
tattccctea

tattggggta

gtcctggggt

tctccagect
gagaatattc
ctggtcaatg
tcaggcacac
tactgtcaac

aaacgtacg

Page 88

tcectgaaacc
caggcttcge
acattctgta
cacgtgatac
cagcaaccta

gccaggggac

ctgtgggaga
catggtatca
tagcagatgg
agatcaacag

ctacgtggac

tgctgetget
cecctttetgt
gcagtaattt
ttgcaacaaa
agtattcecct

attattgggg

atctcagtca
ttggcattgg
cagcggcagt
aagcaaaaat
ttattgtget

actcgtgacc

variable Tight chain polynucleotide sequences; muCD37-3 antibody

aactgtcacc
gcagaaacag
tgtgccatca

cctgeagtct

gttcggtgga

variable 1ight chain polynucleotide sequences; chCD37-3 antibody

gtggcttaca
atctgtggga
agcatggtat
cttagcagat
caagatcaac

tactacgtgg

variable heavy chain polynucleotide sequences; huCD37-57 antibody

60
120
180
240
300
360
420
446

60
120
180
240
300
324

60
120
180
240
300
360
399



<210>
<211>
<212>
<213>

<220>
<223>

138
396
DNA

sequencelisting_revised_ascii

Artificial Seguence

hucb37-3v1.1 antibody

<400> 138
gaattcgcca

gttcactctg
cgcgtaacaa
caaaagccag
gtgccttcac
ctccaaccag
ttcggtcaag
<210>
<211>
<212>
<213>

<220>
<223>

<400> 139
gacattgtgc

139
336
DNA

artctcatgeca
cagcagaaac
ggggtccctg
cctgtggaqg
acgttcggag
<210>
<211>
<212>
<213>

<220>
<223>

<400> 140
gaattcgcca

140
408
DNA

gttcatagtg
cgtgccacca
tactggtttc
ctcgccageg

aacatccacc

ccatgggtty
atatacaaat
tcacctgtag
gtaagtcacc
gattctctgg
aagatttcgg

gtactaagct

taacacagtc

gggccageca

caggacagec
ccaggttcag

aggaggatac

gggggaccaa

ccatgggttyg
atattgtact
tctectgecg
aacagaagcc
gcgrtcccge

ccgttgagga

gtcctgeatc
gactcaaagc
agctagtgaa
taagctectc
ttcaggttcc
tacatattac

ggaaatcaag

Artificial sequence

tcctgettec
aagtgtcagt
acccaaactc
tggcagtggg

tgcaacatat

actggaaata

Artificial Sequence

variable Tight chain polynucleotide sequences; hucb37-3v1.0 and

atcttgtttc tcgtggccac ageccaccggt

ccttccagtt
aacatccgca
gtgaatgttg
ggtaccgatt
tgtcaacact

cgtacg

ttagctgtat
acatctagct
ctcatcaagt
tctgggacag
tactgtcaac

aaacgg

tgagcgtaag

gtaatctcgce

ctaccaacct

attcacttaa

actggggtac

ctctggggca
atagttattt
atgcatccaa
acttcaccct

acagttggga

tgtgggtgaa
atggtaccaa
cgctgatggt
gatcaactca

gacctggaca

gagggccacc
gtactggttc
cctageatet
caacatccat

gattccgtac

gtcctgtata atcctgtict tggtggecac cgectactgge

cactcagtca ccagccagtc tggcagtgtc

ggcctcacag tccgtgagea ctagetctta

aggacagccc cctaagetge tgatcaagta

tagattctct ggrtccggta gcggaactga

agaggatacc gccacttact attgtcaaca

Page 89

cctgggecag
ttcctatcte
cgcctecaac
tttcactttg

ctcttgggag

60
120
180
240
300
360
396

variable Tight chain polynucleotide sequences; muCD37-12 antibody

60
120
180
240
300
336

variable 1ight chain polynucleotide sequences; chCD37-12 antibody

60
120
180
240
300
360



sequencelisting_revised_ascii

attccttaca cctttggagg aggaacaaag ctcgaaatta agcgtacg 408
<210> 141

<211> 321

<212> DNA

<213> aArtificial Sequence

<220> .

<223> variable Tight chain polynucieotide sequences; muCb37-38 antibody

<400> 141

caaattgttc tcacccagtc tccagcaatc atgtctgcat ctccagggga gaaggtcacc 60
atgacctgca gtgccagctc aagtgtaact tacatgcact ggtaccagca gaagtcaggce 120
acctececca aaagatggat ttatgacaca tccaaactgg cttctggagt ccctgetege 180
ttcagtggcg gtgggtctgg gacctcttac tctctcacaa tcagcagcat ggaggcetgaa 240
gatgctgcca cttattactg ccagcagtgg attagtaacc cacccacgtt cggagggggg 300
accaagctgg aaattaaacg g 321
<210> 142

<211> 393

<212> DNA

<213> Artificial Sequence

<220>

<223> variable light chain polynucleotide seguences; chCD37-38 antibody
<400> 142

gaattcgcca ccatgggetg gtocctgtate atcctgtttc tcgtggccac agctacaggt 60
gttcattetc agattgtget gacecaatca ccagetatta tgtccgetag ccccgacgag 120
aaagtgacaa tgacatgtag cgctagctct tctgtgactt acatgcattg gtatcaacag 180
aagtcaggta ccagtcccaa gcgttggatc tacgacacat ccaaactggc ctccggagtc 240
cctgecaggt tcagcggagg tgggtccgge accagttatt cactgaccat atcctctatg 300
gaagctgaag atgctgctac ttattattgt caacaatgga tttctaaccc ccccaccttt 360
ggtggcggaa caaagctgga gatcaagcgt acg 393
<210> 143

<211> 393

<212> DNA

<213> Artificial sequence

<220> .

<223> variable T1ight chain polynucleotide sequences; huCb37-38 antibody
<400> 143

gaattcgcca ccatgggatg gtcctgcatt attctgttct tggtcgccac tgctactgge 60
gttcactctg acattgtgcet cacacagtct ccagectcaa tgtctgette ccccggtgag 120
cgggtgacca tgacatgetce tgccagttece tecgtgacat atatgcattyg gtatcageaa 180
aaacccggta cctctccaaa aagatggatc tacgacactt caaagcttge atcaggegtt 240
cctgccagat tttccgggtc tgggtctgge acttcataca gtctgaccat tagttccatg 300
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sequencelisting_revised_ascii
gaagctgaag atgcagccac ctattactgt cagcagtgga tttcaaatcc tcctacctte

ggcggcggaa ccaaactgga gataaagcgt acg

<210> 144

<211> 321

<212> DNA

<213> Artificial Sequence
<220>

360
393

<223> variable light chain polynucleotide sequences; muCbD37-50 antibody

<400> 144
caaattgttc tcacccagtc tccagcaatc atgtctgecat ctccagggga gaaggtcace

atgacctgca gtgccacctc aagtgtgact tacatgcact ggtaccagca gaagtcaggc
acctccccca aaagatggat ttatgacaca tccaaactgc cttatggagt ccctggtegt
ttcagtggta gtgggtctgg gacctcttac tctctcacaa tcagcagcat ggaggctgaa
gatgctgcca cttattacty ccagcagtgg agtgataacc cacccacgtt cggetcgggg
acaaagttgg aaataaagcg g

<210> 145

<211> 393

<212> DNA

<213> Artificial Sequence

<220>

60
120
180
240
300
321

<223> variable 1light chain polynucleotide sequences; hucb37-50 antibody

<400> 145
gaattcgcca ccatgggttg gtcatgcatt attctgttcc tggttgctac cgcaacagga

gtacatagtg agatagtcct cacccaaagt cctgctacta tgtctgccag cccaggagag
cgtgtgacca tgacttgctc tgcaacctca agtgtgacat acatgcattg gtatcagcaa
aagcctggec aatcccctaa aaggtggatce tacgatactt ctaatctgecc atacggtgtg
cccgcaaggt tctccgggag tggcagtgge accagttata gtctgaccat cagttcaatg
gaagcagagg atgcagcaac ctattattgt cagcagtggt ccgataatcc ccctactttt
ggtcagggta caaagctgga gattaagcgt acg

<210> 146

<211> 321

<212> DNA

<213> Artificial Sequence

<220>

60
120
180
240
300
360
393

<223> variable 1ight chain polynucleotide sequences; muCD37-51 antibody

<400> 146
caaattgttc tcacccagtc tccagcaatc atgtctgcat ctccagggga gaaggrcacc

atgacctgca gtgccacctc aagtgtgact tacatgcact ggtaccagca gaagtcaggc
acctcccoccoca aaagatggat ttatgacaca tccaaactgg cttctggagt ccctgctegce

ttcagtggca gtgggtctgg gacctcttac tctctcacaa tcagcaacat ggaggctgaa
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sequencelisting_revised_ascii
gatgctgcca cttattactg ccagcagtgg agtagtaacc cacccacgtt cggetcgagg

acaaagttgg aaataaagcg g

<210> 147

<21]l> 393

<212> DNA

<213> Artificial sequence
<220>

300
321

<223> variable 1ight chain polynucleotide sequences; huCb37-51 antibody

<400> 147
gaattcgcca ccatgggata gagctgtatt attctgttcc tggttgctac tgctactgac

gtccartccg agatagtcct cacccagagc cccgcaacca tgagtgectc ccctggggag
cgagtgacta tgacttgttc cgccacttct tcagttacct atatgcattg gtatcagcag
aaacctggac agtctccaaa gcgttggatt tacgacacct ccaacctgge ttcaggagtt
cctgcetaggt tcagcggatc tgggtctgge acaagttatt cactcaccat tagtrccatg
gaggccgaag atgccgctac ttactactgt cagcagtgga gecagcaaccc ccctacatte
gggcagggaa ctaagctgga gatcaaacgt acg

<210> 148

<211> 321

<212> DNA

<213> Artificial Seguence

<220

60
120
180
240
300
360
393

<223> variable light chain polynucieotide sequences; muCD37-56 antibody

<400> 148
caaattgttc tcacccagtc tccagecatte atgtctgeat ctccagggga taaggtcacce

atgacctgca gtgccagttc aagtgttact tacatgcact ggtatcagca gaagtcaggc
acctcecccca aaagatggat ttatgacaca tccaaactgg cttctggagt cecctgetege
ttcagtggcg gtgggtctgg gacctcttac tctctcacaa tcagcaccat ggaggctgaa
gatgctgcca cttattactg ccagcagtgg attagtgacc cacccacgtt cggagggggg
accaagcetgg aaataaaacg g

<210> 149

<211> 393

<212> DNA

<213> Artificial Sequence

<220>

60
120
180
240
300
321

<223> variable Tight chain polynucleotide sequences; huCD37-56 antibody

<400> 149
gaattcgcca ccatgggetg gtcctgtatc atcctgtttc tggtggeaac cgctactggg

gttcactctg atattgtcct gacacagagt ccagccttca tgagtgcttc tcccggagaa
aaggtcacaa tgacttgttc agcttcctece tccgtcacat acatgcattg gtaccagcag

aagcctgacc agagtcctaa gaggtggatc tatgatacaa gcaatctggce ttccggtgtce
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sequencelisting_revised_ascii

cccteoccget tttcagugcgg cggaagcgga actgactata gecettaccat ctoctcaatg 300
gaagccgagg acgctgctac atattactge cagcaatgga tcagcgacce tcctactttc 360
ggacagggaa caaaattgga aattaagcgt acg 393
<210> 150
<211> 321
<212> DNA
<213> Artificial Sequence
<22(>
<223> variable 1ight chain polynucleotide seguences; muCD37-57 antibody
<400> 150
caaattgttc tcacccagtc tccagcaatc atgtctgeat ctecagggga gaaggtcacce 60
atgacctgca gtgccacctc aagtgtgact tacatgcact ggtaccagca gaagicaggce 120
acctccccca aaagatggat ttatgacaca tccaaactgg cttctggagt ccctgotege 180
ttcagtggca gtgggrctgg gacctcttac tctctcacaa tcagcagcat ggaggctgaa 240
gatgctgcca cttattactg ccagcagtgg agtgataacc cacccacgtt cggctcegggg 300
acaaagttgg aaataaagcg g 321
<210> 151
<211> 393
<212> DNA
<213> Artificial Sequence
<220> ) .
<223> Vvariable 1light chain polynucleotide sequences; huCD37-57 antibody
<400> 151
gaattcgcca ccatggggtg gtcctgtatt atcctgttcc tggtcgcaac cgccacaggce 60
gitcactccg agatcgtgtt gactcagagc ccagccacca tgtccgecttc ccccggggag 120
agagtgacaa tgacttgttc cgccacaagt tctgtaacct acatgcattg gtaccagcaa 180
aaaccaggac agagtccccg tcgttggatt tatgatacct ctaacctggc ttcaggegtt 240
cctgeccecget tttotggtag tggatctggg acttcctata gocttaccat aagcotctatg 300
gaagccgagg acgccgetac atactactge cagecagtgga gtgataaccce ccccaccttc 360
gggcagggaa ccaaattgga gatcaaacgt acg 393
<210> 152
<211> 1410
<212> DNA
<213> Artificial sequence
<220>
<223> Full-Tength heavy chain polynucleotide sequences; chCD37-3

antibody
<400> 152
aagcttgeca ccatggetgt cctggcactg ctoctctgoe tggtgacata cccaagetgt 60
gtcectatcac aggtgcaggt gaaggagtca ggacctggcoc tggtggcgec ctcacagage 120
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ctgtccatta
cgccagcectce
aactatcatt
gttttcttaa
ggaggctact
acgaagggcc
gctgeactgg
agcggagcat
tactcactgt
tgtaacgtca
tgtgataaga
gtgttcctgt
acctgtgttg
gatggagtcg
tatcgggtag
aagtgcaagd
aaggggcagce
aagaaccagg
gagtgggagt
agcgacggga
ggaaacgttt
tcactgteccc
<210>
<211~
<212>
<213>

