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gG1 vs. Ritwan 10mglkg: P>0.05
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FIGURE 9A

CHIR 12.12 light chain:

leader:
MALPAQLLGLLMLWVSGSSG
variable:

DIVMTQSPLSLTVTPGEPASISCRSSQSLLYSNGYNYLDWYLQKPGQSPQVLISLGSNRASG
VPDRFSGSGSGIDFTLKISRVEAEDVGVYYCMQARQTPFTFGPGTKVDIR

constant:

RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVIDNALQSGNSQESVTEQDSK
DSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

FIGURE 9B

CHIR-12.12 heavy chain:

leader:
MEFGLSWVFLVAILRGVQC
variable:

QVQLVESGGGVVQPURSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVAVISYEESNRYHAD
SVKGRFTISRDNSKITLYLOMNSLRTEDTAVYYCARDGGIAAPGPDYWGQGTLVTVSS

constant:

ASTKGPSVFPLAPASKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGL
YSLSSVVIVPSSSLETQTYICNVNHKPSNTRKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVF
LFPPKPRDTLMISRTPEVICVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVY
SVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGK

alternative constant region:

ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVIVSWNSGALTSGVHTFPAVLQSSCGL
YSLSSVVIVPSSSLGTQITYICNVNEEPSNTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVF
LFPPKPKDTLMISRTPEVICVVVDVSHEDPEVEKFNWYIVDGVEVHNAKTKPREEQYNSTYRVV
SVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWNESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGK
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FIGURE 10A
DNA sequence of light chain of CHIR-12.12:

S'atggcegetcectgetcagetectggggetgetaatgetetgggictetggatecagiggggatatigtgatgactcagtetecactete
cctgacegtcaccectggagagecggcecteeatctectgeaggtccagicagagectectgtatagtaatggatacaactatttggattg
gtacctgcagaagecagggeagtetccacaggtectgatctetitgggtictaatcgggectceggggteectgacaggticagtggea
gtggatcaggcacagatittacactgaaaatcageagagtggagpcetgaggatgiiggggtitattactgcatgeaagetcgacaaact
ccattcactttcggecctgggaccaaagtggatatcagacgaactgtggetgeaccatetgicttcatcttccegecatetgatgageagt
tgaaatctggaactgectetgtigtgtgectgetgaataactictatcccagagaggecaaagtacagtggaaggtggataacgecctee
aatcgggtaacicccaggagagtgtcacagageaggacageaaggacageacctacagectcageageacectgacgetgageaa
agcagactacgagaaacacaaagtctacgectgegaagtcacccatcagggectgagetegeccgtcacaaagageticaacaggg

gagaptgttag3'

FIGURE 10B

DNA sequence of heavy chain of CHIR-12.12 (including introns):

S'atggagittgggotgagetgggtittecttgtigetatittaagaggtgtecagtgteaggtgeagtiggtggagtctgggggaggogt

ggtecagectgggaggtecctgagactetectgtgeagectetggattcaccitcagtagetatggeatgeactgggicegecaggcete
caggcaagggectggagtggatggcagtiatatcatatgaggaaagtaatagataccatgeagacteegtgaagggecgaitcacca
tctccagagacaattccaagatcacgetgtatctgeaaatgaacagectcagaactgaggacacggetgtgtattactgtgegagagat
gggggtatageageacctgggectgactaciggggecagggaaccctggtcacegtetectcageaagtaccaagggeccateegt
cttcecectggegeocgelageaagageacctetgggggcacageggeectgggetgectggtcaaggactactteeecgaaccgg
tgacggtgtcgtggaactcaggegeectgaccageggegtgeacaccttcecggetgtectacagiccticaggactctactecctcag
cagcgtggtgaccgtgecctecageagettgggeacceagacctacatctgeaacgtgaatcacaageccageaacaccaaggtgp
acaagagagttggtgagaggccageacagggagggageptotctgctggaagecaggctcagegetcctgectggacgceateceg
getatgeagtcccagtccagggeageaaggeaggeccegtetgectcticacecggaggectictgecegecceacteatgeteagg

gagagggtcttctggcttiticcocaggetetgggeaggeacaggetaggtgeccctaacccaggeectgeacacaaaggggcaggt
getgggcoteagacctgecaagagecatatccgggaggaccctgeccctgacctaageccaccccaaaggecaaactctccactcee
tcagetcggacacctictctecteecagaticcagtaacteccaatctictetetgeagageccaaatetigtgacaaaactcacacatge

ccaccgtgeccaggtaagecageccaggectegeectecagetcaaggegggacaggigeectagagtagectgeatccagggac
aggccccageegggtgetgacacgtccacctecateteticctcageacctgaactectgggeoracegicagicttceteticeecee
aaaacccaaggacacccicatgatclcecggacceclgaggtcacatgegtggtggtgaacgtgagecacgaagaccetgaggtica
agttcaactggtacgtggacggegtiggaggtpgeataatgecaagacaaagecgegggaggagcagtacaacageacgtacegtgt

ggtecagegtecteacegteetgeaccaggactggetgaatggeaaggagtacaagtgeaaggiciccaacaaageccteccagece

ccatcgagaaaaccatctccaaagecaaaggigggaccegtggggtgcgagggecacatggacagaggeeggeteggeecacee
tetgecctgagagtgaccgetgtaccaacctetgtcectacagggeageeccgagaaccacaggtgtacacectgeccccateeegg
gaggagatgaccaagaaccaggicagectgaccigectggtcaaaggetictatcccagegacatcgeegtggagtgggagageaa
tgggcageegpagaacaactacaagaccacgecteecgtgetggactecgacggcetecticticctetatageaageteacegtggac
aagagcaggtggeagcaggggaacgictictcatgeteeglgatgeatgaggcetetgeacaaccactacacgeagaagageciclce
ctgtctccgggtaaatga3'
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FIGURE 11A

