
eolf-seql.txt 
SEQUENCE LISTING 

<110> F. Hoffmann-La Roche AG 

<120> Method for producing soluble FcR as Fc-Fusion with inert 
immunoglobulin Fc-region and uses thereof 

<130> 31131 WO 

<150> EP12179025 
<151> 2012-08-02 

<160> 60 

<170> Patentln version 3.5 

<210> 1 
<211> 107 
<212> PRT 
<213> Homo sapiens 

<400> 1 

Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Pbe Pro Pro Lys 
15 10 15 

Pro Lys Asp Thr Leu Met lie Ser Arg Thr Pro Glu Val Thr Cys val 
20 25 30 

Trp Asp Val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val 
35 40 45 

Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin 
50 55 60 

Glu Ser Thr Tyr Arg Trp Ser Val Leu Thr Val Leu His Gin Asp Trp 
65 70 75 80 

Leu Asn Gly Lys Glu Tyr Lys Cys Lys val ser Asn Lys Ala Leu Pro 
85 90 95 

Ala Pro lie Glu Lys Thr lie Ser Lys Ala Lys 
100 105 

<210> 2 
<211> 106 
<212> PRT 
<213> Homo sapiens 

<400> 2 

Gly Gin Pro Arg Glu Pro Gin val Tyr Thr Leu Pro Pro Ser Arg Asp 
15 10 15 

Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe 
20 25 30 

Tyr pro Ser Asp lie Ala val Glu Trp Glu Ser Asn Gly Gin Pro Glu 
35 40 45 
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Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe 
50 55 60 

Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys ser Arg Trp Gin Gin Gly 
65 70 75 80 

Asn Val Phe Ser Cys Ser val Met His Glu Ala Leu His Asn His Tyr 
85 90 95 

Thr Gin Lys Ser Leu Ser Leu ser Pro Gly 
100 105 

<210> 3 
<211> 227 
<212> PRT 
<213> Homo sapiens 

<400> 3 

Asp Lys Thr His Thr Cys Pro pro Cys Pro Ala Pro Glu Leu Leu Gly 
15 10 15 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
20 25 30 

lie Ser Arg Thr Pro Glu val Thr Cys Val val Val Asp Val Ser His 
35 40 45 

Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu Val 
50 55 60 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr 
65 70 75 80 

Arg Val Val Ser val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly 
85 90 95 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lie 
100 105 110 

Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val 
115 120 125 

Tyr Thr Leu pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser 
130 135 

Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp lie Ala val Glu 
145 150 155 160 

Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 
165 170 175 
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val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr ser Lys Leu Thr val 
180 185 190 

Asp Lys ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys ser Val Met 
195 200 205 

His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu ser Leu Ser 
210 215 220 

Pro Gly Lys 
225 

<210> 4 
<211> 227 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> variant human Fc-region of the igGl isotype with the mutations 

L234A, L235A 

<400> 4 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly 
15 10 15 

Gly Pro Ser val Phe Leu phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
20 25 30 

lie Ser Arg Thr Pro Glu val Thr Cys val val Val Asp val Ser His 
35 40 45 

Glu Asp Pro Glu val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu val 
50 55 60 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr 
65 70 75 80 

Arg Val val ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly 
85 90 95 

Lys Glu Tyr Lys cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lie 
100 105 110 

Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin val 
115 120 125 

Tyr Thr Leu pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser 
130 135 140 

Leu Thr cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lie Ala Val Glu 
145 150 155 160 
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Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 

165 170 175 

val Leu Asp S$r Asp Gly Ser Phe Phe Leu Tyr ser Lys Leu Thr val 
180 185 190 

Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val Met 
195 200 205 

His Glu Ala L^u His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu ser 
210 215 220 

Pro Gly Lys 
225 

<210> 5 
<211> 227 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> variant human Fc-region of the igGl isotype with a hole mutation 

<400> 5 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly 
15 10 15 

Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
20 25 30 

lie Ser Arg Thr Pro Glu Val Thr Cys Val Val val Asp val Ser His 
35 40 45 

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly val Glu val 
50 55 60 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr 
65 70 75 80 

Arg Val val Ser val Leu Thr val Leu His Gin Asp Trp Leu Asn Gly 
85 90 95 

Lys Glu Tyr Lys cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro lie 
100 105 110 

Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin val 
115 120 125 

Cys Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser 
130 135 140 

Leu Ser Cys Ala val Lys Gly Phe Tyr Pro Ser Asp lie Ala val Glu 
145 150 155 160 
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Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 
165 170 175 

Val Leu Asp ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val 
180 185 190 

Asp Lys Ser Arg Trp Gin Gin Gly Asn val Phe Ser Cys Ser val Met 
195 200 205 

His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser 
210 215 220 

Pro Gly Lys 
225 

<210> 6 
<211> 227 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> variant human Fc-region of the igGl isotype with a knob mutation 

<400> 6 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly 
15 10 15 

Gly Pro Ser val Phe Leu Phe Pro Pro Lys pro Lys Asp Thr Leu Met 
20 25 30 

lie Ser Arg Thr Pro Glu Val Thr Cys val val val Asp Val Ser His 
35 40 45 

Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly Val Glu val 
50 55 60 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr 
65 70 75 80 

Arg val Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly 
85 90 95 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lie 
100 105 110 

Glu Lys Thr lie Ser Lys Ala Lys Gly Gin pro Arg Glu Pro Gin Val 
115 120 125 

Tyr Thr Leu Pro Pro Cys Arg Asp Glu Leu Thr Lys Asn Gin val ser 
130 135 140 



Leu Trp Cys Leu Val Lys Gly Phe 
145 150 

Trp Glu Ser Asn Gly Gin Pro Glu 
165 

Val Leu Asp Ser Asp Gly Ser Phe 
180 

Asp Lys Ser Arg Trp Gin Gin Gly 
195 200 

His Glu Ala Leu His Asn His Tyr 
210 215 

Pro Gly Lys 
225 

eolf-seql.txt 
Tyr Pro ser Asp lie Ala val Glu 

155 160 

Asn Asn Tyr Lys Thr Thr Pro Pro 
170 175 

Phe Leu Tyr Ser Lys Leu Thr val 
185 190 

Asn val Phe Ser Cys ser Val Met 
205 

Thr Gin Lys Ser Leu Ser Leu ser 
220 

<210> 7 
<211> 227 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> variant human Fc-region of the igGl isotype with a L234A, L235A 

and hole mutation 

<400> 7 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly 
15 10 15 

Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
20 25 30 

lie Ser Arg Thr Pro Glu Val Thr Cys val val Val Asp val Ser His 
35 40 45 

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr val Asp Gly val Glu val 
50 55 60 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr 
65 70 75 80 