<220>
<223>

153

DNA

1410

catgcactgt
caggaaaqggg
cagctctcaa
aactgaacag
cgrtggctca
catcagtttt
gatgcctegt
tgacttcagg
ccagtgtegt
accataaacc
cacatacatg
ttcceccccaa
ttgtcgacgt
aggttcacaa
tgagecgttet
tgtccaacaa
cacgggaacc
tgagtctcac
ctaacggaca
gcttettect
tcteetgete

ttagcccagg

antibody

<400> 153
aagcttgcca

gtgcactcac
ctgagcatca
cgccaaccac
aattaccatc
gttttcctga

ggtggttata

ccatgggttg
aagtccaagt
cctgtaccgt
ccggtaaggg
cttcectcaa
aactgaatag

gtcttgcaca

sequencelisting_revised_ascii

ctcagggttc
tctggagtgyg
atccagactg
tctgcaaact
ctggggecaa
cccettgget
taaagattat
tgtgcacact
aaccgtecct
atccaacaca
cccrecttgt
acccaaggac
gagccatgaa
trgccaagacc
gaccgtgctc
ggctcttccc
ccaggtgtat
ttgtctggte
gccagaaaac
ctactccaag
agtaatgcat

gtgactcgag

Artificial Sequence

gagctgecatt
ccaagaatct
ttctggtttt
tetegaatgg
gtccegeett
tctgacagea

ctggggtcaa

tcattaacca
ctgggagtaa
agcatcaaga
gatgacacag
gggactctgg
ccaagttcta
ttccctgage
tttccecgetg
tctageaget
aaggtggata
cctgcaccag
actcttatga
gatccecgagg
aagcccaggg
caccaagatt
gctcccattg
acattgceec
aaggggtttt
aactacaaga
ttgactgtag
gaggctctge

attctgtttc
ggtccaggtc
agccttacca
ctgggtgtaa
agcatcaaaa
gccgatacag

ggtaccctcyg
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cctetggtgt
tatggggtga
aggatcactc
ccacgtacta
tcacagtctce
aatccacaag
ctgtgacagt
tgttgcagtc
tgggaaccca
agaaggttga
agctecctegg
tctctcgtac
ttaaattcaa
aggagcaata
ggctcaatgg
agaaaactat
catctagaga
acccttctga
caactcceec
acaagtctag

acaatcacta

tggtggccac
tggtggcccc
cctctggtgt
tctggggtga
aggatcacag
ccacctacta

ttaccgtctc

aagctgggtt
cgggagcaca
caagagccaa
ctgtgccaaa
tgcagectct
cggtggaaca
gagctggaat
ctccggtctg
gacctacatc
accaaagagc
aggtccatct
tccagaggtce
ctggtacgtg
taattctaca
aaaagagrac
ctccaaagece
cgagctgacc
cattgctgta
agtgctggac
atggcagcaa

tacccagaaa

Full-Tength heavy chain polynucleotide sequences; hucCbD37-3v1.0

cgccaccggt
ttcccaaact
gagttgggta
tggttccaca
caaaagtcaa
ttgcgccaag

ctcagctagt

180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1410

60
120
180
240
300
360
420



accaagggcc
gctgecactgyg
agcggagceat
tactcactgt
tgtaacgtca
tgtgataaga
gtgttcctgt
acctgtgttg
gatggagtcg
tatcgggtag
aagtgcaagg
aaggggcagc
aagaaccagdg
gagtgggagt
agcgacggga
ggaaacgttt
tcactgtecc
<210>
<211>
<212>
<213>

<220>
<223>

154
DNA

1410

catcagtttt
gatgcctecgt
tgacttcagg
ccagtgtcgt
accataaacc
cacatacatg
ttcccceccaa
ttgtcgacgt
aggttcacaa
tgagcgttct
tgtccaacaa
cacgggaacc
tgagtctcac
ctaacggaca
gcttcttect
tctectgete

ttagcccagg

antibody

<400> 154
aagcttgecca

gtcecactece
ctctctatca
aggcagccac
dactatcatt
gttttcctga
ggaggataca
acaaagggcc
gctgcactgqg
agcggagcat

tactcactgt

ccatgggctg
aagtgcaggt
cttgtaccgt
caggaaaggg
ccagtcttaa
aactcaatag
gtctggctea
catcagtttt
gatgcctegt
tgacttcagg

ccagtgtecgt

sequencelisting_revised_ascii

ccccttggcet
taaagattat
tgtgcacact
aaccgtcect
atccaacaca
ccctocttgt
acccaaggac
gagccatgaa
tgccaagacc
gaccgtgetc
ggetctrtcece
ccaggtgtat
ttgtctggtc
gccagaaaac
ctactccaag
agtaatgcat

gtgactcgag

Artificial sequence

gagctgtatc
acaagagtcc
tagcgggttc
actggagtyg
atctcggttg
cctgacagec
ctggggacag
ccecttgget
taaagattat
tgtgcacact

aaccgtcect

ccaagttcta
ttccectgage
tttcccgetg
tctagcaget
aaggtggata
cctgcaccag
actcttatga
gatcccgagg
aagcccaggg
caccaagatt
gctceccattg
acattgecccc
aaggggtitt
aactacaaga
ttgactgtag

gaggctctge

attctgttte
gggcctggat
tctctgacaa
ctgggggtga
tccattaaaa
gcagacactg
gggaccctgg
ccaagttcta
ttccctgage
tttcecegetg

tctageaget
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aatccacaag
ctgtgacagt
tgttgeagrce
tgggaaccca
agaaggrttaga
agctcctecgg
tctetegtac
ttaaattcaa
aggagcaata
ggctcaatgg
agaaaactat
catctagaga
acccttctga
caactccccc
acaagtctag

acaatcacta

tggtggcgac
tggtegeace
ccagtggagt
tttggggcga
aagaccatag
ctacgtatta
tgaccgtgtc
aatccacaag
ctgtgacagt
tgttgcagtc

tgggaaccca

cggtggaaca
gagctggaat
ctcecggtctg
gacctacatc
accaaagagc
aggtccatct
tccagaggtc
ctggtacgtg
taattctaca
aaaagagrtac
ctccaaagce
cgagctgacce
cattgctgta
agtgctggac
atggcagcaa

tacccagaaa

Full-Tength heavy chain polynucleotide sequences; hucb37-3vi.1l

agctactggg
aagccagacc
gagtrgggtg
cggcagcaca
taaatctcaa
ctgcgccaaa
atccgcatca
cggtggaaca
gagctggaat
ctccggtcetg

gacctacatc

480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1410

60
120
180
240
300
360
420
480
540
600
660



tgtaacgtca
tgtgataaga
gtgttcctgt
acctgtgttg
gatggagtcg
tatcgggtag
aagtgcaagg
aaggggceagc
aagaaccagg
gagtgggagt
agcgacggga
ggaaacgttt
tcactgtccc
<210>
<211>
<212>
<213>

<220>
<223>

155
DNA

1410

accataaacc
cacatacatg
ttccecccaa
ttgtcgacgt
aggttcacaa
tgagcgttct
tgtccaacaa
cacgggaacc
tgagtctcac
ctaacggaca
gettettect
tctectgetce

ttagcccagg

antibody

<400> 155
aagcttgcca

gtgcactcac
gtgaaaataa
aagcaggccc
tctaggaaty
acagcttacc
cgcggeactg
actaagggcc
gctgcactygyg
agcggageat
tactcactgt
tgtaacgtca
tgtgataaga
gtgttcctgt
acctgtgtig

gatggagtcg

ccatggggtg
agattcagct
gttgcaaggc
adggcaagygg
ctgaggagtt
tgcaaatcaa
tcgttgcaga
catcagtttt
gatgcctegt
tgacttcagg
ccagtgtegt
accataaacc
cacatacatg
ttccecccaa
ttgtcgacgt

aggttcacaa

sequencelisting_revised_ascii

atccaacaca
ceccteettgt
acccaaggac
gagccatgaa
tgccaagace
gaccgtgctc
ggctcttcec
ccaggtgtat
ttgtctggte
gccagaaaac
ctactccaag
agtaatgcat

gtgactcgag

Artificial Sequence

gtcatgcata
ggttcaaagt
atccggttac
gctcaaatgg
taagggccgg
caatctgaag
ctggggacaa
cceettgget
taaagattat
tgtgcacact
aaccgtccct
atccaacaca
ccetecttgt
acccaaggac
gagccatgaa

tgccaagacc

aaggtggata
cctgeaccag
actcttatga
gatcccgagg
aagcccaggg
caccaagatt
gctcccattg
acattgcecce
aaggggtttt
aactacaaga
ttgactgtag

gaggctctgce

agaaggttga
agctcctcgg
tctetegtac
ttaaattcaa
aggagcaata
ggctcaatgg
agaaaactat
catctagaga
acccttctga
caactececcce
acaagtctag

acaatcacta

accaaagagce
aggtccatct
tccagaggtc
ctggtacgtg
taattctaca
aaaagagtac
ctccaaagece
cgagctgacc
cattgctgta
agtgctggac
atggcagcaa

tacccagaaa

Full-Tength heavy chain polynucleotide sequences; chCb37-12

atcctettte tggtcgctac tgctaccggt

ggcccagagce
actttcacaa
atggygttgga
tttgccttca
tatgaggata
ggtaccacct
ccaagttcta
ttcecctgagce
tttccecgetyg
tctagcagect
aaggtggata
cetgeaccag
actcttatga
gatcccgadg

aagcccaggg
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tgaaaaagcc
agtacggcat
tcaataccaa
gcctggagac
cagcaaccta
tgactgtatc
aatccacaag
ctgtgacagt
tgttgcagtc
tgggaaccca
agaaggttga
agctcctegg
tctetegtac
ttaaattcaa

aggagcaata

aggggaaaca
gaactgggtc
cactggcgag
aagtgccagc
tttctgegge
cagtgecagce
cggtggaaca
gagctggaat
ctccggtetg
gacctacatc
accaaagagce
aggtccatct
tccagaggtc
ctggtacgtg

taattctaca

720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1410

60
120
180
240
300
360
420
480
540
600
660
720
780
340
900
960



tatcgggtag
aagtgcaagg
adggggcagc
aagaaccagg
gagtgggagt
agcgacgygga
ggaaacgttt
tcactgtccc
<210>
<211>
<212>
<213>

<220>
<223>

156
DNA

1425

tgagcgttct
tgtccaacaa
cacgggaacc
tgagtctcac
ctaacggaca
gcttcticct
tctectgetc

rtagcccagg

antibody

<400> 156
aagcttgcca

gtccattccc
ctctccctga
atcagacaat
accgattaca
caattttttc
aggggctact
gtgagcgctg
acaagcggtg
acagtgagct
cagtecteeg
acccagacct
gttgaaccaa
ctcggaggtc
cgtactccag
ttcaactggt
caatataatt
aatggaaaag
actatctceca

agagacgagc

ccatgggcetg
aagtgcaact
cctgcactgt
ttccecgggaa
atccttccect
tccgectcag
atggatatgg
cctctaccaa
gaacagctgc
ggaatagcgg
gtctgtactc
acatctgtaa
agagctgtga
catctgtgtt
aggtcacctg
acgtggatgg
ctacatatcg
agtacaagtg
aagccaaggg

tgaccaagaa

sequencelisting_revised_ascii

gaccgtgctc
ggctcttecc
ccaggtgtat
ttgtectggte
gccagaaaac
ctactccaag
agtaatgcat

gtgactcgag

Artificial Sequence

gagttgtatc
ccaggaatct
tacaggatac
caagttggaa
caagagccga
ctctgtgact
tgcatggttc
gggcccatca
actgggatgce
agcattgact
actgtccagt
cgtcaaccat
taagacacat
cctgtttccee
tgttgttgtc
agtcgaggtt
ggtagtgagce
caaggtgtce
gcagecacgy

ccaggtgagt

caccaagatt
gctcccattg
acattgcccce
aaggggtttt
aactacaaga
ttgactgtag

gaggctctge

ggctcaatgg
agaaaactat
catctagaga
acccttctga
caactccccec
acaagtctag

acaatcacta

aaaagagtac
ctccaaagcc
cgagctgacc
cattgctgta
agtgctggac
atggcagcaa

tacccagaaa

Full-Tength heavy chain polynucleotide sequences; chCD37-38

attctgtttt tggtggccac cgccactgga

ggccctgacc
tcaatcacat
tggatggcett
atctctatca
accgaagata
gtctattggg
gttttccect
ctcgttaaag
tcaggtgtgc
gtcgtaaccg
aaaccatcca
acatgccctc
cccaaaccca
gacgtgagcc
cacaatgcca
gttctgaccg
aacaaggctc
gaaccccagg

ctcacttgtc
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tggttaagcc
caggctttgy
acattctgta
ccagggatac
ccgctactta
gccagggaac
tggctecaag
attatttccce
acacttttec
tcecttctag
acacaaaggt
cttgtcctgce
aggacactct
atgaagatcc
agaccaagcc
tgcteccacca
ttececgetece