CHIR-5.9 light chain:

leader:

MALLAQLLGLLMLWVPGSSG

variable:

ATVMTQPPLSSPVILGQPASISCRSSQSLVHSDGNTYLNWLQORPGOQPPRLLIYKFFRRLSG
VPDRFSGSGAGTDFTLKISRVEAEDVGVYYCMOQVTQFPHIFGQGTRLEIK

constant:

RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQSGNSQESVTEQDSK
DSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

FIGURE 11B

CHIR-5.9 heavy chain:

leader:
MGSTAILALLLAVLQGVCA
variable:

EVQLVQSGAEVKKPGESLKISCKGSGYSFTSYWIGWVROMPGKGLEWMGIIYPGDSDTRYSP
SFQGQVTISADKSISTAYLOWSSLEKASDTAMYYCARGTAAGRDYYYYYGMDVWGQGTTVTVS
s

constant:

ASTRGPSVFPLAPASKSTSGGTAALGCLVKDYFPEFVIVSWNSGALTSGVHTFPAVLQSSGL
YSLSSVVIVPSSSLGTQTYICNVNHKPSNTIKVDERVEPKSCDKTHTCPPCPAFPELLGGPSVE
LFPPKPKDTLMISRTPEVITCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVV
SVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDE@SFFLYSKLTVDESRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGK

alternative constant region:

ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVIVSWNEGALTSGVHTFPAVLQSSGL
YSLSSVVIVPSSSLGTQTYICNVNHKPSNTXKVDEKRVEPKSCDKTHTCPPCPAPELLGGPSVF
LFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVV
SVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKARGQPREPQVYTLPPSREEMTRNQVSL
TCLVEGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGK



14/16

FIGURE 12A

Coding sequence for short isoform of human CD40:

1 atggttcgte tgeetetgea gigegtecte tggggetget tgctgacege tgtecateca

61 gaaccaccca ctgecatgeag agaaaaacag tacctaataa acagtcagtg ctgttctttg
121 tgccagecag gacagaaact ggtgagtgac tgcacagagt tcactgaaac ggaatgeott
181 ccttgeggtg aaagegaatt cetagacace tggaacagag agacacactg ccaccageac
241 aaatactgeg accccaacct agggettegg gtccageaga agggeaccle agaaacagac
301 accatctgea cetgtgaaga aggetggeac tgtacgagtg aggectgtga gagetgtgic
361 ctgeaccget catgetegee cggetttggg gtcaageaga ttgetacagg getttetgat
421 accatetgeg agecctgece agicggettc ticiccaatg tgteatetge titcgaaaaa
481 tgtcaccctt ggacaaggte cccaggateg getgagagee ctggtggtga tecccateat
541 cttegggatc ctgtttgeea tectottggt getggtettt atcaaaaagg tggecaagaa
601 gccaaccaat aa

FIGURE 12B

Encoded short isoform of human CD40:

1 mvrlplgevl wgclltavhp epptacrekq ylinsqeesl cqpggklivsd cteftetecl
61 pegesefldt wnrethchgh kycdpnlglr vqgkgtsetd tictceegwh ctseacescv
121 Ihrsespgfg vkgiatgvsd ticepcpvgf fsnvssafek chpwtrspgs aespggdphh

181 Irdpvchplg aglygkggqe ang
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FIGURE 12C

Coding sequence for long isoform of human CD40:

1 atggttcgte tgeetetgea gtgegtecte tggggctget tgetgacege tgtecatceca

61 gaaccaccca ctgecatgeag agaaaaacag tacctaataa acagtcagtg cigttetitg
121 tgccagecag gacagaaact ggtgagtgac tgcacagagt tcactgaaac ggaatgectt
181 ccttgeggtg aaagegaatt cetagacace tggaacagag agacacactg ccaccageac
241 aaatactgeg accccaacct agggettegg glccageaga agggeacctc agaaacagac
301 accatctgea ceigtgaaga aggetggeac tgtacgagtg aggectgiga gagetgtgtc
361 ctgcaccget catgetcgee cggetttggg gtecaageaga tigetacagg getttctgat
421 accatctgeg agecctgecc agteggette ttetccaatg tgteatetge tttcgaaaaa
481 tgtcaccctt ggacaagetg tgagaccaaa gacctggttg tgcaacagge aggeacaaac
541 aagactgatg ttgtetgtgg tceccaggat cggetgagag ceotggtggt gateccecate
601 atcttcggga tectgtttge catectettg gtgetggtet ttatcaaaaa ggtggecaag
661 aagccaacca ataaggecce cecacceecaag caggaaccee aggagatcaa tittceegac
721 gatettectg getccaacac tgetgeteea gtgeaggaga cittacatgg atgecaaceg
781 gtcacccagg aggatggeaa agagagtcge atctcagige aggagagaca gtga

FIGURE 12D

Encoded long isoform of human CD40:

1 mvrlplgevl wgclltavhp epptacrekq ylinsqeesi cqpggklvsd cteftetect
61 pcgesefldt wnrethchgh kycdpnlgl vqgkgtsetd tictceegwh ctseacescv
121 Ihrscspgfg vkqiatgvsd ticepepvgf fsnvssafek chpwiscetk dlvvqgagtn
181 ktdvvcgpqd rlralvvipi ifgilfaill vivfikkvak kptnkaphpk qepqeinfpd
241 dipgsntaap vgetlhgeqp vtqedgkesr isvgerq
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FIGURE 13

70+

68 -
67-: =
66 -
65
64 -
63
62 =
61
60

T _(°C)

pH



