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1

13

PRT

Artificial Seguence

Artificial sequence

MISC_FEATURE

(.. (L

Xaal is Asn, D-Asn, Gln, D-GIn, Pro, Ala, beta-Ala, D-Ala, val,
p-val, Gly, Thr, D-Thr, Asp, D-Asp, gamma-carboxylated Asp, Glu,
D-Glu, gamma-carboxylated Glu, alpha-aminosuberic acid (Asu),
alph-aminoadipic acid (Aad), a-aminopimelic acid (Apm), or 1is

VARTANT

(..

if Xaal is present, Xaal may be modified on its amino group by
methyl, ethanedioic acid, propanedioic acid, butanedioic acid,
pentanedioic acid, hexanedioic acid, heptanedioic acid or
octanedioic acid

VARIANT

(L. . @ . .
if Xaal is absent and Xaa2 is present, then Xaa2 may be modified
on its amino group by methyl, ethanedioic acid, propanedioic
acid, butanedioic acid, pentanedioic acid, hexanedioic acid,
heptanedioic acid or octanedioic acid

VARTANT

(D..(3 o

if both Xaal and xaa2 are absent, then Xaa3 may be modified on
its amino group by methyl, ethanedioic acid, propanedioic acid,
butanedioic acid, pentanedioic acid, hexanedicic acid,
heptanedioic acid or octanedioic acid

MISC_FEATURE

(2..(3) ,

Xaa2 and Xaa3 are independently Asp, gamma-carboxylated Asp, Gilu,
gamma-carboxylated Giu, Asu, Aad, Apm, or absent
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<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<22{(>
<221>
<222>
<223>

<400>

IWwQ77US_ST25
MISC_FEATURE
(4).. (4
Xaa4 15 Cys or D-Cys

MISC_FEATURE

(6)..(6) -

Xaab is P-Ser, P-Thr, P-homo-Ser, 4-hydroxyvaline phosphate,
P-homo-Thr, P-Cys or P-Tyr

VARIANT

(6)..(6)
Xaab may be any amino acid that may be phosphorylated

VARIANT
(6)..(6) ) .
Xaa6 may be any amino acid that may be phosphorylated

MISC_FEATURE
(7)..(7

Xaa7 is Tyr, Leu, Phe or Ile

MISC_FEATURE

(8)..(8)
Xaa8 15 Cys or D-Cys

MESC..FEATURE
(14)..(14)
Xaal4 is Thr, Ala or Phe

MISC_FEATURE
(16} ..(16)
Xaalé is Cys or D-Cys

MISC. . FEATURE
(17>..(17)
Xaal? is Tyr, D-Tyr, or 1is absent

1

Cys Cys Ser Leu Cys Cys Asn Pro Ala C%s Thr Gly Cys
i 5 1

<Z210>
<21l>
<212>
<213>

<220
<223>

<220>
<221>
<222>
<223>

<400

Z

16

PRT

Artificial Sequence

{Peptide 5)

MOD_RES
(5)..(5)
PHOSPHORYLATION

2

ASp ASp Cys Cys Ser Leu Cys Cys Asn Pro Ala Cys Thr Gly Cys Tyr
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IW0Q77US_ST25

1 5 10 15
<210> 3

<211> 15

<212> PRT

<213> Artificial Sequence

<220>

<223> Artificial sequence

<220>

<221> MOD_RES

<222> (5)..(5)

<223> PHOSPHORYLATION

<400> 3

Asp Asp Cys Cys Ser Leu Cys Cys Asn Pro Ala Cys Thr Gly Cys
1 5 10 15

<210> 4

<Z211> 16

<212> PRT

<213> Artificial Sequence

<220> .
<223> (Peptide 6)

<220>

<221> MOD_RES

<222> (5)..(5)

<223> PHOSPHORYLATION

<400> 4

Asp Asp Cys Cys Ser Tyr Cys Cys Asn Pro Ala Cys Thr Gly ggs TYr
1 5 10

<210> 5
<211> 15
<212> PRT

<213> Artificial seguence

<220>
<223> Artificial sequence

<220>

<Z221> MOD_RES

<222> (5)..(%)