tgtatacatt

tggtcaaggg

atctcagagc
ctggcactgg
tagcgggygt
aagcaagaac
ctattgtgcc
cctagtgact
ttctaaatcc
tgagectgtg
cgctgtgtty
cagcttggga
ggataagaag
accagagetc
tatgatctct
cgaggttaaa
cagggaggag
agattggctc
cattgagaaa
gceecceatet

gttttaccct

1020
1080
1140
1200
1260
1320
1380
1410

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200



tctgacattg
cccecagtgce
tctagatggce

cactataccc

<210> 157

<211> 1425

<212> DNA

sequencelisting_revised_ascii
ctgtagagty ggagtctaac ggacagccag aaaacaacta caagacaact

tggacagcga cgggagcttc ttcctctact ccaagttgac tgtagacaag
agcaaggaaa cgttttctcc tgctcagtaa tgcatgaggc tctgcacaat

agaaatcact gtcccttagc ccagggtgac tcgag

<213> Artificial Sequence

<220>

<223> Full-length heavy chain polynucleotide sequences; huCb37-38

antibody

<400> 157
aagcttgcca

gtccactcac
ctcagtctca
attaggcagt
accgattaca
cagtttttcc
cggggttact
gtgagcagcg
acaagcggtg
acagtgagct
cagtcctcceg
acccagacct
gttgaaccaa
ctcggaggtc
cgtactccag
ttcaactggt
caatataatt
aatggaaaag
actatctcca
agagacgagc
tctgacattg
ccecccagtge
tctagatgge

cactataccc

ccatgggttg gagctgeatc attcttttco tggtcgctac tgcaactgga
aggtccagcet gcaagagtcc ggtcctgggce ttgtgaaacc cagccagtec
cctgtactgt ctctggctac tctattacca gtgggttcgg ctggcattgg
ttcccggtaa ggggetggag tggatggcat atatcctgta cagcggagga
acccaagrtct gaagagcagg atcagcatta cccgggacac aagcaaaaac
ttcggctgtc tagtgttaca gctgcagaca ccgctactta ctattgtgct
atggctatgg ggettggttt gtgtattggg gacaaggcac tcttgtgacc
cctcaacaaa gggoccatca gtitttcccct tggctccaag ttctaaatcec
gaacagctgc actgggatgc ctcgttaaag attatttccc tgagcctgtg
ggaatagcgg agcattgact tcaggtgtge acacttttcc cgctgtgttg
gtctgtactc actgtccagt gtcgtaaccg tcccttctag cagcttggga
acatctgtaa cgtcaaccat aaaccatcca acacaaaggt ggataagaag
agagctgtga taagacacat acatgccctc cttgtcctgc accagagctc
catctgtgtt cctgtttccc cccaaaccca aggacactct tatgatctcet
aggtcacctg tgttgttgtc gacgtgagecc atgaagatcc cgaggttaaa
acgtggatgg agtcgaggtt cacaatgcca agaccaagcc cagggaggad
ctacatatcg ggtagtogagc gttctgaccg tgctccacca agattggctc

agtacaagtg caaggtgtcc aacaaggctc ttcccgctec cattgagaaa

aagccaaggg gcagccacgg gaaccccagg tgtatacatt gcccccatct

tgaccaagaa ccaggtgagt ctcacttgtc tggtcaaggg gttttaccct

ctgtagagtg ggagtctaac ggacagccag aaaacaacta caagacaact

tggacagcga cgggagcttc ttcctctact ccaagttgac tgtagacaag

agcaaggaaa cgttttctce tgctcagtaa tgcatgaggce tctgcacaat

agaaatcact gtcccttagc ccagggtgac tcgag
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1260
1320
1380
1425

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1425



sequencelisting_revised_ascii

<210> 158

<211> 1425

<212> DNA

<213> Artificial Sequence

<220> ) )

<223> Full-Tength heavy chain polynucleotide sequences; hucD37-50
antibody

<400> 158

dagcttgcca ccatggggtyg gtcoctgeata atccttttoe tggttgctac tgctaccgga 60

gtccattcac aggtgcagct gcaggagtcc ggeccccggcec tgctcaagec ttctcagagt 120

ctgagtctga cttgtactgt ttctggctac agcataacca gcggtttcgc ttggcactgg 180

atcagacagc atcccggcaa caaactggag tggatgggat acatactgta ctcaggcetca 240

actgtctatt ccccctecct gaaatcccgg atcagtatta cccgtgacac ttctaagaac 300

catttttttc tgcagctgaa cagcgttacc gcagctgaca ctgcaaccta ctactgtgec 360

cggggatatt atggatacgg agcettggttc gettactggg gccaaggeac cctcgtaact 420

gtgagtgctyg cticcaccaa gggcccatca gttttcccet tggectccaag ttctaaatcce 480

acaagcggtg gaacagctgc actgggatgc ctcgttaaag attatttccc tgagcctgtyg 540

acagtgagct ggaatagcgg agcattgact tcaggtgtgc acacttttcc cgetgtgttg 600

cagtcctceg gtctgtactc actgiccagt gtcgtaaccg tcccttctag cagettggga 660

acccagacct acatctgtaa cgtcaaccat aaaccatcca acacaaaggt ggataagaag 720

gttgaaccaa agagctgtga taagacacat acatgccctc cttgtcctgce accagagctce 780

ctcggaggtc catctgtgtt cctgtttccC cccaaaccca aggacactct tatgatctct 840

cgtactccag aggtcacctyg tgttgttgtc gacgtgagcc atgaagatcc cgaggttaaa 800

ttcaactggt acgtggatgg agtcgaggtt cacaatgcca agaccaagcc cagggaggag 960

caatataatt ctacatatcg ggtagtgagce gttctgaccg tgctccacca agattggcete 1020

aatggaaaag agtacaagtg caaggtgtcc aacaaggctc ttcccgetco cattgagaaa 1080

actatctcca aagccaaggg gcagccacgg gaaccccagg tgtatacatt gcocccccatct 1140

agagacgagc tgaccaagaa ccaggtgagt ctcacttgtc tggtcaaggg gttttaccct 1200

tctgacattg ctgtagagtg ggagtctaac ggacagecag aaaacaacta caagacaact 1260

c¢ccecagtge tggacagega cgggagettc ttoctctact ccaagttgac tgtagacaag 1320

tctagatggc agcaaggaaa cgttttctce tgetcagtaa tgcatgagge tctgcacaat 1380

cactataccc agaaatcact gtcccttagc ccagggtgac tcgag 1425

<210> 159

<211> 1425

<212> DNA

<213> Artificial Sequence

<220> )

<223> Full-Tength heavy chain polynucleotide sequences; hucb37-51
antibody

Page 99



<400> 159
aagcttgeca

gtgcattcag
ctgteectga
attcggcagt
accaattaca
cagtttttce
cgtggctact
gtctcagceg
acaagcggtg
acagtgagct
cagtccteeg
acccagacct
gttgaaccaa
ctcggaggtc
cgtactccag
ttcaactggt
caatataatt
aatggaaaag
actatctcca
agagacgagc
tctgacatty
ccccecagtge
tctagatggc
cactataccc
<210>
<211>
<212>
<213>

<220>
<223>

160
DNA

1425

ccatgggtta
aagttcagtt
cttgtaccgt
ttcecaggeaa
gcecctagect
tacagcttaa
acgggricgg
cctctaccaa
gaacagctgc
ggaatagcgg
gtctgtactc
acatctgtaa
agagctgtga
catctgtgtt
aggtcacctg
acgtggatgg
ctacatatcyg
agtacaagtg
aagccaaggg
tgaccaagaa
ctgtagagty
tggacagcga
agcaaggaaa

agaaatcact

antibedy

<400> 160

sequencelisting_revised_ascii

gtcttgecatc atcctgttcc tggtggccac

ggtggagtcc
gtcaggttat
gggactggaa
gcagggccga
ttcegtgact
agcctggttt
gggcccatca
actgggatgce
agcattgact
actgtccagt
cgtcaaccat
taagacacat
cctgtttecc
tgttgttgtc
agtegaggtt
ggtagtgagc
caaggtgtcc
gcagecacygy
ccaggtgagt
ggagtctaac
cgggagette
cgttttctce

gtcccttage

Artificial Sequence

ggcccagaag
agcatcagca
tggatgggct
atctctatta
gcctctgaca
gtatactgyg
gtttteccect
ctcgttaaag
tcaggtgtgce
gtcgtaaccy
aaaccatcca
acatgccctce
cccaaaccca
gacgtgagcec
cacaatgcca
gttctgaccg
aacaaggetc
gaaccccagg
ctcacttgtc
ggacagccag
ttcctctact
tagctcagtaa

ccagggtgac

tgctgaaacc
gcggetttge
acatccatta
ccagggatag
cagcaactta
gtcagggeac
tggctccaag
attatttccc
acacttttcc
tcecttetag
acacaaaggt
cttgtcctge
aggacactct
atgaagatcc
agaccaagcc
tgctecaccea
tteeccgetec
tgtatacatt
tggtcaaggg
aaaacaacta
ccaagttgac
tgcatgaggc
tcgag

tgccactgge
cggcgaatca
ttggcactag
cagtggctca
ttctattaac
ctattgcgec
cctggtcact
ttctaaatcc
tgagcectgtg
cgctgtgttg
cagcttggga
ggataagaadg
accagagctc
tatgatctct
cgaggttaaa
cagggaggag
agattggctc
cattgagaaa
gccecccatcet
gttttaccct
caagacaact
tgtagacaag

tctgcacaat

Full-Tength heavy chain polynucleotide sequences; huCD37-56

aagcttgcca ccatggggtg gagctgeatt atcctgttcc tcgtcgecac cgcaaccgge

gtccactccc aggtgcagct gcaagaaage gggccaggat tggtaaaacc ttcccagtct

ctgagtctta cttgtaccgt atctggatac agtatcacat ctggcttcge ctggcattgg

attcgccagt ttcccggeaa ggggettgag tggatggggt atattcatta ttctggaggt

page 100

60
120
180
240
300
360
420
480
540
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960
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1080
1140
1200
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1320
1380
1425

60
120
180
240



accaactaca
caattctttt
cggggctact
gtgtctgctg
acaagcggtg
acagtgagct
cagtcctcceg
acccagacct
gttgaaccaa
ctcggaggtc
cgtactccag
ttcaactggt
caatataatt
aatggaaaag
actatctcca
agagacgagc
tctgacattg
ccececagtyge
tctagatgge
cactataccc
<210>
<211>
<212>
<213>

<220>
<223>

161
DNA

1425

accctteect
tgcagcttaa
atgggtttgg
cctccacaaa
gaacagctgc
ggaatagcgg
gtctgtactc
acatctgtaa
agagctgtga
catctgtgtt
agatcacctg
acgtggatag
ctacatatcg
agtacaagtg
aagccaagag
tgaccaagaa
ctgtagagtg
tggacagega
agcaaggaaa

agdaatcact

antibody

<400> 161
aagcttgcca

gttcacagtc
ctcagtcrga
atcaggcagt
acagtgtatt
cagttettcc
cgcggatact
gtttcegecy

acaagcggtg

ccatgggctg
aagtccaact
catgtactgt
tccccggaaa
caccctectt
tccagctgaa
acggatatgg
cctccacaaa

gaacagctgce

sequencelisting_revised_ascii

gaagagtcga
ttcagtgacc
tgcectggttc
gggcccatca
actgggatgc
agcattgact
actgtccagt
cgtcaaccat
taagacacat
cctgrtteec
tgttgttgtc
agtcgaggtt
ggtagtgagc
caaggrgtcc
gcagccacgg
ccaggtgagt
ggagtctaac
cgggagettc
cgttttctee

gtcecttage

Artificial Sequence

gagctgcatc
gcaggagagc
gagcggctac
aggtctggag
gaaatctagg
ctcegteace
cgcatggttce
gggcccatca

actgggatgc

gtctcaatta
gctgeccgaca
gcctactagg
gttttcecet
ctcgttaaag
tcaggtgtgc
gtcgtaaccg
aaaccatcca
acatgccctc
cccaaaccea
gacgtgagcc
cacaatgcca
gttctgaccg
aacaaggctc
gaaccccagg
ctcacttgtic
ggacagccag
ttcctctact
tgctcagtaa

ccagggtgac

ccagggacac
ccgctactta
gccaggggac
tggctccaag
attatttccc
acacttttcc
tceccttctag
acacaaaggt
cttgtectgce
aggacactct
atgaagatcc
agaccaagce
tgctecacca
ttccegetec
tgtatacatt
tggtcaaggg
daaacaacta
ccaagttgac
tgcatgaggce
tcgag

ttccaagaac
ctactgcgec
cctggtgecc
ttctaaatcc
tgagectgty
cgctgtgttg
cagcttggga
ggataagaag
accagagctc
tatgatctct
cgaggttaaa
cagggaggag
agattggctc
cattgagaaa
gcccccatct
gttttaccct
caagacaact
tgtagacaag

tctacacaat

Full-length heavy chain polynucleotide sequences; huCbD37-57

attctgtttc tggtggccac agcaactggce

ggcceceggac
agcattacct
tggatggggat
atatcaatca
gccgcagaca
gcctattgag
grtrtecect

ctcgttaaag

tcctgaaacc
caggcttege
acattctgta
cacgtgatac
cagcaaccta
gccaggggac
tggctccaag

attatttccce

Page 101

atctcagtca
ttggcattgg
cagcggeagt
aagcaaaaat
ttattgtgct
actcgtgacc
tictaaatcc

tgagcctgtyg

300
360
420
480
540
600
660
720
780
840
300
960
1020
1080
1140
1200
1260
1320
1380
1425

