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Figure 5

SEQID NO.: 1

HGEGTFTSDVSSYLEGQAAKEFIAWLVKGRHGEGTFTSDVSSYLEGQAAKEFTIAWLVKGR 60

DAHKSEVAHRFKDLGEENFKALVLIAFAQYLQQCPFEDHVKLVNEVTEFAKTCVADESAE
NCDKSLHTL FGDKLCTVATLRETYGEMADCCAKQEPERNECFLQHKDDNPNLPRLVRPE
VDVMCTAFHDNEETFLKKYLYEIARRHPYFYAPELLFFAKRYKAAFTECCQAADKAACLL
PKLDELRDEGKASSAKQRLKCASLQKFGERAFKAWAVARLSQRFPKAEFAEVSKLVTDLT
KVHTECCHGDLLECADDRADLAKYICENQDSISSKLKECCEKPLLEKSHCIAEVENDEMP
ADLPSLAADFVESKDVCKNYAEAKDVFLGMFLYEYARRHPDYSVVLLLRLAKTYETTLEK
CCAAADPHECYAKVFDEFKPLVEEPQNLIKONCELFEQLGEYKFQONALLVRYTKKVPQVS
TPTLVEVSRNLGKVGSKCCKHPEAKRMPCAEDYLSVVLNQLCVLHEKTPVSDRVTKCCTE
SLVNRRPCFSALEVDETYVPKEFNAETFTFHADICTLSEKERQIKKQTALVELVKHKPKA
TKEQLKAVMDDFAAFVEKCCKADDKETCFAEEGKKLVAASQAALGL
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SEQ ID NO:

MGWSCIILFL
GOGLEWIGNI
YWGQGTLVTV
GVHTFPAVLQ
CPPCPAPELA
NAKTKPREEQ
POVYTLPPSR
LYSKLTVDKS

SEQ ID NO:

MGWSCIILFL
LORPGOSPQL
TFGQGTKLET
GNSQESVTEQ

Figure 8

3 anti-NOGO mAb Heavy chain

VATATGVHSQ
NPSNGGTNYN
SSASTKGPSV
SSGLYSLSSV
GAPSVFLFPP
YNSTYRVVSV
DELTKNQVSL
RWQOGNVESC

VQLVQSGAEV
EKFKSKATMT
FPLAPSSKST
VIVPSSSLGT
KPKDTLMISR
LTVLHQDWLN
TCLVKGFYPS
SVMHEALHNH

KKPGASVKVS
RDTSTSTAYM
SGGTAALGCL
QTYICNVNHK
TPEVTCVVVD
GKEYKCKVSN
DIAVEWESNG
YTQKSLSLSP

4 anti-NOGO mAb light chain

VATATGVHSD
LIYLMSTRAS
KRTVAAPSVFE
DSKDSTYSLS

IVMTQSPLSN
GVPDRFSGGG
IFPPSDEQLK
STLTLSKADY

PVTLGQPVSI
SGTDFTLKIS
SGTASVVCLL
EKHKVYACEV

8/12

CKASGYTFTS
ELSSLRSEDT
VKDYFPEPVT
PSNTKVDKKV
VSHEDPEVKEF
KALPAPIEKT
QPENNYKTTP
GK

SCRSSKSLLY
RVEAEDVGVY
NNFYPREAKV
THOGLSSPVT

PCT/US2012/024452

YWMHWVRQAP
AVYYCELMQG
VSWNSGALTS
EPKSCDKTHT
NWYVDGVEVH
ISKAKGQPRE
PVLDSDGSFF

KDGKTYLNWF
YCQOLVEYPL
OWKVDNALQS
KSEFNRGEC
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Figure 9
SEQ ID NO: 5 anti-TNFR1 dab

EVQLLESGGG LVQPGGSLRL SCAASGFTFA HETMVWVRQA PGKGLEWVSH IPPDGQDPEY
ADSVKGRFTI SRDNSKNTLY LOMNSLRAED TAVYHCALLP KRGPWFDYWG QGTLVIVSS
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Figure 10
SEQ ID NO: 6 1IL18
YFGKLESKLS VIRNLNDQVL FIDQGNRPLF EDMTDSDCRD NAPRTIFIIS
MYKDSQPRGM AVTISVKCEK ISTLSCENKI ISFKEMNPPD NIKDTKSDII
FFQRSVPGHD NKMQFESSSY EGYFLACEKE RDLFKLILKK EDELGDRSIM

FTVONED
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SEQ ID NO:

QVTLRESGPA

IWASGGTDYN

SSLLRLDYWG

YFPEPVTVSW

ICNVNHKPSN

DTLMISRTPE

TYRVVSVLTV

YTLPPSREEM

DSDGSFFLYS

SEQ ID NO:

DIVMTQSPDS

KLLIYGASTR

PFTFGGGTKL

KVQWKVDNAL

EVTHQGLSSP

7 anti-IL5 mAb Heavy

LVKPTQTLTL

SALMSRLSIS

RGTPVTVSSA

NSGALTSGVH

TKVDKRVEPK

VTCVVVDVSH

LHODWLNGKE

TKNQVSLTCL

KLTVDKSRWQ

TCTVSGFESLT

KDTSRNQVVL

STKGPSVEFPL

TFPAVLQOSSG

SCDKTHTCPP

EDPEVKEFNWY

YKCKVSNKAL

VKGFYPSDIA

QGNVEFSCSVM

8 anti-IL5 mAb light

LAVSLGERAT

ESGVPDRFSG

EIKRTVAAPS

QSGNSQESVT

VTKSFNRGEC

INCKSSQSLL

SGSGTDFTLT

VFIFPPSDEQ

EQDSKDSTYS

Figure 11
chain
SYSVHWVRQP
TMTNMDPVDT
APSSKSTSGG
LYSLSSVVTV
CPAPELLGGP
VDGVEVHNAK
PAPIEKTISK
VEWESNGQPE

HEALHNHYTQ

chain

NSGNQKNYLA
ISSLQAEDVA
LKSGTASVVC

LSSTLTLSKA

11/12

PGKGLEWLGV

ATYYCARDPP

TAALGCLVKD

PSSSLGTQTY

SVFLEFPPKPK

TKPREEQYNS

AKGQPREPQV

NNYKTTPPVL

KSLSLSPGK

WYQQKPGQPP

VYYCONVHSEF

LLNNFYPREA

DYEKHKVYAC
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SEQ ID NO:

MFLGLSWIFL

YAMHWVRQAP

QOMNSLRAEDT

SEQ ID NO:

MEAPAQLLFL

SYLAWYQQKP

EDFAVYYCQQ

9 anti-CD20 VH

LATLKGVQCE VQLVESGGGL

GKGLEWVSTI SWNSGSIGYA

ALYYCAKDIQ YGNYYYGMDV

anti-CD20 VL

10

LLLWLPDTTG EIVLTQSPAT

GOQAPRLLIYD ASNRATGIPA

RSNWPITFGQ GTRLEIK

Figure 12

VPQGRSLRLS CAASGEFTEND
DSVKGRFTIS RDNAKKSLYL

WGQOGTTVIVS S

LSLSPGERAT LSCRASQSVS

RFSGSGSGTD FTLTISSLEP
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