Arg Val val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly 
85 90 95 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lie 
100 105 110 

Glu Lys Thr lie Ser Lys Ala Lys Gly Gin pro Arg Glu Pro Gin Val 
115 120 125 

Cys Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin val Ser 
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130 135 
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140 

Leu Ser cys Ala val Lys Gly Phe Tyr Pro Ser Asp lie Ala val Glu 
145 150 155 160 

Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn 
165 170 

Tyr Lys Thr Thr Pro 
175 

Pro 

Val Leu Asp Ser Asp Gly ser Phe Phe Leu Val Ser Lys Leu Thr val 
180 185 190 

Asp Lys Ser Arg Trp Gin Gin Gly Asn val Phe Ser cys Ser val Met 
195 200 205 

His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser 
210 215 220 

Pro 
225 

Gly Lys 

<210> 8 
<211> 227 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> variant human Fc-region of the IgGl isotype with a L234A, L235A 

and knob mutation 

<400> 8 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly 
15 10 15 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
20 25 30 

lie Ser Arg Thr Pro Glu val Thr Cys Val Val Val Asp Val Se 
35 40 45 

r His 

Glu Asp pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val 
50 55 60 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr 
65 70 75 80 

Arg val Val Ser Val 
85 

Leu Thr val Leu His Gin Asp Trp Leu Asn Gly 
90 95 

Lys Glu Tyr Lys 
100 

Cys Lys val Ser Asn 
105 

Lys Ala Leu Pro Ala 
110 

Pro lie 

Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val 
115 120 125 
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Tyr Thr Leu Pro Pro Cys Arg Asp Glu Leu Thr Lys Asn Gin Val Ser 
130 135 140 

Leu Trp Cys Leu val Lys Gly Phe Tyr Pro Ser Asp lie Ala Val Glu 
145 150 155 160 

Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 
165 170 175 

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val 
180 185 190 

Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser cys ser val Met 
195 200 205 

His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser 
210 215 220 

Pro Gly Lys 
225 

<210> 9 
<211> 227 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> variant human Fc-region of the igGl isotype with a P329G mutation 

<400> 9 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly 
15 10 15 

Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
20 25 30 

lie Ser Arq Thr Pro Glu val Thr Cys Val Val val Asp val Ser His 
35 40 45 

Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu val 
50 55 60 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr 
65 70 75 80 

Arg Val Val Ser val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly 
85 90 95 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Gly Ala Pro lie 
100 105 110 
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Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin val 

115 120 125 

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser 
130 135 140 

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lie Ala Val Glu 
145 150 155 160 

Trp Glu ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 
165 170 175 

val Leu Asp Ser Asp Gly ser Phe Phe Leu Tyr ser Lys Leu Thr val 
180 185 190 

Asp Lys ser Arg Trp Gin Gin Gly Asn Val Phe ser Cys Ser Val Met 
195 200 205 

His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser 
210 215 220 

Pro Gly Lys 
225 

<210> 10 
<211> 227 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> variant human Fc-region of the igGl isotype with a L234A, L235A 

and P329G mutation 

<400> 10 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala pro Glu Ala Ala Gly 
15 10 15 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
20 25 30 

lie Ser Arg Thr Pro Glu Val Thr Cys Val val val Asp Val Ser His 
35 40 45 

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu val 
50 55 60 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr 
65 70 75 80 

Arg Val Val ser val Leu Thr val Leu His Gin Asp Trp Leu Asn Gly 
85 90 95 

Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Gly Ala Pro lie 
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100 
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105 110 

Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val 
115 120 125 

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin val Ser 
130 135 140 

Leu Thr Cys Leu Val Lys Gly Phe Tyr pro Ser Asp lie Ala Val Glu 
145 150 155 160 

Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 
165 170 175 

Val Leu Asp ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val 
180 185 190 

Asp Lys Ser Arg Trp Gin Gin Gly Asn val Phe Ser Cys Ser val Met 
195 200 205 

His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser 
210 215 220 

Pro 
225 

Gly Lys 

<210> 11 
<211> 227 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> variant human Fc-region of the IgGl isotype with a P239G and hole 

mutation 

<400> 11 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly 
15 10 15 

Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
20 25 30 

lie Ser Arg Thr pro Glu val Thr Cys val val val Asp val Ser His 
35 40 45 

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu val 
50 55 60 

Hi S 
65 

Asn Ala Lys Thr Lys 
70 

Pro Arg Glu Glu Gin Tyr Asn 
75 

Ser Thr Tyr 

Arg val Val Ser val Leu Thr Val Leu His Gin Asp 
85 90 

Leu Asn Gly 
95 
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Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Gly Ala Pro lie 
100 105 110 

Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin val 
115 120 125 

Cys Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser 
130 135 140 

Leu Ser Cys Ala Val Lys Gly Phe Tyr Pro Ser Asp lie Ala val Glu 
145 150 155 160 

Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 
165 170 175 

val Leu Asp Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val 
180 185 190 

Asp Lys Ser Arg Trp Gin Gin Gly Asn val 
195 200 

Ser Cys Ser val Met 
205 

is Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser 
210 215 ' 220 

Pro Gly Lys 
225 

<210> 12 
<211> 227 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> variant human Fc-region of the IgGl isotype with a P329G and knob 

mutation 

<400> 12 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly 
15 10 15 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
20 25 30 

lie Ser Arg Thr Pro Glu val Thr Cys val val val Asp Val Ser His 
35 40 45 

Glu Asp Pro Glu val Lys Phe Asn Trp Tyr Val Asp Gly val Glu Val 
50 55 60 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr 
65 70 75 80 
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Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly 
85 90 95 

Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Gly Ala Pro lie 
100 105 

Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu pro Gin Val 
115 120 125 

Tyr Thr Leu Pro Pro Cys Arg Asp Glu Leu Thr Lys Asn Gin Val Ser 
130 135 140 

Leu Trp Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lie Ala Val Glu 
150 155 160 

Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 
165 170 175 

val Leu Asp ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val 
180 185 190 

Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys ser val Met 
195 200 205 

His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu ser Leu Ser 
210 215 220 

Pro Gly Lys 
225 

<210> 13 
<211> 227 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> variant human Fc-region of the igGl isotype with a L234A, L235A, 

P329G and hole mutation 

<400> 13 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly 
15 10 15 

Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
20 25 30 

lie Ser Arg Thr Pro Glu Val Thr Cys Val val Val Asp val Ser His 
35 40 45 

Glu Asp Pro Glu val Lys Phe Asn Trp Tyr Val Asp Gly val Glu val 
50 55 60 
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His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn ser Thr Tyr 
65 70 75 SO 

Arg Val val Ser Val Leu Thr val Leu His Gin Asp Trp Leu Asn Gly 
85 90 95 

Lys Glu Tyr Lys Cys Lys Val ser Asn Lys Ala Leu Gly Ala Pro lie 
100 105 110 

Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val 
115 120 125 

Cys Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser 
130 135 140 

Leu Ser Cys Ala Val Lys Gly Phe Tyr Pro Ser Asp lie Ala Val Glu 
145 150 155 160 

Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 
165 170 175 

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu 
180 185 

Ser Lys Leu Thr Val 
190 

Asp Lys Ser Arg Trp Gin Gin Gly Asn val Phe Ser Cys Ser val Met 
195 200 205 

His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser 
210 215 220 

Pro Gly Lys 
225 

<210> 14 
<211> 227 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> variant human Fc-region of the IgGl isotype with a L234A, L235A, 

P329G and knob mutation 

<400> 14 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly 
15 10 15 

Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
20 25 30 

lie Ser Arg Thr Pro Glu Val Thr 
35 40 

Cys val val Val Asp 
45 

Val ser His 

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr val Asp Gly val Glu Val 
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50 55 60 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn ser Thr Tyr 
65 70 75 80 

Arg Val val ser val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly 
85 90 95 

Lys Glu Tyr Lys Cys Lys Val ser Asn Lys Ala Leu Gly Ala Pro lie 
100 105 110 

Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val 
115 120 125 

Tyr Thr Leu Pro Pro Cys Arg Asp Glu Leu Thr Lys Asn Gin val Ser 
130 135 140 

Leu Trp Cys Lsu val Lys Gly Phe Tyr Pro Ser Asp lie Ala Val Glu 
145 150 155 160 

Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 
170 175 

val Leu Asp Ssr Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val 
180 185 190 

Asp Lys Ser Arg Trp Gin Gin Gly Asn val Phe Ser Cys Ser Val Met 
195 200 205 

His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser 
210 215 220 

Pro Gly Lys 
225 

<210> 15 
<211> 229 
<212> PRT 
<213> Homo sapiens 

<400> 15 

Glu Ser Lys Tyr Gly Pro Pro Cys Pro Ser Cys Pro Ala pro Glu 
15 10 15 

Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 
20 25 30 

Leu Met lie Ser Arg Thr Pro Glu val Thr cys Val Val val Asp val 
35 40 45 

Ser Gin Glu Asp Pro Glu Val Gin Phe Asn Trp Tyr val Asp Gly val 
50 55 60 
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Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Phe Asn Ser 
65 70 75 80 

Thr Tyr Arg val Val Ser val Leu Thr val Leu His Gin Asp Trp Leu 
85 90 95 

Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Gly Leu Pro Ser 
100 105 110 

Ser lie Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro 
115 120 125 

Gin Val Tyr Thr Leu Pro Pro Ser Gin Glu Glu Met Thr Lys Asn Gin 
130 135 140 

Val Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro ser Asp lie Ala 
145 150 155 160 

Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr 
165 170 175 

Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu 
180 185 190 

Thr val Asp Lys ser Arg Trp Gin Glu Gly Asn Val Phe Ser Cys ser 
195 200 205 

Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser 
210 215 220 

Leu Ser Leu Gly Lys 
225 

<210> 16 
<211> 229 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> variant human Fc-region of the igG4 isotype with a S228P and 

L235E mutation 

<400> 16 

Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe 
15 10 15 

Glu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 
20 25 30 

Leu Met lie Ser Arg Thr pro Glu Val Thr Cys val Val Val Asp val 
35 40 45 
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Ser Gin Glu Asp Pro Glu val Gin Phe Asn Trp Tyr Val Asp Gly val 
50 55 60 

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Phe Asn Ser 
65 70 75 80 

Thr Tyr Arg Val Val ser val Leu Thr val Leu His Gin Asp Trp Leu 
85 90 95 

Asn Gly Lys Glu Tyr Lys Cys Lys Val ser Asn Lys Gly Leu Pro Ser 
100 105 110 

Ser lie Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro 
115 120 125 

Gin Val Tyr Thr Leu Pro Pro Ser Gin Glu Glu Met Thr Lys Asn Gin 
130 135 140 

val Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp lie Ala 
145 150 155 160 

val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr 
170 175 

pro Pro val Leu Asp ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu 
180 185 190 

Thr Val Asp Lys Ser Arg Trp Gin Glu Gly Asn Val Phe Ser Cys Ser 
195 200 205 

val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser 
210 215 220 

Leu Ser Leu Gly Lys 
225 

<210> 17 
<211> 229 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> variant human Fc-region of the IgG4 isotype with a S228P, L235E 

and P329G mutation 

<400> 17 

Glu Ser Lys Tyr Gly Pro Pro cys Pro Pro Cys Pro Ala Pro Glu Phe 
15 10 15 

Glu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 
20 25 30 
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Leu Met lie Ser Arg Thr Pro Glu val Thr Cys Val Val Val Asp Val 