60
120
180
240
300
360
420
480
540



acagtgagct
cagtccteeg
acccagacct
gttgaaccaa
ctcggaggtc
cgtactccag
ttcaactggt
caatataatt
aatggaaaag
actatctcca
agagacgagce
tetgacatty
cccecagtac
tctagatgge
cactataccc
<210>
<211>
<212>
<213>

<220>
<223>

162
717
DNA

ggaatagcgg
gtctgtactc
acatctgtaa
agagctgtga
catctgtgtt
aggtcacctg
acgtggatgg
ctacatatcg
agtacaagtg
aagccaaggg
tgaccaagaa
ctatagagtg
tggacagcga
agcaaggaaa

agaaatcact

antibody

<400> 162
gaattcgeca

gatgccagat
gaaactgtca
cagcagaaac
ggtgtgccat
agcctgeagt
acgttcggtg
atcttececege
aataacttct
ggtaactccc
agcaccctga

acccatcagg

<210> 163

ccatgagtgt
gtgacatcca
ccatcacatg
agggaaaatc
caaggttcag
ctgaagattt
gaggcaccaa
catctgatga
atcccagaga
aggagagtgt
cgctgagcaa

gcctgagete

sequencelisting_revised_ascii

agcattgact
actgtccagt
cgtcaaccat
taagacacat
cctgttteec
tgttgttgtc
agtcgaggtt
ggtagtgagc
caaggtgtcec
gcagccacgyg
ccaggtgagt
ggagtctaac
cgggagcettce
cgttttctcc

gtcccttagc

Artificial sequence

gcccactcag
gatgactcag
tcgagcaagt
tcctcagete
tggcagtgga
tgggacttat
gctggaaatc
gcagttgaaa
ggccaaagta
cacagagcag
agcagactac

gcecegtcaca

tcagatgtgc
gtcgtaaceg
aaaccatcca
acatgcccte
cccaaaccca
gacgtgagcc
cacaatgcca
gttctgaccg
aacaaggctc
gaaccccagg
ctcacttgtc
ggacagccag
ttcctctact
tgctcagtaa

ccagggtgac

gtcctggyggt

tctecagect
gagaatattc
ctggtcaatg
tcaggeacac
tactgtcaac
aaacgtacgg
tctggaactg
cagtggaagg
gacagcaagq
gagaaacaca

aagagcttca

acacttttcc
tcccttetag
acacaaaggt
cttgtcctge
aggacactct
atgaagatcc
agaccaagcc
tgctcecacca
ttccegetec
tgtatacatt
tggtcaaggg
aaaacaacta
ccaagttgac
tgcatgaggc
tcgag

tgctgetget
ccctrrctyt
gcagtaattt
ttgcaacaaa
agtattcecct
attattgggg
tggctgcacc
cctctgttgt
tggataacge
acagcaccta

aagtctacgce

acaggggaga
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cgctgtgttg
cagcttggga
ggataagaag
accagagctc
tatgatctcet
cgaggttaaa
cagggaggag
agattggctc
cattgagaaa
gCCCCC&tCt
gttttaccct
caagacaact
tgtagacaag

tctgcacaat

Full-Tength 1ight chain polynucleotide sequences; chCD37-3

gtggcttaca
atctgtggga
agcatggtat
cttagcagat
caagatcaac
tactacgtgg
atctgtcttc
gtgcctgetyg
cctccaatcg
cagcctcagce
ctgcgaagtc

gtgttag

600
660
720
780
340
900
960
1020
1080
1140
1200
1260
1320
1380
1425

60
120
180
240
300
360
420
480
540
600
660
717



<211>
<212>
<213>

<220>
<223>

714
DNA

sequencelisting_revised_ascii

Artificial Sequence

and hucb37-3v1l.1 antibody

<400> 163
gaattcgcca

gttcactctg
cgcgtaacaa
Caadagccag
gtgccttcac
ctccaaccag
ttcggtcaag
ttccecgecat
aacttctatc
aactcccagy
accctgacgc
catcagggcc
<210>
<211>
<212>
<213>

<220>
<223>

164
726
DNA

ccatgggttig
atatacaaat
tcacctgtag
gtaagtcacc
gattctctygg
aagatttcgg
gtactaagct
ctgatgagca
ccagagagge
agagtgtcac
tgagcaaagc

tgagctegece

antibody

<400> 164
gaattcgeca

gttcatagtg
cgtgccacca
tactggttte
ctcgecageg
aacatccacc
attccttaca
tctgtcttca
tgcctgetga
ctccaatcgg
agccrcagea

tgcgaagtca

ccatgggttg
atattgtact
tctectgecy
aacagaagcc
gcgttcccge
ccgttgagga
cctttggagg
tcttccegec
ataacttcta
gtaactccca
gcaccctgac

cccatcaggg

gtcctgeatc
gactcaaagc
agctagtgaa
taagctcctc
ttcaggttcc
tacatattac
ggaaatcaag
gitgaaatct
caaagtacag
agagcaggac
agactacgag

cgtcacaaag

Artificial seguence

gtcctgtata
cactcagtca
ggccetcacag
aggacagccc
tagattctct
agaggatacc
aggaacaaag
atctgatgag
tcccagagag
ggagagtgtc
gctgagcaaa

cctgagcteyg

Full-Tength Tight chain polynucleotide sequences; hucp37-3v1.0

atcttgtttc tcgtggccac agccaccggt

ccttecagtt
aacatccgca
gtgaatgttg
ggtaccgatt
tgtcaacact
cgtacggtgg
ggaactgect
tggaaggtgg
agcaaggaca
aaacacaaag

agcttcaaca

atcctgttct
ccagccagte
tccgtgagea
cctaagctge
ggttceggta
gcecacttact
ctcgaaatta
cagttgaaat
gccaaagtac
acagagcagg
gcagactacg

cccgtcacaa

Page 103

tgagcgtaag
gtaatctcge
ctaccaacct
attcacttaa
actgggygtac
ctgcaccatc
ctgttgtgtg
ataacgccect
gcacctacag

tetacgectg

ggggagagtyg

tggtggecac
tggcagtgtc
ctagctctta
tgatcaagta
gcggaactga
attgtcaaca
agcgtacggt
ctggaactgc
agtggaaggt
acagcaagga
agaaacacaa

agagcttcaa

tgtgggtgaa
atggtaccaa
cgctgatggt
gatcaactca
gacctggaca
tgtcttcatc
cctgctgaat
ccaatcgggt
cctcageage
cgaagtcacc

ttag

Full-length Tight chain polynucleotide sequences; chcD37-12

cgctactggc
cctgggecag
Ttcctatcte
cgcetccaac
tttcactttg
ctcttgggag
ggctgcacca
ctctgttgty
ggataacgcc
cagcacctac

agtctacgcc

caggggagag

60
120
180
240
300
360
420
480
540
600
660
714

60
120
180
240
300
360
420
480
540
600
660
720



tgttag

<210>
<Z211>
<212>
<213>

<220>
<223>

165
711
DNA

antibody

<400> 165
gaatt cgcca

gttcattctc
aaagtgacaa
aagtcaggta
cctgccaggt
gaagctgaag
ggtggcggaa
ccgccatctyg
ttctatceca
tcccaggaga
ctgacgctga
cagggcctga
<210>
<211>

<212>
<213>

166
711
DNA,

<220>
<223>

ccatgggctg
agattgtgct
tgacatgtag
ccagtcccaa
tcageggagg
atgctgcetac
caaagctgga
atgagcagtt
gagaggccaa
gtgtcacaga
gcaaagcaga

gctegeecgt

antibody

<400> 166

sequencelisting_revised_ascii

Artificial Sequence

gtcctgtatc
gacccaatca
cgctagetet
gcgttggatc
tgggteeggce
ttattattgt
gatcaagcgt
gaaatctgga
agtacagtgg
gcaggacagc
ctacgagaaa

cacaaagagc

Artificial Sequence

atcctgtttce
ccagctatta
tctgtgactt
tacgacacat
accagttatt
caacaatgga
acggtggctg
actgcctctyg
aaggtggata
aaggacagca
cacaaagtct

ttcaacaggy

gaattcgcca ccatgggatg gtcctgcatt attctgttct

gttcactctg
cgggtgacca
aaacccggta
cctgccagat
gaagctgaag
ggcggeggaa
ccgecatctg
ttctatccca

tcccaggaga

acattgtgct
tgacatgctc
cctetecaaa
tttecggygtc
atgcageccac
ccaaactgga
atgagcagtt
gagaggccaa

gtgtcacaga

cacacagtct
tgccagttec
aagatggatc
tgggrctgge
ctattactgt
gataaagcgt
gaaatctgga
agtacagtgg

gcaggacagc

ccagcctcaa
tcecgtgacat
tacgacactt
acttcataca
cagcagtgga
acggtggctg
actgectctyg
aaggtggata

aaggacagca

tcgtggecac
tgtccgctag
acatgcattg
ccaaactggc
cactgaccat
tttctaaccc
caccatctgt
ttgtgtgect
acgcccteca
cctacagect
acgcctgega

gagagtgtta

tggtcgecac
tgtctgettc
atatgcattg
caaagcttgce
gtctgaccat
tttcaaatcc
caccatctgt
ttgtgtgcct
acgcecteca

cctacagcct

Page 104

Full-length Tight chain polynucleotide sequences; chCD37-38

agctacaggt
ccccggegag
gtatcaacag
ctccggagtc
atcctctatg
ccccaccttt
cttcatcttc
gctgaataac
atcgggtaac
cagcagcacc
agtcacccat

g

Full-length 1ight chain polynucleotide sequences; huCb37-38

tgctactggce
cccecggtoag
gtatcagcaa
atcaggegtt
tagttccaty
tcctaccttc
cttcatcttc
gctgaataac
atcgggtaac

cagcagceacce

726

60
120
180
240
300
360
420
480
540
600
660
711

60
120
180
240G
300
360
420
480
540
600



sequencelisting_revised_ascii

ctgacgctga gcaaagcaga ctacgagaaa cacaaagtct acgcctgecga agtcaccceat

cagggcctga gctcgeccgt cacaaagage ttcaacaggg gagagtgtta g

<210>
<211>
<212>
<213>

<220>
<223>

167
711
DNA

antibody

<400> 167
gaattcgcca

gtacatagtg
cgtgtgacca
aagcctggcec
cccgcaaggt
gaagcagagg
ggtcagggta
ccgecatctg
ttctatccca
tcccaggaga
ctgacgctga
cagggcctoga
<210>
<211>
<212>
<213>

<220>
<223>

168
711
DNA

ccatgggttg
agatagtcct
tgacttgcte
aatcccctaa
tctccgaggag
atgcagcaac
caaagctgga
atgagcagtt
gagaggccaa
gtgtcacaga
gcaaagcaga

gctcgeoegt

antibody

<400> 168
gaattcgeca

gtccattccg
cgagtgacta
daacctggac
cctgetaggt
gaggcegaag
gggcagggaa
ccgccatctg

ttctatccea

ccatgggatg
agatagtcct
tgacttgttc
agtctccaaa
tcagcggatc
atgccgcetac
ctaagctgga
atgagcagtt

gagaggccaa

Artificial Sequence

gtcatgecatt attctgttcc tggttgctac

cacccaaagt
tgcaacctca
aaggtggatc
tggcagtgge
ctattattgt
gattaagcgt
gaaatctgga
agtacagtgg
gcaggacagc
ctacgagaaa

cacaaagagc

Artificial Sequence

gagctgtatt
cacccagagce
cgccacttct
gcgttggatt
tgggrctggce
ttactactgt
gatcaaacgt
gaaatctgga

agtacagtgg

cctgetacta
agtgtgacat
tacgatactt
accagttata
cagcagtggt
acggtggceryg
actgcctctg
aaggtggata
aaggacagca
cacaaagtct

ttcaacaggg

attctgttec
cccgcaacca
tcagttacct
tacgacacct
acaagttatt
cagcagtgga
acggtggctg
actgcctctyg

aaggtggata
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tgtctgccag
acatgcattg
ctaatctgec
gtctgaccat
ccgataatcc
caccatctgt
ttgtgtgect
acgccctcca
cctacagect
acgcctgega

gagagtgtta

tggttgctac
tgagtgectc
atatgcattg
ccaacctggc
cactcaccat
gcagcaacecce
caccatctgt
ttgtgtgect

acgecccteca

Full-Tength 1ight chain polynucieotide sequences; hucp37-50

cgcaacagga
cccaggagag
gtatcagcaa
atacggtgtg
cagttcaatg
ccctacreet
cttcatcttc
gctgaataac
atcgggtaac
cagcagcacc

agtcacccat

g

Full-length light chain polynucleotide sequences; huCD37-51

tgctactggce
ccctggggag
gtatcagcag
ttcaggagtt
tagttccatg
ccctacattce
cttcatcttc
gctgaataac

atcgggtaac

660
711

60
120
180
240
300
360
420
480
540
600
660
711

60
120
180
240
300
360
420
480
540



sequencelisting_revised_ascii

tcccaggaga gtgtcacaga gcaggacage aaggacagca cctacagect cagcagcacc

ctgacgctga gcaaagcaga ctacgagaaa cacaaagtct acgcctgcga agtcacccat

cagggcctga gcotcgceccgt cacaaagagc ttcaacaggg gagagtgtta g

<210>
<211>
<212>
<213>

<220>
<223>

169
711
DNA

Artificial Sequence

antibody

<400> 168
gaattcgcca

gttcactctg
aaggtcacaa
aagcctgacc
ccectececget
gdaagccgagg
ggacagggaa
ccgccatctg
ttctatccca
tcccaggaga
ctgacgctga
cagggcctga
<210>
<211>
<212>
<213>

