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DNA
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<211>
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<220>
<223>

<400>

3
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DNA
artificial

synthetic primer

3
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<210>
<211>
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<220>
<223>

<400>
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25

DNA
artificial

synthetic primer
4

tcattctcgt tgggaatact caata

<210>

5
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<211> 58
<212> DNA
<213> artificial

<220> .
<223> synthetic primer

<400> 5
ggggacaagt ttgtacaaaa aagcaggctt caccatgtat aacatgatgg agacggag

<210> 6

<211> 50

<2172> DNA

<213> artificial

<220> . )
<223> synthetic primer

<400> 6
ggggaccact ttgtacaaga aagctgggtt cacatgtgcg acaggggceag

<210> 7

<211> 51

<212> DNA

<213> artificial

<220> .
<223> synthetic primer

<400> 7
ggggacaagt ttgtacaaaa aagcaggctt caccatgagce agcccggatg ¢

<210> 8

<211> 49

<212> DNA

<213> artificial

<220> . .
<223> synthetic primer

<400> 8
ggggaccact ttgtacaaga aagctgggtt taaatgtcgg ggtagttge

<210> 9

<211> 31

<212> DNA

<213> artificial

<2205
<223> synthetic primer

<400> 9
catcgacgag gccgagegge tgcgegcetet g

<210> 10

<211> 78

<212> DNA

<213> artificial

<220> .
<223> synthetic primer

<400> 10
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ccgaattata aataccgg

<210> 11

<211> 30

<212> DNA

<213> artificial

<220> .
<«223> synthetic primer

<400> 11

gtggaagagg ccaagcggcet gcgegtgeag

<210> 12

<211> 21

<212> DNA

<213> artificial

<220> ) .
<223> synthetic primer

<400> 12
gggtggacca tcctctagac t

<210> 13

<211l> 20

<212> DNA

<213> artificial

<220> . .
<223> synthetic primer

<400> 13
tcaaatgteg gggtagttge

<210> 14

<211> 18

<212> DNA

<213> artificial

<220> . .
<223> synthetic primer

<400> 14
gggcagtgtg ccgttaat

<210> 15

<211> 20

<212> DNA

<213> artificial

<220>
<223> synthetic primer

<400> 15
aaggccetgt cacacttetg

<210> 16
<211> 20
<212> DNA

Sequence Listing.ST125
gagaagcggc cgttcgtcga ggaggcecgag cggetgegeg ttcagcacat gcaggaccac
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<213>

<220>
<223>

<400>
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artificial

synthetic primer
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cagtttgaat gcatgggaga

<210>
<211>
<212>
<213>

<220>
<223>

<400>

17

20

DNA
artificial

synthetic primer
17

tgttetegte gtttcctcaa

<210>
<211>
<212>
<213>

<220>
<223>

<400>

18

30

DNA
artificial

synthetic primer
18

cggcgegygca ttgtatgeaa atcggeggey

<210>
<211>
<212>
<213>

<220>
<223>

<400>

19

30

DNA
artificial

synthetic primer
19

ggcgeggeat tgtcatgcaa atcggeggeg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

20

30

DNA
artificial

synthetic primer

20

ggcgeggeat tgtcgatgea aatcggegge

<210>
<211>
<212>
<213>

<220>
<223>

<400>

21

30

DNA
artificial

synthetic primer
21

gcgeggeatt gtcggatgca aatcggceggce
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

Sequence Listing.5T25

22

30

DNA
artificial

synthetic primer
22

gcgeggeatt gtcggcatge aaatcggegg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

23

30

DNA
artificial

synthetic primer
23

cgcggeatty tcgggeatge aaatcggegg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

24

30

DNA
artificial

synthetic primer

24

cgcggeattg tcgggcgatg caaatcggeg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

25

30

DNA
artificial

synthetic primer
25

geggcattgt ccgggcgatg caaatcggeg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

26

30

DNA
artificial

synthetic primer
26

gcggeattgt ccgggeggat gcaaatcegge

<210>
<211>
<212>
<213>

<220>
<223>

27

30

DNA
artificial

synthetic primer
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<400> 27
cggcattgtc gcgggcggat gcaaatcgge