35 40 45 

Ser Gin Glu Asp Pro Glu Val Gin Phe Asn Trp Tyr Val Asp Gly val 
50 55 60 

Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Phe Asn Ser 
65 70 75 80 

Thr Tyr Arq Val val Ser val Leu Thr Val Leu His Gin Asp Trp Leu 
85 90 95 

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Gly ser 
100 105 110 

Ser lie Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro 
115 120 125 

Gin Val Tyr Thr Leu Pro Pro Ser Gin Glu Glu Met Thr Lys Asn Gin 
130 135 140 

val Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp lie Ala 
145 150 155 160 

Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr 
165 170 175 

Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu 
180 185 190 

Thr val Asp Lys Ser Arg Trp Gin Glu Gly Asn val Phe Ser Cys Ser 
195 200 205 

val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser 
210 215 220 

Leu Ser Leu Gly Lys 
225 

<210> 18 
<211> 191 
<212> PRT 
<213> Homo sapiens 

<400> 18 

Met Arg Thr Glu Asp Leu Pro Lys Ala val Val Phe Leu Glu Pro Gin 
15 10 15 

Trp Tyr Arg val Leu Glu Lys Asp Ser val Thr Leu Lys Cys Gin Gly 
20 25 30 

Ala Tyr Ser Pro Glu Asp Asn Ser Thr Gin Trp Phe His Asn Glu Ser 
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35 
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40 45 

Leu lie Ser ser Gin Ala Ser Ser Tyr Phe lie Asp Ala Ala Thr Val 
50 55 60 

Asp Asp Ser Gly Glu Tyr Arg Cys Gin Thr Asn Leu Ser Thr Leu Ser 
65 70 75 80 

Asp Pro Val Gin Leu Glu val His lie Gly Trp Leu Leu Leu Gin Ala 
85 90 95 

Pro Arg Trp Val Phe Lys Glu Glu Asp Pro lie His Leu Arg Cys His 
105 110 

Ser Trp Lys Asn Thr Ala Leu His Lys Val Thr Tyr Leu Gin Asn Gly 
115 120 125 

Lys Gly Arg Lys Tyr Phe His His Asn Ser Asp Phe Tyr lie Pro Lys 
130 135 140 

Ala Thr Leu Lys Asp Ser Gly Ser Tyr Phe Cys Arg Gly Leu Val Gly 
145 150 155 

Ser Lys Asn val Ser Ser Glu Thr Val Asn lie Thr lie Thr Gin Gly 
165 170 175 

Leu Ala val Ser Thr lie Ser Ser Phe Phe Pro Pro Gly Tyr Gin 
180 185 190 

<210> 19 
<211> 5 
<212> PRT 
<213> Artificial Sequence 

<220> 
<22 3> Arg-tag 

<400> 19 

Arg Arg Arg Arg Arg 
1 5 

<210> 20 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Arg-tag 2 

<400> 20 

Arg Arg Arg Arg Arg Arg 
1 5 

<210> 21 
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<211> 15 
<212> PRT 
<213> Artificial Sequence 

<22Q> 
<22 B> Avi-tag 

<400> 21 

Gly Leu Asn Asp lie Phe Glu Ala Gin Lys lie Glu Trp His Glu 
15 10 15 

<210> 22 
<211> 21 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> His-Avi-tag 

<400> 22 

His His His His His His Gly Leu Asn Asp lie Phe Glu Ala Gin Lys 
15 10 15 

lie Glu Trp His Glu 
20 

<210> 23 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<22 3> His-tag 

<400> 23 

His His His His His His 
1 5 

<210> 24 
<211> 19 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> amino acid tag 

<400> 24 

Lys Asp His Leu lie His Asn Val His Lys Glu Phe His Ala His Ala 
15 10 15 

His Asn Lys 

<21Q> 25 
<211> 8 
<212> PRT 
<213> Artificial Sequence 
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<220> 
<223> amino acid tag 

<400> 25 

Asp Tyr Lys Asp Asp Asp Asp Lys 
1 5 

<210> 26 
<211> 22 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> amino acid tag 

<400> 26 

Asp Tyr Lys Asp His Asp Gly Asp Tyr Lys Asp His Asp lie Asp Tyr 
15 10 15 

Lys Asp Asp Asp Asp Lys 
20 

<210> 27 
<211> 9 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> amino acid tag# 

<400> 27 

Ala Trp Arg His Pro Gin Phe Gly Gly 
1 5 

<210> 28 
<211> 8 
<212> PRT 
<213> Arti fi ci al Sequence 

<220> 
<223> amino acid tag 

<400> 28 

Trp Ser His Pro Gin Phe Glu 

<210> 29 
<211> 10 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> amino acid tag 

<400> 29 

Met Asp val Glu Ala Trp Leu Gly Ala Arg 
1 5 10 
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<210> 30 
<211> 16 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> amino acid tag 

<400> 30 

Met Asp Val Glu Ala Trp Leu Gly Ala Arg Val Pro Leu val Glu Thr 
15 10 15 

<210> 31 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> amino acid tag 

<400> 31 

Met Asp Glu Lys Thr Thr Gly Trp Arg Gly Gly His val val Glu Gly 
15 10 15 

Leu Ala Gly Glu Leu Glu Gin Leu Arg Ala Arg Leu Glu His His Pro 
20 25 30 

Gin Gly Gin Arg Glu Pro 
35 

<210> 32 
<211> 10 
<212> PRT 
<213> Artificial Sequence 

<220> 
<22 3> amino acid 1 tag 

<400> 32 

Glu Gin Lys Leu lie Ser Glu Glu Asp Leu 
1 5 10 

<210> 33 
<211> 15 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> amino acid tag 