<220>
<223>

170
711
DNA

ccatgggctg gtcctgtatc

atattgtcct gacacagagt
tgacttgttc agcttectcec
agagtcctaa gaggtggatc
tttcaggcgy cggaagcegga
acgctgctac atattactgc
caaaattgga aattaagcgt
atgagcagtt gaaatctgga
gagaggccaa agtacagtgg
gtgtcacaga gcaggacagc
gcaaagcaga ctacgagaaa

gctcgecegt cacaaagagce

Artificial Ssequence

antibody

<400> 170

atcctgttte
ccagecttica
tccgtcacat
tatgatacaa
actgactata
cagcaatgga
acggrggctg
actgcctctg
aaggtggata
aaggacagca
cacaaagtct

ttcaacaggyg

gaattcgeca ccatggggtg gtcctgtatt atcctgtice

gttcactccg
agagtgacaa
aaaccaggac
cctgeecget
gaagccgagg
gggcagggaa

ccgecatctg

agatcgtgtt gactcagagc
tgacttgttc cgccacaagt
agagtccccg tegtiggatt
tttctggtag tggatctggy
acgccgctac atactactge
Ccaaattgga gatcaaacgt

atgagcagtt gaaatctgga

ccagccacca
tctgtaacct
tatgatacct
acticctata
cagcagtgga
acggtggctg
actgcctetg

tggtggcaac
tgagtgcttc
acatgcattyg
gcaatctggc
gcecttaccat
tcagcgaccc
caccatctgt
ttgtgtgect
acgccctceca
cctacagect
acgecctgega

gagagtgtta

tggtcgcaac
tgtccgcttc
acatgcattg
ctaacctggce
gccttaccat
gtgataacce
caccatctgtr

ttgtgtgect
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Full-Tength light chain polynucleotide sequences; huCD37-56

cgctactggg
tcccggagaa
gtaccagcag
ttceggtgtc
ctcctcaatg
tcctactttc
cttcatcttc
gctgaataac
atcgggtaac
cagcagcacc
agtcacccat

g

Full-Tength Tight chain polynucleotide sequences; huCD37-57

cgccacagge
ccceggggag
gtaccagcaa
ttcaggcgtt
aagctctatg
cccecaccttce
cttcatcttc

gctgaataac

600
660
711

60
120
180
240
300
360
420
480
540
600
660
711

60
120
180
240
300
360
420
480



sequencelisting_revised_ascii
ttctatccca gagaggccaa agtacagtgy aaggtggata acgccctcca atcgggtaac

tcccaggaga gtgtcacaga gcaggacage aaggacagca cctacagect cagcagcace
ctgacgctga gcaaagcaga ctacgagaaa cacaaagtct acgcctgega agtcacccat

cagggcctga getcgeccgt cacaaagagc ttcaacaggg gagagtgtta g

<210> 171

<21l> 32

<212> DNA

<213> Artificial Sequence
<220>

<223> Degenerate primer EcoMHl

<220>

<221> misc_feature
<222> (13)..(13)
<223> s is g orc

<220>

<221> misc_feature
222> (15)..(15)
<223> risaorg

<220>

<221> wmisc_Teature
<222> (18)..(18)

<223> nis g, a, torc

<220>

<221> misc_fTeature
<222> (19..19)
<223> m is a or ¢

<220>

<221> misc_feature
<222> (25)..(025)
<223> s i1s gor c

<220>

<221> misc_feature
<222> (28)..(28)
<223> s is gorc

<400> 171
cttccggaat tcsargtnma gctgsagsag tc

<210> 172

<211> 35

<212> DNA

<213> Artificial Sequence
<220>

<223> Degenerate primer ECOMHZ2

<220>

<221> misc_feature
<222> (13)..(13)
<223> s is g or c

<220>
<221> misc_feature

page 107

540
600
660
711

32



<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

sequencelisting_revised_ascii

(15)..(15)
risaorg

misc_feature
(18)..(18)
nis g, a, tor c

misc_feature
(19)..(19)
mdis a or ¢

misc_feature
(25)..(025)

s is gor c

misc_feature
(28)..(28)
s is gor c

misc_feature

(33)-.333)
w1s a or t
172

cttceggaat tcsargtnma gctgsagsag towgg

<210>
<211>
<212>
<213>

<220>
<223>

<d400>

173
36
DNA
Artificial sequence

Degenerate primer BamIgGl

173

ggaggatcca tagacagatg ggggtgtcgt tttggc

<210>
<211l>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

174
31
DNA
Artificial Sequence

Degenerate primer SacIMK

misc_Teature
(10)..(10)
y is cor t

misc_Teature
(17)..07"
mis a or c

misc_Ffeature
(19..019
s is g or c

Page 108

35

36



sequencelisting_revised_ascii
<220>
<221> misc_Ffeature
<222> (22)..(22)
<223> m is a or c

<220>

<221> misc_feature
<222> (25)..(25)
<223> r is aorg

<220>

<221> misc_feature
<222> (26)..(26)
<223> wis aor t

<220>

<221> misc_feature
<222> (28)..(28)
<223> m is a or c

<400> 174

ggagctcgay attgtgmtsa cmcarwctmc a 31
<210> 175

<211> 46

<212> DNA

<213> Artificial sequence

<220>

<223> Degenerate primer HindKL

<400> 175

tatagagctec aagcttggat ggtgggaaga tggatacagt tggtgc 46
<210> 176

<211> 16

<212> PRT

<213> Artificial sequence

<220>

<223> Kabat Defined CD37-3 HC CDR2 for Murine

<220>

<221> MISC_FEATURE

<222> (10)..(186)

<223> Portion of the Kabat heavy chain CDRZ not considered a CDR for
resurftacing

<400> 176

val Ile Trp Gly Asp Gly Ser Thr Asn Tyr His Ser Ala Leu Lys Ser
1 5 10 15
<210> 177

<211l> 16

<212> PRT

<213> Artificial sequence

<220>

<223> Kabat Defined €D37-3 HC CDRZ2 fTor Human

<220>
<221> MISC_FEATURE

Page 109
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<222> (10)..(16) )
<223> Portion of the Kabat heavy chain CDR2 not considered a CbrR for
resurfacing

<400> 177

val Ile Trp Gly Asp Gly Ser Thr Asn Tyr His Pro Ser Leu Lys Ser
i 5 10 15
<210> 178

<211l> 16

<212> PRT

<213> Artificial Sequence

<220>
<223> Kabat Defined CD37-50 HC CDRZ2 for Murine

<220>

<221> MISC_FEATURE

<222>  (10)..(16) _ _

<223> Portion of the Kabat heavy chain CDR2 not considered a (DR for

resurfacing
<400> 178
Tyr Ile Leu Tyr Ser Gly Ser Thr val Tyr Ser Pro Ser Leu Lys Ser
1 5 10 15
<210> 179
<211> 16
<212> PRT

<213> Artificial Sequence

<220>
<223> Kabat befined CD37-50 HC CDRZ Tor Human

<220>

<221> MISC_FEATURE

<222> (10)..(16)

<223> Portion of the Kabat heavy chain CDRZ not considered a CDR for
resurfacing

<400> 179

Tyr Ile Leu Tyr Ser Gly Ser Thr val Tyr Ser Pro Ser Leu Lys Ser
1 5 10 15
<210> 180

<211> 281

<212> PRT

<213> Artificial Sequence

<220>

<223> hcb37-M1

<400> 180

Met Ser Ala Gln Glu Ser Cys Leu Ser Leu Ile Lys Tyr Phe Leu Phe
1 5 10 15

val rhe Asn Leu Phe Phe pPhe val Leu Gly Ser Leu Ile Phe Cys pPhe
25 30
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Gly

Leu

Gly

65

Lys

Leu

val

Ser

Tyr

145

Trp

val

Leu

Arg

Ile

225

Asn

Leu

val

Ile

Ala

50

Ile

Glu

Phe

Arg

Tyr

val

Phe

Pro

Asp

Ser

210

Tyr

Leu

Gly

Tyr

<210>
<211>

Trp

35

Phe

Phe

Leu

Ala

Leu

115

Arg

Gln

Gln

cys

Lys

195

Arg

Arg

Ile

Phe

Asn
275

181
281

Ie

val

Thr

Arg

Thr

100

Glu

Thr

Phe

val

Ser

180

val

His

Glu

ser

Met

260

Arg

Leu

Pro

Met

Arg

Asn

G1n

Leu

165

Cys

Ile

ser

Gly

Ile

245

Thr

Leu

Ile

Leu

Gly

70

Leu

Ile

Arg

Pro

Leu

150

Ile

TYr

Leu

Ala

Cys

230

val

Leu

Ala

sequencelisting_revised_ascii

Asp Lys Thr Ser Phe val Ser Phe

GIn

55

Ile

Leu

Thr

val

Leu

Asn

Pro

ASp

Ala

Gly

Ser

Arg

40

Ile

Ala

Gly

Leu

Gln

120

Glu

Cys

Arg

Leu

Gln

200

Ile

Gln

Ile

Ile

Tyr
280

Trp

Leu

Leu

Thr

Cys

Gly

Ser

185

Leu

Cys

Gly

Cys

Phe

265

Arg

ser

Leu

Tyr

90

Ile

Leu

Ala

Gly

Asn

170

Ala

Ser

Ala

Leu

L.eu

250

Leu

Lys

Gly

75

Phe

Leu

val

Ala

Gly

Thr

Arg

val

Gin

235

Gly

Cys

val

60

Cys

Gly

Ile

Leu

Glu

140

His

ser

Asn

Leu

Pro

220

Lys

val

Arg

Page 111

45

Leu

val

Met

Ser

Arg

Glu

Tyr

Glu

AsSp

Trp

Gly

Asn

Ala

Gly

Leu

Thr

110

Thr

Ser

Pro

Ala

Ser

190

His

Glu

Leu

L.eu

Leu
270

val

Ile

Ala

Leu

95

Gln

Ile

Trp

Gln

His

175

Thr

Leu

ser

His

L.eu

255

Asp

Gly

Ser

Leu

80

Leu

Arg

GIn

ASp

Asp

160

Arg

Ile

Ala

Asn
240

Glu

His



<Z212>
<213>

<220>
<223>

<400>

Met Ser
1

val phe
Gly Ile

Leu Ala
50

Gly Ile
65

Lys Glu
Leu Phe
Ala GIn

Lys Tyr
130

Tyr Ala
145

Trp Asn
val Pro
Leu Asp
Arg Ser

210

Ile Tyr
225

PRT

sequencelisting_revised_ascii

Artificial sSequence

hCb37-m2

181

Ala

Asn

Trp

35

Phe

Phe

Leu

Ala

Leu

115

Gly

Gln

Lys

Cys

LYS

195

Arg

Arg

GIn

Leu

20

Ile

val

Thr

Arg

Thr

100

Glu

Thr

Phe

Ala

ser

180

val

Glu

Glu

Phe

Leu

Pro

Met

Cys

85

Gin

Arg

Asn

GIn

GIn

165

Cys

Ile

ser

Gly

Ser

rhe

Ile

Leu

Gly

70

Leu

Ile

Ser

Pro

Leu

150

Met

Tyr

Leu

Ala

Cys
230

Cys

Phe

Asp

Glin

55

Ile

Leu

Thr

Leu

Glu

135

Arg

Leu

Asn

Pro

Asp

Ala

Leu

val

Lys

40

Ile

Ala

Gly

Leu

Arg

Glu

cys

Lys

Leu

GIn

200

Ile

GlIn

ser

Leu

25

Thr

Trp

Leu

Leu

Asp

Thr

Cys

Ala

ser

185

leu

Cys

Gly

Leu

10

Gly

Ser

ser

Leu

Tyr

90

Ile

val

Ala

Gly

Asn

170

Ala

ser

Ala

Leu

Ile

Ser

Phe

Lys

Gly

75

Phe

Leu

val

Ala

Thr

Arg

val

Gin
235

Lys

Leu

val

val

60

Cys

Gly

Ile

Glu

Glu

140

GlIn

ser

Asn

Leu

Pro

220

Lys

Page 112

TYr

ITe

Ser

45

Leu

val

Met

ser

Lys

125

Glu

Ser

Glu

Asp

Gly

Ala

Trp

Phe

Phe

30

Phe

Ala

Gly

Leu

Thr

110

Thr

Ser

Pro

Glu

Ser

190

His

Glu

Leu

Leu

15

Cys

val

Ile

Ala

Leu

95

Glin

Ile

Trp

Arg

Pro

175

Thr

Leu

Ser

His

Phe

Phe

Gly

Ser

Leu

30

Leu

Arg

Gln

Asp

Asp

160

Arg

Ile

His

Asn
240



245

sequencelisting_revised_ascii
Asn Leu Ile ser Ile val Gly Ile Cys Leu Gly val Gly Leu Leu Glu

250

255

Leu Gly Phe Met Thr Leu Ser Ile Phe Leu Cys Arg Asn Leu Asp His

260

265

val Tyr Asn Arg Leu Ala Arg Tyr Arg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