<210> 28

<211> 30

<212> DNA

<213> artificial

<220> .
<223> synthetic primer

<400> 28
cggcattgtc gcgggeggea tgcaaategg

<210> 29

<211> 30

<212> DNA

<213> artificial

<220>
<223> synthetic primer

<400> 29
ggcattgtec gegggeggea tgcaaatcgg

<210> 30

<211> 30

<21Z2> DNA

<213> artificial

<220> .
<223> synthetic primer

<400> 30
ggegeggatg caaatcattg tecggeggeg

<210> 31

<211> 30

<212> DNA

<213> artificial

<220>
<223> synthetic primer

<400> 31
ggcgecggeat tgtcatttge atcggeggeg

<210> 32

<211> 30

<212> DNA

<213> artificial

<220> . .
<223> synthetic primer

<400> 32
ggcgegggac aatgatgcaa atcggegged

<210> 33
<211> 30
<212> DNA
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<213> artificial

<220> .
<223> synthetic primer

<400> 33

Sequence Listing.ST25

gcggeattgt ccattgtcat gcaaatcgge 30

<210> 34

<211> 28

<212> DNA

<213> artificial

<220>
<223> synthetic primer

<400> 34

catggacatt gtaatgcaaa agaagctg 28

<210> 35

<211> 22

<212> DNA

<213> artificial

<220>
<223> synthetic primer

<400> 35
ctggacattg tatgcaaaag aa

<210> 36

<211> 21

<212> PRT

<213> artificial

<220>
<223> synthetic peptide

<220>
<221> MISC_FEATURE
<222> (D..QQL

22

<223> 0ct4 contact interface from Sox7

<400> 36

Leu Ser GIn Lys Arg Pro Tyr val Asp Glu Ala Glu Arg Leu Arg Leu
1 5 10 15

GIn His Met Gln Asp
20

<210> 37

<211> 21

<212> PRT

<213> artificial

<220> .
<223> synthetic peptide

<220>
<221> MISC_FEATURE
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<222>

(L..2L

Sequence Listing.sT25

<223> Oct4 contact interface from Sox17
<400> 37
Leu Ala Glu Lys Arg Pro Phe val Glu Glu Ala Glu Arg Leu Arg val
1 5 10 15