<400> 33 

Lys Glu Thr Ala Ala Ala Lys Phe Glu Arg Gin His Met Asp ser 
15 10 15 

<210> 34 
<211> 26 
<212> PRT 
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<213> Artificial sequence 

<220> 
<223> amino acid tag 

<400> 34 

Lys Arg Arg Trp Lys Lys Asn Phe lie Ala Val ser Ala Ala Asn Arg 
15 10 15 

Phe Lys Lys lie ser Ser Ser Gly Ala Leu 
20 25 

<210> 35 
<211> 47 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> amino acid tag 

<400> 35 

Pro Ala Thr Thr Thr Gly Ser Ser Pro Gly Pro Thr Gin Ser His Tyr 
15 10 15 

Gly Gin Cys Gly Gly lie Gly Tyr Ser Gly Pro Thr Val Cys Ala Ser 
20 25 30 

Gly Thr Thr Cys Gin val Leu Asn Pro Tyr Tyr Ser Gin Cys Leu 
35 40 45 

<210> 36 
<211> 32 
<212> PRT 
<213> Butyrivibrio fibrisolvens 

<400> 36 

Met Asp Trp Asn Ala Asn lie Ala Pro Gly Asn Ser val Glu Phe Gly 
15 10 15 

lie Gin Gly Ala Gly Ser Val Gly Asn val lie Asp lie Thr Val Glu 
20 25 30 

<210> 37 
<211> 51 
<212> PRT 
<213> Artificial Sequence 

<220> 
<22 3> chi ti n-bi ndi ng-domai n 

<400> 37 

Thr Asn Pro Gly val Ser Ala Trp Gin val Asn Thr Ala Tyr Thr Ala 
15 10 15 

Gly Gin Leu Val Thr Tyr Asn Gly Lys Thr Tyr Lys Cys Leu Gin Pro 
20 25 30 
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His Thr Ser Leu Ala Gly Trp Glu Pro Ser Asn Val Pro Ala Leu Trp 
35 40 45 

Gin Leu Gl 
50 

<210> 38 
<211> 209 
<212> PRT 
<213> Chondrus crispus 

<400> 38 

Met Pro Glu lie Lys Leu Thr Tyr Phe Asp Met Arg Gly Arq Ala Glu 
15 10 15 

Ala Ser Arg Leu Ala Leu val val Gly Glu lie Pro Phe Glu Asp Glu 
20 25 30 

Arg Val Val Phe Asp His Trp Lys Glu Ala Lys Pro Lys Thr Pro Tyr 
35 40 45 

Ala Ala Leu Pro Met Leu Thr val Asp Gly Met Gin val Ala Gin Ser 
50 55 60 

Asp Ala lie Leu Arg Tyr Cys Gly Lys Leu Ala Gly Leu Tyr Pro Ser 
65 70 75 80 

Asp Pro Leu Glu Ala Ala Lys Val Asp Glu val Gly Gly Val lie Asp 
85 90 95 

Asp Val Thr His Ala Met Tyr Arg Tyr Arg Gly Asp Asp Lys Asp Lys 
105 110 

Leu Arg Glu Glu Arg Asp Lys Phe Ser Lys Val Asp val Pro Arg Tyr 
115 120 125 

Val Gly Ala Leu Glu Lys Arg Leu Glu Ala Phe Gly Asp Gly Pro Trp 
130 135 140 

Ala Val Gly Gly Asn Met Thr lie Ala Asp Leu His lie Cys His Leu 
145 150 155 160 

val Thr Asn lie Arg cys Gly Met Leu Asp Phe val Asp Lys Asp Leu 
165 170 175 

Leu Glu Gly Tyr val Arg lie Val Lys Ser Tyr Ser Ala val Met Glu 
180 185 190 

His Pro Lys val Thr Glu Trp Tyr Glu Lys Lys Pro val Lys Met Phe 
195 200 205 
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Ser 

<210> 39 
<211> 396 
<212> PRT 
<213> Escherichia coli 

<400> 39 

Met Lys lie Lys Thr Gly Ala Arg lie Leu Ala Leu Ser Ala Leu Thr 
15 10 15 

Thr Met Met Phe ser Ala Ser Ala Leu Ala Lys lie Glu Glu Gly Lys 
20 25 30 

Leu Val lie Trp lie Asn Gly Asp Lys Gly Tyr Asn Gly Leu Ala Glu 
35 40 45 

Val Gly Lys Lys Phe Glu Lys Asp Thr Gly lie Lys Val Thr val Glu 
50 55 60 

His Pro Asp Lys Leu Glu Glu Lys Phe Pro Gin val Ala Ala Thr Gly 
65 70 75 80 

Asp Gly pro Asp lie lie Phe Trp Ala His Asp Arg Phe Gly Gly Tyr 
85 90 95 

Ala Gin Ser Gly Leu Leu Ala Glu lie Thr Pro Asp Lys Ala Phe Gin 
100 105 110 

Asp Lys Leu Tyr Pro Phe Thr Trp Asp Ala Val Arg Tyr Asn Gly Lys 
115 120 125 

Leu lie Ala Tyr Pro lie Ala Val Glu Ala Leu Ser Leu lie Tyr Asn 
130 135 140 

Lys Asp Leu Leu Pro Asn Pro Pro Lys Thr Trp Glu Glu lie Pro Ala 
145 150 155 160 

Leu Asp Lys Glu Leu Lys Ala Lys Gly Lys Ser Ala Leu Met Phe Asn 
165 170 175 

Leu Gin Glu Pro Tyr Phe Thr Trp Pro Leu lie Ala Ala Asp Gly Gly 
180 185 190 

Tyr Ala Phe Lys Tyr Glu Asn Gly Lys Tyr Asp lie Lys Asp val Gly 
195 200 205 

val Asp Asn Ala Gly Ala Lys Ala Gly Leu Thr Phe Leu Val Asp Leu 
210 215 220 
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lie Lys Asn Lys His Met Asn Ala Asp Thr Asp Tyr Ser lie Ala Glu 
225 230 235 240 