275

182
281
PRT

Artificial Sequence

hcp37-m3

182

Met Ser Ala GlIn
1

val Phe
Gly ITe
Leu Ala
50

Gly Ile
65

Lys Glu
Leu Phe
Ala Gin
Lys Tyr
Tyr val
145

Trp Phe

val Pro

Asn

Trp

35

Phe

Phe

Leu

Ala

Leu

115

Gln

Gln

Cys

Leu

20

Ile

val

Thr

Arg

Thr

100

Glu

Thr

Phe

val

Ser
180

Glu

Phe

Leu

Pro

Met

Cys

85

Gln

Arg

Asn

Gln

Leu

165

Cys

Ser

Phe

Ile

Leu

Gly

70

Leu

Ile

ser

Pro

Leu

150

Ile

Tyr

Cys

Phe

Asp

Gin

55

Ile

Leu

Thr

Leu

Glu

135

Arg

Leu

Asn

280

Leu

val

Ala

Gly

Leu

Arg

Glu

Cys

Arg

Ser

Ser

Leu

25

Thr

Trp

Leu

Leu

Gly

Asp

Thr

Cys

Gly

Thr
185

Leu

10

Gly

Ser

Ser

Leu

Tyr

90

Ile

val

Ala

Gly

Asn
170

Ile

ser

Phe

Lys

Gly

75

Phe

Leu

val

Ala

Trp

155

Gly

Lys

Leu

val

val

60

Cys

Gly

Ile

Glu

Glu

140

His

Ser

Ala Thr Asn

Page 113

Tyr

Ile

Ser

45

Leu

val

Met

sSer

Tyr

Glu

Asp

270

Phe

phe

30

Phe

Ala

Gly

Leu

Thr

110

Thr

Ser

Pro

Ala

ser
190

Leu

15

Cys

val

Ile

Ala

Leu

95

GlIn

Ile

Trp

Gln

His

175

Thr

Phe

Phe

Gly

Ser

Leu

80

Leu

Arg

Arg

va'l



Phe

Arg

Ile

225

Asn

Leu

val

AsSp

Ser

210

Tyr

Leu

Gly

TYr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Lys

Arg

Arg

Ile

Phe

Asn

275

183
281
PRT

Leu

His

Glu

Ser

Met

260

Arg

Phe

sSer

Gly

Tle

245

Thr

Leu

Phe

Ala

Cys

230

val

Leu

Ala

sequencelisting_revised_ascii

Ser GIn Leu Ser Arg Leu Gly His

Asp
215
Ala
Gly

ser

Arg

Artificial Sequence

hCD37-M45

183

Met Ser Ala

1

val

Gly

Leu

Gly

65

LYyS

Leu

Ala

Phe

Ile

Ala

50

Ile

Glu

Phe

Gin

Asn

Trp

35

Phe

Phe

Leu

Ala

Ley
115

Gln

Leu

20

Ile

val

Thr

Arg

Thr

100

Glu

Glu

Phe

Leu

Pro

Met

cys

85

Gln

Arg

Ser

Phe

Ile

Leu

Gly

70

Leu

Ile

sSer

Cys

rPhe

AsSp

GIn

35

Ile

Leu

Thr

Leu

200

Ile

Gin

Ile

Ile

Tyr
280

Leu

val

Lys

40

Ile

Ala

Gly

Leu

Arg

cys

Gly

Cys

Phe

265

Arg

Ser

Leu

25

Thr

Trp

Leu

Leu

Ala

Leu

Leu

250

Leu

Leu

10

Gly

Ser

ser

Leu

Tyr

90

Ile

val

val

Gly

Cys

Ile

Ser

Phe

Lys

Gly

75

Phe

Leu

val

Pro
220
Lys

val

Arg

Lys

Leu

val

val

60

cys

Gly

Ile

Glu

Page 114

205

Ala

Trp

Gly

Asn

Tyr

Ile

Ser

45

l.eu

val

Met

Ser

LyS
125

Glu

Leu

Leu

Leu
270

rhe

Phe

30

Phe

Ala

Gly

Leu

Thr

110

Thr

Leu

Ser

His

Leu

255

ASp

Leu

15

Cys

val

Ile

Ala

Leu

95

Gln

Ile

Ala

AsSh
240
Glu

His

Phe

Phe

Gly

Ser

Leu

80

Leu

Arg



Lys

TYTr

145

Trp

val

Leu

Lys

Ile

225

Asn

Leu

val

TYr

val

Phe

Pro

ASp

Leu

210

TYr

Leu

Gly

Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gly

Gln

GlIn

Cys

LysS

195

Arg

Arg

Ile

Phe

Asn
275

184
128
PRT
Artificial Sequence

ITe Ser Thr
1

Leu Arg Thr

Giu Glu ser

Gln Ser Pro

50

ser Glu Glu

65

Thr

Phe

val

Ser

180

val

Gln

Glu

Ser

Met

260

Arg

Gln

Ile
20

Pro

Asn

GIn

L.eu

165

Cys

Ile

Thr

Gly

Ile

245

Thr

Leu

muCD37-R176
184

Arg
5

G1n

Trp Asp

Arg Asp

Arg

Pro

Leu

150

Ile

Tyr

Leu

Ala

Cys

230

val

l.eu

Ala

val

Ser

Tyr

Trp

val
70

sequencelisting_revised_ascii
Glu Glu Thr Ala Ala Glu Glu Ser

135

Arg

Leu

Asn

Pro

Asp

Ala

Gly

Ser

Arg

Arg

Tyr

Ala

Asn

55

Pro

Cys

Arg

Leu

Gin

200

Ile

Gln

Ile

Ile

Tyr

Leu

Arg

GlIn

40

Lys

Cys

Cys

Gly

Ser

185

Leu

Cys

ser

Cys

Phe

265

Arg

Glu

Thr

25

Phe

Ala

Ser

Gly

ASN

170

Ala

Ser

Ala

Leu

Leu

250

Leu

Arg
10
Asn

Gin

Gin

Trp

155

Gly

Thr

Arg

l.eu

Gln

235

Gly

Cys

Arg

Pro

Leu

Met

140

His

Ser

Asn

Leu

Pro

220

Lys

val

Arg

val

AsSp

Arg

Leu
60

Cys Tyr Ash
75

page 115

Tyr

Glu

Asp

Trp

Gly

AsSn

Gin

Glu

Cys

45

Lys

ser

Pro

Ala

ser

190

Pro

Lys

Leu

l.eu

Leu
270

Glu

Thr

30

Cys

Ala

Thr

Trp

GlIn

His

175

Thr

Arg

Ala

His

Leu

255

Asp

Leu

15

Ala

Gly

Asn

Ala

AsSp

Asp

Arg

Ile

Ala

His

Asn

240

Glu

His

va’l

Ala

Trp

Glu

Thr
80



sequencelisting_revised_ascii

Ash Asp Ser Thr §§1 Phe Asp Lys Leu Sge Phe Ser GIn Leu

Leu Gly Pro Arg Ala Lys Leu Arg GIn Thr Ala Asp Ile Cys
100 105 110

Pro Ala Lys Ala His Ile Tyr Arg Glu Gly Cys Ala Gln Ser
120

<210
<211>
<212>
<213>

<220>
<223>

<400>

115

185
280
PRT

Artificial Sequence

hCD37mECD-H1

185

Met Ser Ala GIn Glu

1

val phe

Gly Ile

ASn

Trp
35

teu Ala Phe

50

Gly Ile Phe

65

Lys Glu

Leu Phe

Ala GIn

Lys Tyr

Leu
Ala
Leu
115

Gly

Tyr Ala G1In

145

Trp Asn

Lys

Leu

20

Ile

val

Thr

Arg

Thr

100

Glu

Thr

Phe

Ala

5

rhe

Leu

Pro

Met

Cys

Gln

Arg

Asn

Gln

Gin
165

Ser

Phe

Ile

Leu

Gly

70

Leu

Ile

Ser

Pro

Leu

150

Met

Cys

Phe

Asp

GIin

55

Ile

Leu

Thr

Leu

Arg

Leu

Leu

val

Lys

40

Ile

Ala

Galy

Leu

Arg

Glu

Cys

Lys

ser

Leu

25

Thr

Trp

Leu

Leu

Asp

Thr

Cys

Ala

Leu Ile

190

Gly ser

ser Phe

ser Lys

Leu Gly

75

Tyr Phe

ITe Leu

val val

Ala Ala

Gly Trp

Asn Glu
170

Lys

Leu

val

val

60

Cys

Gly

Tle

Glu

Glu

140

GIn

Ser

Page 116

125

TYyr

Ile

ser

45

Leu

val

Met

Ser

ser

Glu

Phe

Phe

30

Phe

Ala

Gly

Leu

Thr

110

Thr

Ser

Pro

Glu

ser
95
Ala

Leu

Leu
15

Cys
val
Ile
Ala
Leu
95

Gln
Ile
Trp

Arg

Pro
175

Arg

Leu

Gln

Phe

Phe

Gly

ser

Leu

80

Leu

Arg

Gln

Asp



val

Phe

Lys

Ile

225

Asn

Leu

Pro

Asp

Leu

210

Tyr

Leu

Gly

Cys

Lys

195

Arg

Arg

Ile

Phe

val Tyr Asn

<210>
<211>
<212>
<213>

<220>
<223>

<400>

get ser Ala GIn Glu

val

Gly

Leu

Gly

65

Lys

Leu

val

Phe

Ile

Ala

50

Ile

Glu

Phe

Arg

275

186
281
PRT

Ser

180

Leu

Gln

Glu

Ser

Met

260

Arg

Cys

Phe

Thr

Gly

Ile

245

Thr

Leu

Tyr

Phe

Ala

Ccys

230

val

Leu

Ala

sequencelisting_revised_ascii
Asn Ser Thr Ala Thr Asn Asp Ser

ser

Asp

215

Ala

Gly

Ser

Arg

Artificial Sequence

hCb37mECD-H2

186

Asn

Trp

35

Phe

Phe

Leu

Ala

Leu
115

Leu

20

Ile

val

Thr

Arg

Thr

100

Glu

5

Phe

Leu

Pro

Met

Cys

85

Gln

Arg

Ser

Phe

Ile

Leu

Gly

70

Leu

Ile

Arg

Cys

Phe

Asp

Gin

55

Ile

Leu

Thr

val

GIn

200

Ile

Gln

Ile

Ile

Tyr
280

Leu

val

Ala

Gly

Leu

Gln
120

185

Leu

Cys

Ser

Cys

Phe
265

ser

Leu

25

Thr

Trp

Leu

Leu

Ser

Ala

Leu

Leu

250

Leu

Leu

10

Gly

Ser

Ser

Leu

Tyr

90

Ile

Arg

Leu