Gin His Met GIn Asp
20

<210>
<211>
<212>

38
319
PRT

<213>

<220>

<221>

<223>
<400>

Met Tyr Asn
1

Ala

Gly

Ala

Asn

65

Trp

Lys

Arg

Leu

val

145

Ser

Ser

Gly

Phe

50

Pro

Lys

Arg

Pro

PIo

130

Ggly

Tyr

Gly

Asn

Met

Lys

Leu

Leu

Arg

Gly

val

Ala

Met

Gly

20

GIn

val

Met

Leu

Arg

100

Arg

Gly

Gly

His

Mus musculus

MISC_FEATURE
Sox2

38

Met

Gly

Lys

Trp

His

ser

85

Ala

Lys

Leu

Ala

Met
165

Glu

Gly

Asn

Ser

Asn

70

Glu

Leu

Thr

Leu

Thr

Gly

ser

Arg

55

Ser

Thr

His

Lys

Ala

135

Leu

Glu

Gly

Pro

40

Gly

Glu

Glu

Met

Thr

120

Pro

Gly

Gly Trp

Leu

Gly

25

Asp

GIn

Ile

Lys

Lys

105

Leu

Gly

Ala

Ser

Lys Pro

Asn Ala

Arg val

Arg Arg

Ser Lys

Arg Pro

90

Glu His

Met Lys

Gly Asn

Gly val

155

Asn Gly
170

Page 8

Pro

Thr

Lys

Lys

Arg

Phe

Pro

Lys

ser

140

Asn

ser

Gly

Ala

Arg

45

Met

Leu

ITe

Asp

Asp

Met

GIn

Tyr

Pro

Ala

30

Pro

Ala

Gly

Asp

Tyr

110

Lys

Ala

Arg

Ser

Gln

15

Ala

Met

Gln

Ala

Glu

95

Lys

Tyr

Ser

Met

Met
175

GIn

Thr

Asn

Glu

GTu

80

Ala

Tyr

Thr

Gly

AsSp

160

Met



Gln

Ala

TYr

Tyr

225

Ser

val

Arg

Ala

val
305

Glu

Ala

Asn

210

Ser

Met

Thr

ASD

Ala

290

Pro

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

Gln

GIn

195

Ser

Met

Gly

ser

Met

275

Pro

Gly

39

317
PRT
Homo sapiens

Leu

180

Met

Met

Ser

Ser

Ser

260

Ile

ser

Thr

Gly

GIn

Thr

TY"r

val

245

Ser

Ser

Arg

Ala

MISC_FEATURE
Sox2

39

¥et Tyr Asn Met get

Thr ser Gly Gly Gly
20

Asn GlIn Lys Asn Ser
35

Met val Trp Ser Arg
50

%ys Met His Asn Ser
5

Tyr

Pro

Ser

Ser

230

val

His

Met

L.eu

Ile
310

Glu

Gly

Pro

Gly

Glu
70

Pro

Met

Ser

215

GIn

Lys

Ser

TYr

His

295

Asn

Thr

Gly

Asp

Gln
55

Sequence Listing.sT25

GIn His Pro Gly Leu Asn
185

His
200
Gln
Gln
Ser
Arg
Leu
280

Met

Gly

Glu
Asn
Arg
40

Arg

ser

Arg

Thr

Gly

Glu

Ala

265

Pro

Ala

Thr

Leu
ser
25

val

Arg

Lys

Tyr

TYr

Thr

Ala

250

Pro

Gly

Gln

Leu

Lys

Thr

Lys

Lys

Arg

Page 9

ASp

Met

Pro

235

ser

cys

ala

His

Pro
315

Pro

Ala

Arg

Met

Leu
75

val

Ash

220

Gly

Ser

Gln

Gy

Tyr

300

Leu

Pro

Ala

Pro

Ala

60

Gly

ser
205
Gly
Met
Ser
Ala
val
285

GIn

ser

Gly
Ala
Met
45

Gln

Ala

Ala

190

Ala

Ser

Ala

Pro

Gly

Pro

ser

His

Pro

Ala

30

Asn

Glu

Glu

His

Leu

Pro

Leu

Pro

255

Asp

Glu

Gly

Met

GIn

15

Gly

Ala

Asn

Trp

Gly
Gln

Thr

Leu
Pro

Pro

GIn
Gly
Phe

Pro

LYS
80



Leu

Leu

Arg

Gly

val

145

Ala

Gln

Gln

Ser

Met

225

Gly

ser

Met

Pro

Gly

Leu

Arg

Arg

His

Leu

Met

Met

210

Ser

Ser

Ser

Ile

Ser

290

Thr

<210>
<211>
<212>
<213>

<220>

Ser

Ala

Lys

115

Leu

Ala

Met

Gly

Gln

195

Thr

Tyr

val

ser

ser

275

Arg

Ala

40
380
PRT

Glu

Leu

100

Thr

Leu

Gly

Asn

Tyr

180

Pro

ser

Ser