Ala Ala Phe Asn Lys Gly Glu Thr Ala Met Thr lie Asn Gly Pro Trp 
245 250 255 

Ala Trp Ser Asn He Asp Thr Ser Lys Val Asn Tyr Gly val Thr Val 
260 265 270 

Leu Pro Thr Phe Lys Gly Gin Pro Ser Lys Pro Phe Val Gly val Leu 
275 280 285 

Ser Ala Gly lie Asn Ala Ala ser Pro Asn Lys Glu Leu Ala Lys Glu 
290 295 300 

Phe Leu Glu Asn Tyr Leu Leu Thr Asp Glu Gly Leu Glu Ala val Asn 
305 310 315 320 

Lys Asp Lys Pro Leu Gly Ala Val Ala Leu Lys Ser Tyr Glu Glu Glu 
325 330 335 

Leu Ala Lys Asp 
340 

Pro Arg lie Ala Ala 
345 

Thr Met Glu Asn Ala 
350 

Gin Lys 

Gly Glu lie Met Pro Asn lie Pro Gin Met 
355 360 

Ser Ala Phe Trp Tyr Ala 
365 

val Arg Thr Ala Val lie Asn Ala Ala ser Gly Arg 
370 375 380 

Gin Thr val Asp 

Glu Ala Leu Lys Asp Ala Gin Thr Arg lie Thr Lys 
385 390 395 

<210> 40 
<211> 5 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> protease cleavage site 

<400> 40 

Pro Ala Pro Ser pro 
1 5 

<210> 41 
<211> 4 
<212> PRT 
<213> Artificial Sequence 

<220> 
<22 3> protease cleavage site 

<400> 41 
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<210> 42 
<211> 4 
<212> PRT 
<21B> Artificial Sequence 

<220> 
<223> protease cleavage site 

<400> 42 

Pro Pro Ala Pro 
1 

<210> 43 
<211> 4 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> protease cleavage site 

<400> 43 

Pro Pro Thr pro 
1 

<210> 44 
<211> 4 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> protease cleavage site 

<400> 44 

Pro Pro Gly pro 
1 

<210> 45 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> enzymatic cleavage site 

<400> 45 

Pro Arg Pro pro Thr Pro 
1 5 

<210> 46 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> enzymatic cleavage site 
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<400> 46 

Val Val Ala Pro Pro Ala Pro 
1 5 

<210> 47 
<211> 7 
<212> PRT 
<213> Artificial sequence 

<220> 
<22B> enzymatic cleavage site 

<400> 47 

val Val Ala Pro Pro ser Pro 
1 5 

<210> 48 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> enzymatic cleavage site 

<400> 48 

Val Val Ala Pro Pro Thr Pro 
1 5 

<210> 49 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> enzymatic cleavage site 

<400> 49 

Val Val Ala Pro Pro Gly Pro 
1 5 

<21G> 50 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> enzymatic cleavage site 

<400> 50 

Pro Arg Pro Pro Thr Pro 
1 5 

<210> 51 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
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<223> enzymatic cleavage site 

<400> 51 

Ala Pro Pro Ala Ala Pro 
1 5 

<210> 52 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> enzymatic cleavage site 

<400> 52 

Pro Arg Pro Pro Ala Pro 
1 5 

<210> 53 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> enzymatic cleavage site 

<400> 5 3 

Pro Arg Pro Pro Ser Pro 
1 5 

<210> 54 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> enzymatic cleavage site 

<400> 54 

Pro Arg Pro Pro Gly Pro 
1 5 

<210> 55 
<211> 19 
<212> PRT 
<213> Mus musculus 

<400> 55 

Met Gly Trp Ser Cys lie lie Leu Phe Leu Val Ala Thr Ala Thr Gly 
15 10 15 

val His Ser 

<210> 56 
<211> 443 
<212> PRT 
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<213> Artificial Sequence 

<220> 
<223> mature FcyRIIlaVl58-Avi-IgA Protease-Fc LALA P239G fusion 

polypeptide 

<400> 56 

Gly Met Arg Thr Glu Asp Leu Pro Lys Ala Val val Phe Leu Glu Pro 
15 10 15 

Gin Trp Tyr Arg val Leu Glu Lys Asp Ser val Thr Leu Lys Cys Gin 
20 25 30 

Gly Ala Tyr Ser pro Glu Asp Asn Ser Thr Gin Trp Phe His Asn Glu 
35 40 45 

Ser Leu lie Ser ser Gin Ala Ser Ser Tyr Phe lie Asp Ala Ala Thr 
50 55 60 

Val Asp Asp Ser Gly Glu Tyr Arg Cys Gin Thr Asn Leu Ser Thr Leu 
65 70 75 80 

Ser Asp Pro Val Gin Leu Glu Val His lie Gly Trp Leu Leu Leu Gin 
85 90 95 

Ala Pro Arg Trp val Phe Lys Glu Glu Asp Pro lie His Leu Arg Cys 
100 105 110 

His Ser Trp Lys Asn Thr Ala Leu His Lys val Thr Tyr Leu Gin Asn 
115 120 125 

Gly Lys Gly Arg Lys Tyr Phe His His Asn Ser Asp Phe Tyr lie Pro 
130 135 140 

Lys Ala Thr Leu Lys Asp Ser Gly Ser Tyr Phe Cys Arg Gly Leu Val 
145 150 155 160 

Gly Ser Lys Asn Val Ser Ser Glu Thr val Asn lie Thr lie Thr Gin 
165 170 175 

Gly Leu Ala val ser Thr lie Ser Ser Phe Phe Pro Pro Gly Tyr Gin 
180 185 190 

Gly Leu Asn Asp lie Phe Glu Ala Gin Lys lie Glu Trp His Glu Leu 
195 200 205 

val Val Ala Pro Pro Ala Pro Glu Asp Lys Thr His Thr Cys Pro Pro 
210 215 220 

Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser val Phe Leu Phe Pro 
225 230 235 240 
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Pro Lys Pro Lys Asp Thr Leu Met lie Ser Arg Thr Pro Glu Val Thr 

