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[FIG. 2a]
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[FIG. 2¢]
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[FIG. 3b]
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[FIG. 4a]
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[FIG. 4c]
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[FIG. 7a]
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[FIG. 7c]
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[FIG. 7d]
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[FIG. 7e]
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[FIG. 7]

WUB[eAIq ZEHA-(TURA)TTATTINY

£l

W3jeAIq LHA(TURA)TTITTNY

(A}

wajeAlq ZHA-(Z BN TT4TINY

i
-l

W3|eAlq 6HA-(Z4BA)TTATTNY

[=]
-

JUBJBAIG OTHA(ZURA)TTATINY

(

Wa[eAlq SEHA-(Z4N)TTATINY
(
(

Ju3jeAlq SHA-(Z4RA)TTTTINY

juajeAlq 9ST-(Z4A)TTATTINY

usjeAOUOW 904-TTATTY?

IUSjeAlq 904-TTATTYD

lugjeAoucw yOI-TT4TTY?

jus|eAouow #9ST-TTITTYD

jusjeAlq y9ST-TTJTTYd

= N | N WO M~ ]

sauop)

€l

{w/Bu) uonesuasuo)

0'00E

FosE

18/42
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[FIG. 9]
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[FIG. 10b]
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[FIG. 10d]
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[FIG. 10e]
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[FIG. 11a]
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[FIG. 11b]
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[FIG. 11c]
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[FIG. 11d]
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[FIG. 11¢]
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[FIG. 12a]
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[FIG. 12b]
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[FIG. 12¢]
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[FIG. 14b]
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[FIG. 14c]

VH16 vs VH16(de)(StoP) vs VH16(de2)(StoP)
Standard Curve

Mean Value

0.001 0.01 0.1 1 10 100 1000
Conc(nM)

4-PFity=(A-DN(1+(WCyB)+D: A B c D
[ Plot#2 (hu11F11(v.2)}-VH16: Concentrationvs ... 0.15 1.38 0.143 3.56
Q Plot#1 (hu11F11(v.2)-VH16(de}(StoP). Conce... 0.0381  0.907 1.25 35
/\ Plot#3 (hu11F11(v.2)-VH16(de2)(StoP): Conc... 0.173 1.41 0.122 358

Weighting: Fixed

37/42

RA2
0.999
0.998
0.999



[FIG. 15a]
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[FIG. 15b]
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[FIG. 15¢]
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[FIG. 16]
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[FIG. 17]
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