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PEXP5CT/POLY-KZ144

startcodon BarrH 1 polycation cassette KZ144

N

Polyaation cassette with BarrHl restriction ends

K R K K R K K R K
5’—GA’ICCAAAC(I:AAGAAACGTAAGAAACGCAAAA|_—3’
3= G TIT GOG TIC TIT GCA TIC TIT GCG TIT TCIAG |- 5

PEXPSCT/POLY-KZ144: BarrH +dephosphorylation

ligationwith pd ycation cassette

PEXPSCT/(POLY)-Kz144

start codon  BarrH 2" paycation cassette junctionsite

M G S K R K K R K K R K R S
——ATG G|GATCC  AAA OGC AAG AAA CGT AAG AAA CGC AAA | A/GATCC
——TAC CCTAG/G | TIT GJG TIC TIT GCA TIC TIT GOG TIT TCTAG|G

N T* polycationcassette KZ144

K R K K R K K R K
N AAA Q3C AAG AAA CGT AAG APA CGC AAA AAAGIATTAOGCARAG—

TIT GG TTC TIT GCA TTC TIT GOG TIT TTTCATAATGCGITIC——
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Pseudomonas aeruginosa PAO1p
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Pseudomonas aeruginosa Br667
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Escherichia coli WK6

0,7 s
'z o
k :E 0’6 ....................................................................................................................................................................................... [ SERRER R RPN
‘g 0’5 ............................................................................................................................................................... A / ............
= 7 T o B
S /
g 0’3 ........... % ......................................................................... S, / ..................................
2 : / /
g 0,2 .......................................... e ———— e f L feeed
< / / /
0,1 i / """"""""""""""""""""""""
0,0 v B s N v LT s LB
0.5 mM EDTA 1.315 pM 1.315 uM 1.315 pM 1.315 uM
PSP3gpl10 PKPSP3gp10 PSP3gpl10+ 0.5  PKPSP3gpl0 +
mM EDTA 0.5 mM EDTA
Figure 5 C
Salmonella typhimurium LT2 (SGSC N° 2317)
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Pseudomonas aeruginosa PAO1p
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Pseudomas aeruginosa Br667
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Escherichia coli WK6
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Salmonella typhimuriumLT2 (SGSC N° 2317)
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Pseudomonas aeruginosa PAO1p
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Pseudomonas aeruginosa Br667
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Burkholderia pseudomallei
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BiofilmReduction of Psaudomonas areuginosa 2573
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Psevudomonas aeruginosa 2573
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