GlIn

235

Gly

Cys

Ile

Ser

Phe

Lys

Gly

75

Phe

Leu

Leu

Pro

220

Lys

val

Arg

Lys

Leu

val

val

60

Cys

Gly

Ile

Leu val Leu

Page 117

Trp

Gly

Asn

Tyr

Ile

ser

45

Leu

val

Met

Ser

Arg

190

Pro

Lys

Leu

Leu

Leu
270

Phe

Phe

30

Phe

Ala

Gly

Leu

Thr

110

Thr

Thr

Arg

Ala

His

Leu

255

ASD

Leu

15

Cys

val

Tle

Ala

Leu

95

Gln

Tle

val

Ala

His

Asn

240

Glu

Phe

Phe

Gly

Ser

Leu

80

Leu

Arg

Gin



Ser

Tyr

145

Trp

val

Phe

Lys

Ile

225

Asn

Leu

val

Tyr

130

val

Phe

Pro

Asp

Leu

210

Tyr

Leu

Gly

Tyr

<210>
<Z211>
<212>
<213>

<220>
<223>

<400>

Arg

Gln

Gin

Cys

Lys

Arg

Arg

Ile

Phe

Asn

275

187
281
PRT

Thr

Phe

val

Ser

180

Leu

Gin

Glu

Ser

Met

260

Arg

Asn

GIn

Leu

165

Cys

Phe

Thr

Gly

Ile

245

Thr

Leu

Pro

Leu

150

Ile

Tyr

Phe

Ala

cys

230

val

Leu

Ala

sequencelisting_revised_ascii

Asp Glu Thr Ala Ala Glu Glu Ser

135

Arg

Leu

Asn

ser

Gly

ser

Arg

Artificial Sequence

hCD37mECD-H3

187

Met Ser Ala GIn Glu Ser Cys

1

5

val pPhe Asn Leu Phe Phe Phe

Gly 1le Trp Ile Leu Ile Asp
35

Leu Ala Phe val Pro Leu Glin

50

55

Cys

Arg

ser

Gin

200

Ile

Gin

Ile

ITe

Tyr
280

Leu

val

Cys

Gly

Thr

185

L.eu

Cys

ser

Cys

Phe

265

Arg

Ser
Leu
25

Thr

Trp

Gly

Asn

170

Ala

ser

Ala

Leu

Leu

250

Leu

Leu
10
Gly

Ser

ser

Trp

155

Gly

Thr

Arg

Leu

Gln

235

Gly

Cys

Ile

sSer

Phe

Lys

140

His

ser

Asn

Leu

Pro

220

Lys

val

Arg

Lys

Leu

val

val
60

pPage 118

Tyr

Glu

ASp

Trp

Gly

Asn

Tyr

Ile

ser

45

Leu

Pro

Ala

ser

190

Pro

Lys

Leu

Leu

Leu
270

Phe

Phe

30

Phe

Ala

Trp

Glin

His

175

Thr

Arg

Ala

His

Leu

255

ASp

Leu

15

Cys

val

Ile

Asp

ASp

ATg

val

Ala

His

Asn
240

Phe

Phe

Gly

Ser



Gly TIle
65

Lys Glu

Leu Phe

val Arg

ser Tyr
130

Tyr Ala
145

Trp Asn

val Pro

Leu ASp

Lys Leu
210

ile Tyr
225

Asn Leu

Leu Gly

val Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Phe

Leu

Ala

Leu

115

Arg

Gln

Lys

Cys

Lys

195

Arg

Arg

Ite

Phe

AsSh

275

188
281
PRT

Thr

Arg

Thr

100

Glu

Thr

Phe

Ala

Ser

180

val

GIn

Glu

Ser

Met

260

Arg

Met

cys

85

Gln

Arg

Asn

G1n

Gln

165

Cys

Ile

Thr

Gly

Tle

245

Thr

Leu

Gly

70

Leu

Ile

Arg

Pro

Leu

150

Met

TYr

Leu

Ala

cys

230

val

Leu

Ala

sequencelisting_revised_ascii
ITe Ala Leu Leu Gly Cys val Gly
75

Leu

Thr

val

Asp

Arg

Leu

Asn

Pro

Gly

ser

Arg

Aartificial Seguence

hCD37mECD-H4

188

Gly

Leu

Gln

120

Glu

Cys

Lys

Leu

GIn

200

Ile

Gln

Ile

Ile

Tyr
280

Leu

Thr

Cys

Ala

ser

185

Leu

Cys

ser

Ccys

Phe

265

Arg

Tvyr

90

Ile

Leu

Ala

Gly

Asn

170

Ala

Ser

Ala

L.eu

Leu

250

Leu

Phe

Leu

val

Ala

Thr

Arg

Leu

Gln

235

Gly

Cys

Gly

Ile

Leu

Glu

140

Gln

ser

AsSn

Leu

Pro

220

Lys

val

Arg

Met

Ser

Arg

Glu

Ser

Glu

ASp

Trp

Gly

ASn

Leu

Thr

110

Thr

Ser

Pro

Glu

Ser

190

Pro

Lys

Leu

Leu

Leu
270

Ala

Leu

95

Glin

ITe

Trp

Arg

Pro

175

Thr

Arg

Ala

His

Leu

255

Asp

Leu

80

Leu

Arg

GIn

Asp

Arg

Ile

His

Asn

240

Glu

His

?et Ser Ala GIn Glu Ser Cys Leu Ser Leu Ile Lys Tyr Phe Leu Phe
10 15

5

Page 119



val

Gly

Leu

Gly

65

Lys

Leu

val

Ser

Tyr

145

Trp

val

Phe

Arg

Ile

225

Asn

Leu

val

Phe

Ile

Ala

50

Ile

Glu

Phe

Arg

Tyr

130

Ala

Asn

Pro

Asp

Ser

210

Tyr

Leu

Gly

Tyr

Asn

Trp

35

Phe

rPhe

Leu

Ala

Leu

115

Arg

Gln

Lys

Cys

LyS

195

Arg

Arg

Ile

Phe

Asn
275

Leu

20

ITe

val

Thr

Arg

Thr

100

Glu

Thr

Phe

Ala

Ser

180

Leu

His

Glu

Ser

Met

260

Arg

Phe

Leu

Pro

Met

Cys

85

Gln

Arg

Asn

Gin

Gln

165

Cys

Phe

Ser

Gly

Ile

245

Thr

Leu

Phe

Ile

Leu

Gly

70

Leu

Ile

Arg

Pro

Leu

150

Met

Tyr

Phe

Ala

cys

230

val

Leu

Ala

sequencelisting_revised_ascii

Phe

ASp

Gin

55

Ile

Leu

Thr

val

Asp

Arg

Leu

Asn

ser

Asp

Ala

Gly

ser

Arg

val

Lys

40

Ile

Ala

Gly

Leu

GlIn

120

Glu

Cys

Lys

Ser

Gln

200

Ile

GlIn

Ile

Ile

Tyr
280

Egu Gly Ser Leu Ile Phe

Thr

Trp

Leu

Leu

Gly

Glu

Thr

Cys

Ala

Thr

185

Leu

Cys

Ser

Cys

Phe

265

Arg

ser

Ser

Leu

TYr

20

Ile

Leu

Ala

Gly

Asn

170

ala

Ser

Ala

Leu

Leu

250

Leu

Phe

Lys

Gly

75

Phe

Leu

val

Ala

Thr

Arg

Leu

Gln

235

Gly

cys

val

val

60

Cys

Gly

Ile

Leu

Glu

140

GlIn

Ser

Asn

Leu

Pro

220

Lys

val

Arg

Page 120

Ser

45

Leu

val

Met

Ser

Arg

Glu

Ser

Glu

ASp

Trp

Gly

Asn

30

Phe

Ala

Gly

Leu

Thr

110

Thr

ser

Pro

Gglu

Ser

190

His

Lys

Leu

lLeu

Leu
270

Cys

val

Ile

Ala

Leu

95

GIn

Ile

Trp

Arg

Pro

175

Thr

Leu

Ala

His

Leu

255

Asp

Phe

Gly

Ser

Leu

80

Leu

Arg

Gln

Asp

160

Arg

val

Ala

His

Asn

240

Glu

His



<210>
<Z211>
<212>
<213>

<220>
<223>

<400>

Met Ser Ala

1

val Phe

Gly Ile

Leu Ala
50

Gly Tle
65

Lys Glu

Leu Phe

val Arg

Ser Tyr

130
Tyr Ala
145
Trp Asn
val Pro

Phe Asp

Lys Leu
210

189
281
PRT

hCD37mECD-H5

189

Asn

Trp

35

Phe

Phe

Leu

Ala

Leu

115

Arg

Gln

Lys

Cys

Gln

Leu

20

Ile

val

Thr

Arg

Thr

100

Glu

Thr

Phe

Ala

Ser

180

Leu

Glu
5
Phe
Leu
Pro
Met
Cys
85
Gln
Arg
Asn
Gln
GIn
165
Cys

Phe

Thr

Ser

phe

Ile

Leu

Gly

70

Leu

Ile

Arg

Pro

Leu

150

Met

TYr

Phe

Ala

sequencelisting_revised_ascii

Artificial Sequence

Ccys

Phe

Asp

Gln

55

Ile

Leu

Thr

val

Arg

Leu

Asn

Ser

AsSp

Leu

val

LysS

40

Ile

Ala

Gly

l.eu

Gln

120

Glu

Cys

Lys

ser

Gln

200

Ile

Ser

Leu

25

Thr

Trp

Leu

Leu

Thr

Cys

Ala

Thr

185

Leu

Cys

Leu

10

Gly

Ser

ser

Leu

90

Ile

Leu

Ala

Gly

Asn

170

Ala

ser

Ala

Ile

ser

Phe

Lys

Gly

75

Phe

Leu

val

Ala

Thr

Arg

val

Lys

Leu

val

val

60

Cys

Gly

Ile

Leu

Glu

140

GlIn

Ser

AsSn

Leu

Pro
220
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Tyr

Ile

ser

45

Leu

val

Met

Ser

Arg

Glu

Ser

Glu

Asp

Gly

Ala

Phe

Phe

30

Phe

Ala

Gly

Leu

Thr

110

Thr

Ser

Pro

Glu

Ser

190

Pro

Glu

Leu

i5

Cys

val

Ile

Ala

Leu

95

Gin

Ile

Trp

Arg

Pro

175

Thr

Arg

ser

Phe

Phe

Gly

ser

Leu

80

Leu

Arg

Asp

Asp

Arg

val

Ala



225

230

sequencelisting_revised_ascii
Ile Tyr Arg Glu Gly Cys Ala GIn Gly Leu Gln Lys Trp Leu