val

His

260

Met

Leu

1le

Thr

85

His

Lys

Ala

Leu

Gly

Pro

Met

Ser

Gln

Lys

Ser

Tyr

His

Asnh

Mus musculus

Glu

Met

Thr

Pro

Trp

Gln

His

GlIn

GIn

230

ser

Arg

Leu

Met

Gly
310

Lys

Lys

Ley

Gly

Ala

ser

His

Arg

Thr

215

Gly

Glu

Ala

Pro

Ser

295

Thr

sequence Listing.ST25

Arg Pro gge Ile Asp Glu

Glu

Met

120

Gly

Gly

Asn

Pro

Tyr

200

TYyr

Thr

Ala

Pro

Gly

Gln

L.ey

His

105

Lys

Asn

val

Gly

Gly

Asp

Met

Pro

ser

Cys

265

Ala

His

Pro

Pro

Lys

ser

Asn

ser

170

lL.eu

val

Asn

Gly

Ser

250

Gln

Glu

Tyr

Leu

Page 10

ASp

Asp

Met

GIn

155

Tyr

Asn

sSer

Gly

Met

235

Ser

Ala

val

Gln

ser
315

Tyr

Lys

Ala

140

Arg

Ser

Ala

Ala

ser

220

Ala

Pro

Gly

Pro

ser

300

His

Lys

TYr

125

ser

Met

Met

His

Leu

205

Pro

Leu

Pro

Asp

Glu

285

Gly

Met

Ala

TYynr

Thr

Gly

ASp

Met

Gcly

GlIn

Thr

Gly

val

Ley

270

Pro

Pro

Lys

95

Arg

Leu

val

ser

GIn

175

Ala

TYyr

Tyr

Ser

val

255

Arg

Ala

val

Arg

Pro

Pro

Gly

TYyr

160

ASp

Ala

Asn

ser

Met

240

Thr

ASD

Ala

Pro



<221> MISC_FEATURE
<223>

<400> 40
Met Ala Ser
1

Pro

Pro

Met

val

65

LyS

Glu

Lys

val

Leu

145

Glu

Glu

Leu

GIn

His

225

Ser

Ala

Arg

ASn

50

Gln

Ser

Ala

Tyr

Asp

Pro

TYyr

Gly

Pro

Thr

210

Leu

Pro

Sox7

Leu

Pro

35

Ala

Asn

Trp

Glu

115

Pro

Glu

Ser

Ala

Thr

195

Phe

Pro

Leu

Leu

Glu

20

Ser

phe

Pro

LysS

Arg

100

Pro

Gly

Lys

Pro

Ala

180

Pro

Phe

His

His

Leu

Ala

Gly

Met

ASp

Ala

85

Leu

Arg

Phe

Asn

Gly

Ala

Pro

ser

Leu

cys
245

Gly

Glu

ASp

val

Leu

70

Leu

Arg

Arg

Leu

Gly

Ala

Ala

Glu

Ser

Pro

230

Ser

Ala

Leu

Lys

Trp

55

His

Thr

Leu

Lys

Leu

135

Ile

Thr

Pro

Met

ser

215

Gly

His

sequence Listing.sT25

Tyr Pro Trp

Ser

Ser

40

Ala

Asn

Leu

Gln

LYyS

ser

Gly

Leu

Gly

ser

200

Cys

Pro

Pro

Asp

25

Ser

Lys

Ala

Ser

His

105

Gln

Ser

Arg

Pro

ser

185

Pro

Gln

Pro

Leu

10

Gly

Glu

Asp

Glu

Gn

90

Met

Gly

Leu

Gly

Gly

val

Leu

Glu

Tyr

Thr

Leu

Ser

Glu

Leu

75

Lys

Gn

Lys

ser

Glu

155

Leu

Asp

ASp

Glu

ser
235

Glu

Ser

Arg

Arg

60

ser

Arg

ASp

Arg

Arg

Lys

His

Thr

Ala

His

220

Pro

Gly Ser Leu

250

pPage 11

Gly

Pro

Ile

45

Lys

Lys

Pro

Tyr

Leu

125

Asp

Glu

Ser

Tyr

Leu

205

Gly

Glu

Ala

Leu

Pro

30

Arg

Arg

Met

Tyr

Pro

110

Cys

Gln

Asp

cys

Pro

190

Glu

His

Phe

Leu

Glu

15

Ala

Arg

Leu

Leu

val

95

Asn

Lys

Asn

Arg

Tyr

175

Tyr

Pro

Pro

Thr

Gly

cys

val

Pro

Ala

Gly

80

ASp

Tyr

Arg

Thr

Gly

Arg

Gly

Glu

His

Pro

240

Gln



Ser Pro Gly

Pro Ala Tyr
275

Gln Ala His
280

Asp Thr Leu
305

Arg Asn Glu
Ala Ala Gly

Thr pro Thr
355

Ala Thr Ala
370

<210> 41
<211> 388
<212> PRT
<213> Homo

<220>
<221>
<223> Sox7
<400> 41