245 250 255 

Cys Val Val val Asp Val Ser His Glu Asp Pro Glu val Lys Phe Asn 
260 265 270 

Trp Tyr Val Asp Gly val Glu Val His Asn Ala Lys Thr Lys Pro Arg 
275 280 285 

Glu Glu Gin Tyr Asn ser Thr Tyr Arg val Val Ser val Leu Thr val 
290 295 300 

Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys cys Lys val ser 
305 310 315 320 

Asn Lys Ala Leu Gly Ala Pro lie Glu Lys Thr lie Ser Lys Ala Lys 
325 330 335 

Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp 
340 345 350 

Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe 
355 360 365 

Tyr Pro Ser Asp lie Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu 
370 375 380 

Asn Asn Tyr Lys Thr Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe 
385 390 395 400 

Phe Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gin Gin Gly 
405 410 415 

Asn Val Phe Ser Cys Ser val Met His Glu Ala Leu His Asn His Tyr 
420 425 430 

Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys 
435 440 

<210> 57 
<211> 436 
<212> PRT 
<213> Artificial Sequence 

<22Q> 
<223> FcyRlla-LR(Hl31)-Avi-lgA Protease-Fc LALA P239G fusion 

polypepti de 

<400> 57 

Gin Ala Ala Ala Pro Pro Lys Ala val Leu Lys Leu Glu Pro Pro Trp 
15 10 15 

lie Asn val Leu Gin Glu Asp Ser Val Thr Leu Thr Cys Gin Gly Ala 
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25 30 

Arg Ser Pro Glu Ser Asp Ser lie Gin Trp Phe His Asn Gly Asn Leu 
35 40 45 

lie Pro Thr His Thr Gin Pro ser Tyr Arg Phe Lys Ala Asn Asn Asn 
50 55 60 

Asp Ser Gly Glu Tyr Thr Cys Gin Thr Gly Gin Thr Ser Leu Ser Asp 
65 70 75 80 

Pro Val His Leu Thr val Leu Ser Glu Trp Leu Val Leu Gin Thr Pro 
85 90 95 

His Leu Glu Phe Gin Glu Gly Glu Thr lie Met Leu Arg Cys His Ser 
100 105 110 

Trp Lys Asp Lys Pro Leu Val Lys val Thr Phe Phe Gin Asn Gly Lys 
115 120 125 

Ser Gin Lys Phe Ser His Leu Asp Pro Thr Phe Ser lie Pro Gin Ala 
130 135 140 

Asn His Ser His Ser Gly Asp Tyr His Cys Thr Gly Asn lie Gly Tyr 
145 150 155 160 

Thr Leu Phe Ser Ser Lys Pro val Thr lie Thr val Gin val Pro Ser 
165 170 175 

Met Gly Ser Ser Ser pro Met Gly lie Gly Leu Asn Asp lie Phe Glu 
180 185 

Ala Gin Lys lie Glu Trp His Glu Leu val val Ala Pro Pro Ala Pro 
195 200 205 

Glu Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala 
210 215 220 

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu 
225 230 235 240 

Met lie Ser Arg Thr pro Glu Val Thr cys Val Val Val Asp val Ser 
245 250 255 

His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val 
260 265 

Gly val Glu 
270 

Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr 
275 280 285 

Tyr Arg Val Val Ser val Leu Thr val Leu His Gin Asp Trp Leu Asn 
Page 31 



eolf-seql.txt 
290 295 300 

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Gly Ala Pro 
305 310 315 320 

lie Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin 
325 330 335 

val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val 
340 345 350 

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lie Ala Val 
355 360 365 

Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro 
370 375 380 

Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr 
385 390 395 400 

Val Asp Lys Ser Arg Trp Gin Gin Gly Asn val Phe Ser Cys Ser Val 
405 410 415 

Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu 
420 425 430 

Ser Pro Gly Lys 
435 

<210> 58 
<211> 423 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> FcyRIIb-Avi-igA Protease-Fc LALA P239G fusion polypeptide 

<400> 58 

Ala Pro Pro Lys Ala val Leu Lys Leu Glu Pro Gin Trp lie Asn val 
15 10 15 

Leu Gin Glu Asp Ser val Thr Leu Thr Cys Arg Gly Thr His Ser Pro 
20 25 30 

Glu Ser Asp Ser lie Gin Trp Phe His Asn Gly Asn Leu lie Pro Thr 
35 40 45 

His Thr Gin Pro Ser Tyr Arg Phe Lys Ala Asn Asn Asn Asp Ser Gly 
50 55 60 

Glu Tyr Thr Cys Gin Thr Gly Gin Thr Ser Leu Ser Asp Pro Val His 
65 70 75 80 
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Leu Thr Val Leu Ser Glu Trp Leu val Leu Gin Thr Pro His Leu Glu 
85 90 95 

Phe Gin Glu Gly Glu Thr lie val Leu Arg Cys His Ser Trp Lys Asp 
100 105 110 

Lys Pro Leu val Lys val Thr Phe Phe Gin Asn Gly Lys ser Lys Lys 
115 120 125 

Phe Ser Arg Ser Asp Pro Asn Phe Ser lie Pro Gin Ala Asn His Ser 
130 135 140 

His Ser Gly Asp Tyr His Cys Thr Gly Asn lie Gly Tyr Thr Leu Tyr 
145 150 155 160 

Ser Ser Lys Pro Val Thr lie Thr val Gin Ala Pro Gly Leu Asn Asp 
165 170 175 

lie Phe Glu Ala Gin Lys lie Glu Trp His Glu Leu Val val Ala Pro 
180 185 190 

Pro Ala Pro Glu Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro 
195 200 205 

Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys 
210 215 220 

Asp Thr Leu Met lie Ser Arg Thr Pro Glu val Thr Cys Val val 
225 230 235 240 

Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr val 
245 250 255 

Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr 
260 265 270 

Asn Ser Thr Tyr Arg val Val Ser Val Leu Thr val Leu His Gin 
275 280 285 

Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu 
290 295 300 

Gly Ala Pro lie Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro 
305 310 315 320 

