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Figure 1
Study | Name Accession State Fold p value (Mann-
number change difference | Whitney)
FDS1 | Peroxiredoxin-2 P32119 up 2.3 0.01
Protein AMBP P02760 up 1.3 0.01
Apolipoprotein A-1V P06727 up 2 0.05
FDS2 | Complement Clq P02746 down 3 0.0016
subcomponent subunit B
Apolipoprotein A-1V P06727 up 1.5 0.08
Apolipoprotein C-111 P02656 up 2.3 0.056
Insulin-like growth factor- | P17936 down 1.7 0.07
Protein AMBP P02760 down 1.3 0.037
Adiponectin Q15848 down 2 0.04
Complement factor H- P36980 down 1.7 0.03
related protein 2
Haemoglobin subunit beta | P68871 up 35 0.05
BDS | CD5 antigen-like 043866 down 2 0.06
Apolipoprotein B-100 P04114 up 1.3 0.045
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Figure 2
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Figure 3
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Figure 4
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Figure 5
Study | Name Accession State Fold p value
number change difference | (Mann-
Whitney)
BDS | Sulfhydryl oxidase 1 000391 up 1.7 0.045
Apolipoprotein A-1V P06727 up 1.7 0.05
Complement component P07358 up 1.3 0.09
C8 beta chain