Met Ala ser
1
Pro Ala Leu

Pro Arg Pro
35

Met Asn Ala
50

val GIn Asn
65

Lys Ser Trp

val Ser
260

Tyr Ser
Leu Gly
Asp Gln
Phe Asp
val Gly
340

Gly Pro

Thr Tyr

Ssapiens

MISC_FEATURE

Leu Leu

Asp Ala

20

Pro Gly

pPhe Met

Pro Asp

Lys Ala
85

Met

His

Gn

Leu

310

Gln

Thr

Thr

Tyr

Gly

Glu

Asp

val

Leu

70

Leu

Met

Ala

Leu

295

Ser

Tyr

Leu

Glu

Asn
375

Ala

Leu

Lys

Trp

55

His

Thr

Sequence Listing.SsT25

Ser ser val Ser Gly Cys
265

Thr
280
Ser
GIn
Leu
Thr
Thr
360

Ser

Tyr

ser

Gly

40

Ala

Asn

Leu

Tyr

Pro

val

Asnh

Tyr

Pro

Asp

25

ser

Lys

Ala

ser

His

Pro

Glu

Thr

330

His

Leu

ser

Trp

10

Gly

Glu

AsSp

Glu

Pro

Pro

Leu

315

Pro

val

1le

val

Pro

GIn

ser

Glu

Leu
75

Leu

Glu

300

Leu

Gly

Pro

Ser

Ser
380

Glu

ser

Arg

Arg

60

ser

GIn Lys Arg
90

page 12

His

285

His

Gly

His

Leu

val
365

Gly

Pro

Ile

45

Lys

Lys

Pro

Pro

270

Pro

Pro

Asp

Pro

Ser

350

Leu

Leu

Pro

30

Arg

Arg

Met

Tyr

Pro

Asn

Gly

Met

Asp

335

Gln

Ala

Glu

15

Ala

Arg

Leu

Leu

val
95

ser

Leu

Phe

ASD

320

Ser

Gly

Asp

Cys

val

Pro

Ala

Gly

80

Asp



Glu

Lys

val

Leu

145

Asp

cys

Ser

Pro

GIn

225

Pro

Leu

Pro

Tyr

Pro

305

val

Asn

Gly

Ala

Tyr

ASp

Pro

Arg

Tyr

val

Leu

210

GTu

Tyr

Gly

val

His

290

Pro

Glu

Thr

His

Glu

115

Pro

Glu

Gly

His

ASp

Glu

ser

ser

Pro

275

Pro

Pro

Leu

Pro

val
355

Arg

100

Pro

Gly

Lys

Glu

Glu

180

Thr

val

His

Pro

Leu

260

Gly

Leu

Glu

Leu

Leu

Arg

Phe

Arg

Tyr

165

Gly

Tyr

Leu

Gly

Glu

245

Ala

Cys

His

His

Gly

His

val

Arg

Arg

Leu

ser

150

ser

Pro

Pro

Glu

His

230

TYr

Leu

Pro

Ser

Pro

310

Asp

Pro

Ser

Leu

Lys

Leu

135

Gly

Pro

Ala

Tyr

Pro

215

Pro

Ala

Gly

Pro

Asn

295

Gly

Met

Asp

Gln

Sequence Listing.ST25

GIn His Met Gln Asp Tyr

Lys

120

Ser

Ser

Gly

Gly

Gly

Glu

Arg

Pro

Gln

ser

280

Leu

Phe

ASp

ser

val
360

105

Gln

Ser

Arg

Thr

Gly

Leu

Gln

Arg

ser

Ser

265

Pro

Glin

Asp

Arg

Ala

345

Thr

Ala

Leu

Gly

Ala

170

Gly

Pro

Thr

Ile

Pro

250

Pro

Ala

Ala

Ala

Asn

330

Thr

Pro

page 13

Lys

Ser

Ala

155

Leu

Gly

Thr

Phe

Pro

235

Leu

Gly

TYr

His

Ley

315

Glu

Gly

Thr

Arg

Arg

Leu

Pro

Gly

Pro

phe

220

His

His

val

Tyr

Leu

300

ASD

phe

Ala

Gly

Leu

125

Asp

Gly

Ser

Gly

Pro

205

Ser

Leu

Cys

Ser

ser

285

Gly

Gln

AsSp

Met

Pro
365

Pro

110

cys

GIn

Glu

Leu

Thr

190

Glu

ser

Pro

ser

Met

270

Pro

GlIn

Leu

Gln

Ala

350

Thr

Asn

Lys

Asn

Lys

Arg

175

Pro

Met

Pro

Gly

His

Met

Ala

Leu

ser

Tyr

335

Leu

Glu

Tyr

Arg

Ala

Glu

160

Gly

ser

ser

Cys

His

240

Pro

Ser

Thr

ser

GIn

320

Leu

Ser

Thr



Sequence Listing.ST25
Ser Leu Ile Ser val Leu Ala Asp Ala Thr Ala Thr Tyr Tyr Asn Ser
370 375 380