Glu Pro Gin val Tyr Thr Leu Pro Pro Ser 
325 330 

Asp Glu Leu Thr Lys 
335 

Asn Gin val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp 
340 345 350 
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lie Ala val Glu Trp Glu ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys 
355 360 365 

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser 
370 375 380 

Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn val Phe Ser 
385 390 395 400 

Cys ser val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser 
405 410 415 

Leu ser Leu Ser Pro Gly Lys 
420 

<210> 59 
<211> 443 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> PcyRlIib-Avi-IgA Protease-Fc LALA P239G fusion polypeptide 

<400> 59 

Gly Met Arg Thr Glu Asp Leu Pro Lys Ala Val val phe Leu Glu Pro 
15 10 15 

Gin Trp Tyr Ser Val Leu Glu Lys Asp Ser Val Thr Leu Lys Cys Gin 
20 25 30 

Gly Ala Tyr Ser Pro Glu Asp Asn Ser Thr Gin Trp Phe His Asn Glu 
35 40 45 

Ser Leu lie Ser Ser Gin Ala Ser Ser Tyr Phe lie Asp Ala Ala Thr 
50 55 60 

Val Asn Asp Ser Gly Glu Tyr Arg Cys Gin Thr Asn Leu ser Thr Leu 
65 70 75 80 

Ser Asp Pro Val Gin Leu Glu Val His lie Gly Trp Leu Leu Leu Gin 
85 90 95 

Ala Pro Arg Trp val Phe Lys Glu Glu Asp Pro lie His Leu Arg Cys 
100 105 110 

His Ser Trp Lys Asn Thr Ala Leu His Lys Val Thr Tyr Leu Gin Asn 
115 120 12 5 

Gly Lys Asp Arg Lys Tyr Phe His His Asn Ser Asp Phe His lie Pro 
130 135 140 

Lys Ala Thr Leu Lys Asp Ser Gly Ser Tyr Phe Cys Arg Gly Leu val 
Page 34 



145 150 
eolf-seql.txt 

155 160 

Gly Ser Lys Asn val Ser Ser Glu Thr Val Asn lie Thr lie Thr Gin 
165 170 175 

Gly Leu Ala val Ser Thr lie Ser ser Phe ser Pro Pro Gly Tyr Gin 
180 185 190 

Gly Leu Asn Asp lie Phe Glu Ala Gin Lys lie Glu Trp His Glu Leu 
195 200 205 

val val Ala Pro Pro Ala Pro Glu Asp Lys Thr His Thr Cys Pro Pro 
210 215 220 

Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro 
225 230 235 240 

Pro Lys Pro Lys Asp Thr Leu Met lie Ser Arg Thr Pro Glu Val Thr 
245 250 255 

Cys Val val Val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn 
260 265 270 

Trp Tyr Val Asp Gly Val Glu val His Asn Ala Lys Thr Lys Pro Arg 
275 280 285 

Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val val Ser Val Leu Thr val 
290 295 BOO 

Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser 
305 310 315 320 

Asn Lys Ala Leu Gly Ala Pro lie Glu Lys Thr lie Ser Lys Ala Lys 
325 330 335 

Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp 
340 345 350 

Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly phe 
355 360 365 

Tyr Pro Ser Asp lie Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu 
370 375 380 

Asn Asn Tyr Lys Thr Thr Pro Pro val Leu Asp Ser Asp Gly Ser phe 
385 390 395 400 

Phe Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gin Gin Gly 
405 410 415 

Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr 
Page 35 



eolf-seql.txt 
420 425 430 

Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys 
435 440 

<210> 60 
<211> 346 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> minimal FcyRiiia-Avi-Fc LALA p239G fusion polypeptidf 

<400> 60 

Gly Trp Leu Leu Leu Gin Ala Pro Arg Trp Val Phe Lys Glu Glu 
15 10 15 

Pro lie His Leu Arg Cys His Ser Trp Lys Asn Thr Ala Leu His Lys 
20 25 30 

val Thr Tyr Leu Gin Asn Gly Lys Gly Arg Lys Tyr Phe His His Asn 
35 40 45 

Ser Asp Phe Tyr lie Pro Lys Ala Thr Leu Lys Asp Ser Gly Ser Tyr 
50 5 5 60 

Phe Cys Arg Gly Leu val Gly ser Lys Asn val Ser Ser Glu Thr val 
65 70 75 80 

Asn lie Thr lie Thr Gin Gly Leu Ala Val Ser Thr lie Ser Ser Phe 
85 90 95 

Phe Pro Pro Gly Tyr Gin Gly Leu Asn Asp lie Phe Glu Ala Gin Lys 
100 105 110 

lie Glu Trp His Glu Leu Glu Asp Lys Thr His Thr Cys Pro Pro Cys 
115 120 125 

Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser val Phe Leu Phe Pro Pro 
130 135 140 

Lys Pro Lys Asp Thr Leu Met lie Ser Arg Thr Pro Glu Val Thr Cys 
145 150 155 160 

Val Val Val Asp val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp 
165 170 175 

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu 
180 185 190 

Glu Gin Tyr Asn Ser Thr Tyr Arg Val val Ser Val Leu Thr Val Leu 
195 200 205 
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His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val ser Asn 
210 215 220 

Lys Ala Leu Gly Ala Pro lie Glu Lys Thr lie Ser Lys Ala Lys Gly 
225 230 235 240 

Gin Pro Arg Glu Pro Gin val Tyr Thr Leu Pro Pro Ser Arg Asp Glu 
245 250 255 

Leu Thr Lys Asn Gin Val ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 
260 265 270 

Pro Ser Asp lie Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn 
275 280 285 

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe 
290 295 300 

Leu Tyr ser Lys Leu Thr val Asp Lys Ser Arg Trp Gin Gin Gly Asn 
305 310 315 320 

Val Phe ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr 
325 330 335 

Gin Lys ser Leu Ser Leu Ser Pro Gly Lys 
340 345 
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