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[FIG. 2]
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[FIG. 3]

N

sample

- 1

Gene expression
level 1n specific

O

Pearson's coefficient : 0.8577912

o v (e ry 7. 1 Lag)

gurouanbas jdurosuen-a[oym AQq painseawr sjjnsay

Results measured by targeted sequencing

3/8



[FIG. 4]
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[FIG. 5]
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(a)
Sample ID WG Pearson's coefficient | CE Pearson's coefficient
1 0.990457487 0.99115087
2 0.992000427 0.99321265
3 0.997660914 0.99783662
4 0.99990064 0.999736375
5 0.94473331 0.96065775
6 0.980733355 0.98643889
7 0.80611221 0.83164473
8 0.960969818 0.97209597
9 0.938480944 0.95286145
Mean 0.956754347 0.965070589
Standard deviation 0.057429856 0.049692881
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[FIG. 7]
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[FIG. 8]
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