Tyr Ser val Ser
385

<210> 42

<211> 419

<212> PRT

<213> Mus musculus

<220>

<221> MISC_FEATURE
<223> Soxl17

<400> 42

get Ser Ser Pro Asp Ala Gly Tyr Ala Ser Asp Asp Gin Ser GIn Pro

Arg Ser Ala GIn Pro Ala val Met Ala Gly Leu Gly Pro Cys Pro Trp
20 25 30

Ala Glu §§r Leu Ser Pro Leu Gly Asp val Lys val Lgs Gly Glu val
40 4

val ééa Ser ser Gly Ala ggo Ala Gly Thr ser ggy Arg Ala Lys Ala

Glu Ser Arg Ile Arg Arg Pro Met Asn Ala phe Met val Trp Ala Lys
85 70 75 80

Asp Glu Arg Lys ggg Leu Ala GIn GlIn Sgn Pro Asp Leu His ggn Ala

Glu Leu Ser Lys Met Leu Gly Lys Ser Trp Lys Ala Leu Thr Leu Ala
100 105 110

Glu Lys Arg pro Phe val Glu Glu Ala Glu Arg Leu Arg val GIn His
115 120 125

Met GIn Asp His Pro Asn Tyr Lys Tyr Arg Pro Arg Atrg Arg Lys Gln
130 135 140

val Lys Arg Met Lys Arg val Glu Gly Gly pPhe Leu His Ala Leu val
145 150 155 160

Glu Pro GIn Ala Gly Ala Leu Gly Pro Glu Gly Gly Arg val Ala Met
165 170 175

Asp Gly Leu Gly Leu Pro Phe Pro Glu Pro Gly Tyr Pro Ala Gly Pro
180 185 190
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Pro