Asn Leu Ile Ser Ile val Gly Ile

245

Leu Gly Phe Met Thr Leu Ser Ile

val Tyr %?2 Arg Leu Ala Arg Tyr

<210>
<211>
<212>
<213>

<220>
<?223>

<400>
Met Ser
1

val Phe

Gly Ile

Leu Ala
50

Gly Ile
65

Lys Glu

Leu Phe

val Arg

ser Tyr
130

Tyr Ala
145

Trp Asn

190
281
PRT

260

Artificial Sequence

hCD37mECD-H45

190

Ala

Asn

Trp

35

Phe

Phe

Leu

Ala

Leu

115

Arg

Gln

Lys

GIn

Leu

20

ITe

val

Thr

Arg

Thr

100

Glu

Thr

Phe

Ala

Glu

5

Phe

Leu

Pro

Met

Cys

85

GIn

Arg

Asn

Gln

Gln
165

Ser

Phe

Ile

Leu

Gly

70

Leu

Ile

Arg

Pro

Leu

150

Met

Cys

Phe

AsSp

Gln

55

Ile

Leu

Thr

val

ASp

135

Arg

Leu

280

Leu

val

Ala

Gly

Leu

GIn

120

Glu

Cys

Lys

235

Cys Leu Gly val Gly Leu

250

Phe Leu Cys Arg Asn Leu

265

Arg

Ser

Leu

25

Thr

Trp

Leu

Leu

Thr

Cys

Ala

Leu

10

Gly

Ser

Ser

Leu

TYr

90

Ile

Leu

Ala

Gly

Ile

Ser

Phe

Lys

Gly

75

Phe

Leu

val

Ala

Trp
155

Lys

Leu

val

val

60

Cys

Gly

Ile

Leu

Glu

140

Gln

Asn Glu Ser

170

Page 122

TYr

Ile

ser

45

Leu

val

Met

Ser

Arg

Glu

Ser

Glu

270

Phe

Phe

30

Phe

Ala

Gly

Leu

Thr

110

Thr

Ser

Pro

Glu

His
Leu

255

AsSp

Leu

15

Cys

val

Ile

Ala

Leu

95

Gln

Ile

Trp

Arg

Pro
175

Asn
240

Glu

His

Phe

Phe

Gly

Ser

Leu

30

Leu

Arg

Gln

Asp

ASp

Arg



val Pro

Phe Asp

Arg Ser
210

Ile Tyr
225

AsSn Leu

Leu Gly

val Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Met Ser Ala GIn Glu
1

val Phe

Gly Ile

Leu Ala
50

Gly Ile
65

Lys Glu

Leu Phe

Cys

Lys
195

Arg

Arg

Ile

Phe

ASh

275

191
281
PRT

Ser

180

Leu

His

Glu

ser

Met

260

Arg

Cys

Phe

sSer

Gly

Ile

245

Thr

Leu

Tyr

Phe

Ala

Cys

230

val

Leu

Ala

sequencelisting_revised_ascii

Asn Ser Thr Ala Thr Asn Asp Ser

Ser

Asp

Ala

Gly

Ser

Arg

Artificial Sequence

hcp37-Macl2

191

Asn

Trp

35

Phe

Phe

Leu

Ala

Leu

20

Ile

val

Thr

Arg

Thr
100

5

Phe

Leu

Pro

Met

cys

85

Gln

Ser

Phe

Ile

Leu

Gly

70

Leu

Ile

Cys

Phe

Asp

GIn

55

Ile

Leu

Thr

Gln

200

Ile

Gln

Ile

Ile

Tyr

Leu

val

Lys

Iie

Ala

Gly

Leu

185

Leu

Cys

Gly

Cys

Phe

265

Arg

Ser

Leu

25

Thr

Trp

L.eu

Leu

Ser

Ala

Leu

Leu

250

Leu

Leu

10

Gly

ser

Ser

Leu

Tyr

90

Ile

Page 123

Arg
val
Gln
235

Gly

Cys

Ile

Ser

Phe

Lys

Gly

75

Phe

Leu

Leu
Pro
220
Lys

val

Arg

LysS

Leu

val

val

60

Cys

Gly

Ile

Gly
205
Ala
Trp

Gly

Asn

Tyr

Ile

Ser

45

Leu

val

Met

Ser

190

His

Glu

Leu

Leu

Leu
270

Phe

Phe

30

Phe

Ala

Gly

Leu

Thr
110

Thr

Leu

Ser

His

Leu

255

Asp

Leu

15

Cys

val

Ile

Ala

Leu

95

Gln

val

Ala

His

Asn

240

Glu

His

Phe

Phe

Gly

Ser

Leu

80

Leu

Arg



Ala

Arg

Tyr

145

Trp

val

Leu

Arg

Ile

225

Asn

Leu

val

Gln

Tvyr

130

val

Phe

Pro

Asp

Ser

210

TYr

Leu

Gly

TYr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Leu

115

His

Gin

Gln

Cys

LYS

Arg

Arg

Ile

Phe

Asnh

275

192
281
PRT

Giu

Thr

Phe

val

ser

180

val

His

Glu

Ser

Met

260

Arg

Arg

Ash

Gin

Leu

165

Cys

Ile

Ser

Gly

Ile

245

Thr

Leu

Ser

Pro

Leu

150

Thr

Tyr

Leu

Ala

Cys

230

val

Leu

Ala

sequencelisting_revised_ascii

Leu GIn Asp

Glu

135

Arg

Leu

Asn

Pro

Asp

Ala

Gly

Ser

Arg

Artificial Sequence

hcD37-Mac4d

192

Met Ser Ala GIn Glu Ser Cys
1 5

val pPhe Asn Leu Phe Phe Phe

20

Gly Ile Trp Ile Leu Ile Asp
35

Leu Ala Phe val Pro Leu Gln

55

120

Glu

Cys

Arg

Leu

Gln

200

Ile

GIn

Ile

Ile

TYr
280

Leu

val

Lys
40

Thr

Cys

Gly

Ser

185

L.eu

cys

Gly

Cys

Phe

265

Arg

ser
Leu
25

Thr

Trp

1le val Glu Lys Thr

Ala

Gly

Asn

170

Ala

ser

Ala

Leu

Leu

250

Leu

Ala

Gly

Thr

Arg

val

GIn

235

Gly

cys

Glu

140

His

Ser

Asn

Leu

Pro

220

LyS

val

Arg

Leu Ile Lys
10

Gly Ser Leu

Ser Phe val

Ser Lys val
60

Page 124

125

Glu

ser

Glu

AsSp

Gly

Ala

Trp

Gly

Asn

Tyr
Ile
Ser
45

Leu

Ser

Pro

Ala

Ser

180

His

Glu

Leu

Leu

Leu
270

Phe

Phe
30

Phe

Ile

Trp

GIn

His

175

The

Leu

Ser

His

Leu

255

Asp

Leu

15

Cys

val

Ile

Gln

Asp

ASp

160

Arg

Ile

Ala

His

Asn

240

Glu

His

Phe

Phe

Gly

Ser



Gly Ile
65

Lys Glu

Leu Phe

Ala Gln

Lys Tyr
130

Tyr val
145

Trp Phe

val Pro

Leu Asp

Arg Ser
210

Ile Tyr
225

Asn Leu

Leu Gly

val Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Phe

Leu

Ala

Leu

115

Gly

Gin

Gln

Cys

Lys

195

Arg

Arg

Ile

Phe

Asn

275

193
281
PRT

Thr

Arg

Thr

160

Glu

Thr

Phe

val

ser

180

vai

His

Glu

Ser

Met

260

Arg

Met

Cys

85

Gln

Arg

Asn

Gln

Leu

165

Cys

Ile

ser

Gly

Ile

245

Thr

Leu

Gly

70

Leu

Ile

Ser

Pro

Leu

150

Ile

Tyr

Leu

Thr

Cys

230

val

Leu

Ala

sequencelisting_revised_ascii

Ile Ala Leu Leu

Leu

Thr

Leu

Glu

135

Arg

Leu

Asn

Pro

ASp

215

Ala

Gly

ser

Arg

Artificial Sequence

hcp37-Mach

193

Gly

Leu

Arg

Glu

Cys

Arg

Leu

Gin

200

Ile

Gin

Ile

Ile

Tyr
280

Leu

ASp

Thr

Cys

Gly

Ser

185

Leu

Cys

Gly

Cys

Phe

265

Arg

Tyr

90

Ile

val

Ala

Gly

Asn

170

Ala

Ser

Ala

Leu

Leu

250

Leu

Gly Cys val Gly
75

Phe

Leu

val

Ala

Thr

Arg

val

Gln

235

Gly

Cys

Gly

Ile

GHu

Glu

140

His

Ser

Asn

Leu

Pro

220

Lys

val

Arg

Page 125

Met

Ser

Tyr

Glu

Asp

Gly

Ala

Trp

Gly

Asn

Leu

Thr

110

Thr

Ser

Pro

Ala

Ser

190

Gln

Glu

Leu

Leu

Leu
270

Ala

Leu

95

Gin

Ile

Trp

Gin

His

175

Thr

Leu

Ser

His

Leu

255

Asp

Leu

30

Leu

Arg

Gln

ASp

Arg

Ile

Ala

Asn
240



Met

val

Gly

Leu

Gly

65

Lys

Leu

Ala

LysS

TYr

145

Trp

val

Leu

Arg

Ile

225

Asn

Ley

ser

Phe

Ile

Ala

50

Ile

Glu

phe

Gin

TYr

130

val

Phe

Pro

Asp

ser

210

Tyr

Leu

Gly

Ala

Asn

Trp

35

Phe

Phe

Leu

Ala

Leu

115

Gly

GIn

GIn

Ccys

Arg

Arg

Ile

Phe

Gln

Leu

20

Ile

val

Thr

Arg

Thr

100

Glu

Thr

Phe

val

ser

180

val

His

Glu

ser

Met
260

Glu

Phe

Leu

Pro

Met

Cys

85

GIn

Arg

Asn

GIn

Leu

165

Cys

Ile

Ser

Gly

Ile

245

Thr

Ser

Phe

Ile

Leu

Gly

70

Leu

Ile

ser

Pro

Leu

150

Ile

Tyr

Leu

Ala

Cys

230

val

Leu

sequencelisting_revised_ascii
Cys Leu Ser Leu Ile Lys Tyr Phe
10

Phe

Asp

Gln

55

Ile

Leu

Thr

Leu

Glu

135

Arg

Leu

Asn

Pro

Asp

215

Ala

Gly

Ser

val

Lys

Ile

Ala

Gly

Leu

Arg

Glu

cys

Arg

Leu

GlIn

200

Ile

Arg

Ile

Ile

Leu

25

Thr

Trp

Leu

Leu

Gly

ASp

Thr

Cys

Gly

Ser

185

Leu

Cys

ser

Cys

Phe
265

Gly

Ser

Ser

Leu

Tyr

90

Ile

val

Ala

Gly

Asn

170

Ala

Ser

Ala

Leu

Leu

250

Leu

Ser

Phe

Lys

Gly

75

Phe

Leu

val

Ala

Gly

Thr

Arg

val

GIn

235

Gly

Cys

Leu

val

val

60

Cys

Gly

Ile

Glu

Glu

140

His

Ser

Asn

Leu

Pro

220

Lys

val

Arg

Page 126

Ile

ser

45

Leu

val

Met

ser

Tyr

Glu

Asp

Gly

Ala

Trp

Gly

Asnh

Phe

30

Phe

Ala

Gly

Leu

Thr

110

Thr

Ser

Pro

Ala

Ser

190

His

Asn

Leu

Leu

Leu
270

Leu

15

Cys

val

Ile

Ala

Leu

95

Gln

Ile

Trp

Gln

His

175

Thr

Leu

Ser

His

Leu

255

Asp

Phe

phe

Gly

Ser

Leu

80

Leu

Arg

GIn

Asp

Arg

Ite

Ala

His

Asn

240

Glu

His



<210>
<211>
<212>
<213>

<220>
<223>

<400>

275

194
280
PRT

sequencelisting_revised_ascii
val Tyr Asn Arg Leu Ala Arg Tyr Arg
280

Artificial Sequence

hCcD37-Mac45

194

Met Ser Ala Gln

1

val Phe

Gly Ile

Leu Ala
50

Gly Ile
65

Lys Glu

Leu Phe

Ala GIn

Lys Tyr

130

Tyr val

145

Trp Phe

val Pro

Leu Asp

Arg Ser
210

Asn

Trp

35

Phe

Phe

Leu

Ala

Leu

115

GIn

Glin

Cys

Lys

195

Arg

Leu

20

Ile

val

Thr

Arg

Thr

100

Glu

Thr

Phe

val

Ser

180

val

Glu

5

Phe

Leu

Pro

Met

Cys

&5

GIn

Arg

Asn

GIn

Leu

165

Cys

Ile

Ser

ser

Phe

Ile

Leu

Gly

70

Leu

Ile

Ser

Pro

Leu

150

Ile

Tyr

Leu

Thr

Cys

Phe

Asp

GIn

55

Ile

Leu

Thr

Leu

Glu

135

Arg

Leu

Asn

Pro

AsSp

Leu

val

Lys

Ile

Ala

Gly

Leu

Cys

Arg

Leu

Gln

200

Ile

ser

Leu

25

Thr

Trp

Leu

Leu

Asp

Thr

Cys

Gly

Ser

185

t.eu

Cys

Leu

10

Gly

Ser

Ser

Leu

Tyr

Ile

val

Ala

Gly

Asn

170

Ala

Ser

Ile

Ser

rhe

Lys

Gly

75

Phe

Leu

val

Ala

Gly

Thr

Arg

Lys

Leu

val

val

60

Cys

Gly

Ile

Glu

Glu

140

His

ser

Asn

Leu

Ala val Pro

220
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TYyr

Ile

ser

45

Leu

val

Met

Ser

Tyr

Glu

Asp

Gly

Ala

Phe

Phe

30

Phe

Ala

Gly

Leu

Thr

110

Thr

Ser

Pro

Ala

Ser

190

Gln

Asn

Leu

15

Cys

val

Ile

Ala

Leu

95

Gln

Ile

Trp

GIn

His

175

Thr

Leu

ser

Phe

Phe

Gly

Ser

Leu

80

Leu

Arg

Gin

Asp

Arg

Ile

Ala

His



225

sequencelisting_revised_ascii

Ile Tyr Arg Glu Gly %gg Ala Arg Ser Leu g;g Lys Trp Leu His Asn

240

Asn Leu Ile Ser Ile val Gly Ile Cys Leg Gly val Gly Leu Leu Glu
25

245

255

Leu Gly Phe Met Thr Leu Ser Ile Phe Leu Cys Arg Asn Leu Asp His
260

val Tyr 3;2 Arg Leu Ala Arg Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400> 195
aagcttgeca

195
446
DNA

gtccattcac
ctgagtctga
atcagacagc
actgtctatt
cattttittc
cggggatatt

gtgagtgctg

<210>
<211>
<212>
<213>

<220>
<223>

<400> 196
aagcttgecea

196
446
DNA

gtgcattcag
ctgtcecctga
attcggcagt
accaattaca
cagtttttcc
cgtggctact

gtctcagecg

ccatgggytg
aggtgcagcet
cttgtactgt
atcccggcaa
ccececcteect
tgcagctgaa
atggatacgg

cttccaccaa

variable heavy

ccatgggtty
aagrrcagtt
cttgtaccgt
ttccaggecaa
gccctagect
tgcagcttaa

acgggttcgg

cctctaccaa

280

Artificial Sequence

265

270

gtcctgcata atccttttcc tggttgetac tgctaccgga

gcaggagtcc
ttctggetac
caaactggag
gaaatcccgg
cagcgttacc

agcttggttc

gggccc

Artificial Sequence

ggceceggec
agcataacca
tggatgggat
atcagtatta
gcagctgaca

gcttactggg

tgctcaagcec
gcggtttcge
acatactgta
ccegtgacac
ctgcaaccta

gccaaggcac

ttctcagagt
ttggcactgg
ctcaggctea
ttctaagaac
ctactgtgcc

cctegtaact

variable heavy chain polynucleotide sequences; hucp37-50 antibody

60
120
180
240
300
360
420
446

chain polynucleotide sequences; huCD37-51 antibody

gtcttgcatc
ggtggagtcc
gtcaggttat
gggactggaa
gcaggygcecga
ttcegtgact

agccrggrtt

gggccc

atcctgttec
ggcccagaag
agcatcagca
tggatgggct
atctctatta
gcctctgaca

gtatactggg

tggtggccac
tgctgaaace
gecggetttgce
acatccatta
ccagggatag
cagcaactta

gtcagggcac

Page 128

tgceactgge
cggcgaatca
ttggcactgg
cagtggctca
ttctattaac
ctattgcgcec

cctggteact

60
120
180
240
300
360
420
446



<210>
<211>
<212>
<213>

<220>
<223>

<400>
Asp val
1

Ser Leu
Phe Ala

Met Gly
50

Lys Ser
65

Leu GIn
Ala Arg
Gly Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

sequencelisting_revised_ascii

197
120
PRT
Artificial Sequence

variable heavy chain amino acid sequences; mucD37-50 antibody
187

GIn Leu GIn Glu Ser Gly Pro Asp Leu Leu Lys Pro Ser Gln
5 10 15

ser Leu Thr Cys Thr val Thr Gly Tyr Ser Ile Thr ser Gly
20 25 30

Trp His Trp Ile Arg Gin Phe Pro Gly Asn Lys Leu Glu Trp
35 40 45

Tyr Ile Leu Tyr Ser Gly Ser Thr val Tyr Ser Pro Ser Leu
55 60

Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn His Phe Phe
70 75 80

Leu Asn Ser val Thr Thr Glu Asp Thr Ala Thr Tyr Tyr Cys
85 90 95

Gly Tyr Tyr Gly Tyr Gly Ala Trp phe Ala Tyr Trp Gly Gln
100 105 110

Leu val Thr val Ser ala
115 120

198
108
PRT
Artificial Sequence

variable Tight chain amino acid sequences; huCD37-3v1.0 and
hucD37-3v1.1 antibody

198

Asp ITe GIn Met Thr GIn Ser Pro Ser Ser Leu Ser val Ser val Gly
1

Glu Arg

5 10 15

val Thr 1le Thr Cys Arg Ala Ser Glu Asn Ile Arg Ser Asn
20 25 30

Leu Ala Trp Tyr GIn GIn Lys Pro Gly Lys Ser Pro Lys Leu Leu val
35 40 45

Page 129



sequencelisting_revised_ascii
Asn val Ala Thr Asn Leu Ala Asp Gly val Pro Ser Arg pPhe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Tyr Ser Leu Lys Ile Asn Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Gly ghr Tyr Tyr Cys Gln His Tyr Trp Gly Thr Thre Trp
5 90 35

Thr Phe Gly GIn Gly Thr Lys Leu Glu Ile Lys Arg
100 105
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