Leu

Ser

225

Leu

ser

Gly

ser

Ala

305

Ala

Gln

Ser

Glu

Gln

385

Ser

Leu

Gly

Pro

Pro

Asp

Pro

Ala

290

Gly

Pro

Pro

Asn

Gin

370

Gly

Ser

Met

195

Ala

Leu

Gly

Tyr

ASp

275

Leu

Arg

Pro

Ser

Gln

355

Ty

His

val

Pro Asp Ile

<210>
<211>
<212>
<213>

<220>

43
414
PRT
Homo

ser

Pro

Asp

Asp

Ala

260

Pro

His

Gly

Pro

Pro

340

Pro

Leu

Asp

val

Pro

Ala

Gly

245

val

Ser

Leu

Phe

Pro

325

Pro

Thr

Pro

Cys

Ser
405

sapiens

His

Leu

val

230

Pro

Ser

Gly

Tyr

His

310

Pro

Pro

Glu

Phe

Met

Asp

215

Glu

Ala

val

Pro

TYyr

295

Ala

Gln

Glu

Leu

val

375

va'l

Ala

Sequence Listing.ST25

Gly Pro His Tyr Arg Asp
200 205

Gly

Gln

Ala

Glu

Ala

280

Gly

GIn

GIn

Ala

Leu

360

Tyr

Asn

ser

TYr

Asp

Gly

Pro

265

Met

Ala

Pro

Gln

Leu

345

Gly

Lys

Leu

Ser

Pro

Pro

Thr

250

Pro

Pro

Met

Gin

His

330

Pro

Glu

Pro

Ser

Ala
410
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Leu

Ala

235

Tyr

Ala

Gly

Gly

Gln

315

Pro

cys

val

Glu

Asp

395

val

Pro

220

Phe

Thr

Gly

Ile

Ser

300

Pro

Ala

Arg

Asp

Met

380

ser

Tyr

Thr

phe

Tyr

Pro

Leu

285

Pro

Leu

His

AsSp

Arg

365

Gly

His

Tyr

cys

Pro

Ala

Ala

Met

270

Ala

Ala

Gln

Gly

Gly

Thr

Leu

Gly

Cys

Gln

Asp

Ala

Pro

255

Arg

Pro

Ala

Pro

Pro

335

Thr

Glu

Pro

Ala

Asn
415

Gly

Thr

Pro

240

val

val

Pro

ser

Gln

320

Gly

Glu

phe

Tyr

Ile

400

Tyr



<221> MISC_FEATURE
<223>

<400> 43

sox17

Met Ser Ser Pro
1

GIn

Ala

Pro

Glu

65

ASDp

Glu

Glu

Met

val

145

Glu

Asp

Pro

Leu

ser

225

Met

Ser

Glu

Ala

50

Ser

Glu

Leu

Lys

Glin

130

Lys

Pro

Gly

Leu

Gly

Pro

Pro

Ala

ser

35

Asn

Arg

Arg

ser

APrg

115

ASp

Arg

Gln

Leu

Leu

195

Ala

Leu

Gly

Leu

20

Leu

ser

Ile

Lys

Lys

100

Pro

His

Leu

Ala

Gly

Pro

Pro

Asp

Asp

Asp
5
Pro
ser
Gly
Arg
Arg
85
Met
phe
Pro
LyS
Ala
165
Leu
Pro
Pro

Gly

Cys
245

Sequence Listing.ST25

Ala Gly Tyr Ala igr ASp

Ala

Pro

Ala

Arg

70

Leu

Leu

val

Asn

Glin

His

Leu

val

230

Pro

val

Ile

Pro

55

Pro

Ala

Gly

Glu

TYyr

135

val

Leu

phe

Met

ASP

215

ASp

Ala

Met
Gly
40

Ala
Met
Gn
Lys
Glu
120
Lys
Glu
Gly
Pro
Gly
Gly

Pro

Ala

Ala

25

ASD

Gly

Asn

Gln

Ser

1065

Ala

Tyr

Gly

Pro

Glu

185

Gly

Tyr

Asp

Gly

Gly

Met

Ala

Ala

Asn

90

Trp

Glu

Arg

Gly

Glu

170

GIn

His

Pro

Pro

Thr
250
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Leu

Lys

Ala

Phe

75

Pro

Lys

Arg

Pro

Phe

155

Gly

Gly

Tyr

Leu

Ala

235

Tyr

ASp
Gly
val
Gly
60

Met
Asp
Ala
Leu
Arg
140
Leu
Gly
rhe
Arg
Pro
220

Phe

ser

GIn

Pro

Lys

Arg

val

Leu

Leu

Arg

Arg

His

Arg

Pro

Asp

205

Thr

Phe

TYyr

Ser

Ala

Trp

His

Thr

110

val

Arg

Gly

val

Ala

190

Cys

Pro

Ala

Ala

Glin

15

Pro

Glu

Lys

Ala

Asn

95

Leu

Gln

Lys

Leu

Ala

175

Gly

GIn

Asp

Ala

Gln

Thr

Trp

Ala

Gly

Lys

80

Ala

Ala

His

GIn

Ala

160

Met

Pro

ser

Thr

Pro

240

val



ser

Arg

Pro

Ala

305

His

Pro

Glu

Phe

Gly

Asp

ASp

Leu

Pro

290

Gly

GIn

Glu

Leu

val

370

val

Ala

Tyr

Gly

275

ser

Gly

His

Ala

Leu

355

cys

Asnh

ser

Ala

260

Pro

Ala

Gly

Gln

Leu

340

Gly

Lys

Leu

ser

Gly

Glu

Leu

Arg

His

325

Pro

Glu

Pro

Pro

Ala
405

Pro

Pro

His

Gly

310

His

Cys

val

Glu

Asp

390

val

Sequence Listing.sT25

Pro Glu Pro pPro Ala Gly Pro

Ala

val

295

Phe

Pro

Arg

ASp

Met

375

ser

Tyr

Gly

280

Tyr

Gln

Pro

Asp

Arg

360

Gly

His

Tyr

265

Pro

Tyr

Met

Gly

Leu

Gly

cys

Ser

Gly

GIn

Pro

330

Thr

Glu

Pro

Ala

Asn
410
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Ie

Ala

Pro

315

Gly

Asp

phe

Tyr

ITe

395

Tyr

Pro

Met

300

Gln

Glin

Pro

Glu

Gln

380

ser

Pro

Gly

285

Gly

His

Pro

Ser

GIn

365

Gly

Ser

ASp

Met His Pro

270

Leu

ser

Gln

Ser

Gln

Tyr

His

val

val

Leu

Pro

His

Pro

335

Pro

Leu

ASp

val

Ala

Gly

Gin

320

Pro

Ala

His

ser

ser
400