<223> PHOSPHORYLATION

<400> 5

Asp Asp Cys Cys Ser Tyr Cys Cys Asn Pro Ala Cys Thr Gly Cys
1 5 10 15

<210> 6

<211> 14

<212> PRT

<213> Artificial Sequence
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IW077US_ST25
<220
<223> (Peptide 1)

<220>

<221> MOD_RES

<222> (3)..(3)

<223> PHOSPHORYLATION

<400> 6

Cys Cys Ser Leu Cys Cys Asn Pro Ala Cys Thr Gly Cys Tyr
i 5 10

<210> 7

<211> 13

<212> PRT

<213> artificial Sequence

<220>
<223> (Peptide 2)

<220>

<221> MOD_RES

<222> (3)..(3)

<223> PHOSPHORYLATION

<400> 7

Cys Cys Ser Leu Cys Cys Asn Pro Ala Cys Thr Gly Cys
1 5 10

<210> 8

<211> 14

<212> PRT

<213> artificial Seguence

<220>
<223> Artificial sequence

<220>

<221> MOD_RES

«222> (30..(3)

<223> PHOSPHORYLATION

<400> 8

Cys Cys Ser Tyr Cys Cys Asn Pro Ala Cys Thr Gly Cys Tyr
1 5 10

<210> 9

<211> 13

<212> PRT

<213> Artificial Seguence

<220> )
<223> Artificial sequence

<220>

<221> MOD_RES

<222> (3)..(3)

<223> PHOSPHORYLATION
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IW077us_ST25
<400> 9

Cys Cys Ser Tyr Cys Cys Asn Pro Ala Cys Thr Gly Cys
1 5 10

<210> 10

<211> 14

<212> PRT

<213> Artificial sequence

<220>

<223> (pephosphorylated Peptide 1)
<400> 10

Cys Cys Ser Leu Cys Cys Asn Pro Ala C%s Thr Gly Cys Tyr
1 5 i
<210> 11

<21t> 13

<212> PRT

<213> Artificial sSequence

<220> )

<223> {(Dephosphoylated Peptide 2)
<400> 11

Cys Cys Ser Leu Cys Cys Asn Pro Ala C%s Thr Gly Cys
1 5 i

<210> 12

<211l> 14

<23i2> PRT

<213> Artificial sequence

<220>
«223> (Peptide 3)

<400> 12

Cys Cys Glu Leu Cys Cys Asn Pro Ala g%s Thr Gly Cys Tyr
1 5

<210> 13

<211> 14

<Z12> PRT

<213> Artificial sequence
<220>

<223> (Peptide 4)

<400> 13

Cys Cys Glu Phe Cys Cys Asn Pro Ala C%s Thr Gly Cys Tyr
1 5 1

<210> 14
<211> 18
<212> PRT

<213> Escherichia coli
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IW077us_ST25
<400> 14

Asn Thr Phe Tyr Cys Cys Glu Leu Cys g%s Asn pro Ala Cys é;a Gly
1 ' 5

Cys Tyr

<210> 15

<211> 14

<212> PRT

<213> Artificial Sequence

<220>
<223> Artificial sequence

<220>

<221> MOD_RES

<222> (3..(3

<223> PHOSPHORYLATION

<220>

<221> MISC_FEATURE
<222> (4)..(4H

<223> Xaa is Tyr or Leu

<220>

<221> MISC_FEATURE

<222> (14)..(14)

<223> Xaa is Tyr, D-Tyr, or is absent

<400> 15

Cvs Cys Ser Xaa Cys Cys Asn Pro Ala ggs Thr Gly Cys Xaa
1 5

<210> 16
<211> 13
«<212> PRT

<213> Artificial Sequence

<220>
<223> vradiolabelled Peptide 2

<220>

<221> MOD_RES

«222> (3)..(3)

<223> PHOSPHORYLATION

<220>

<221> WMISC_FEATURE

<222> (4).,.(4)

<223> [13¢6, 15N] RrRadiolabelled.

<220>

<221> MISC_FEATURE

<222> (9)..(9

<223> [13¢6, 15N] Radiolabelled.

<400> 16

Cys Cys Ser Leu Cys Cys Asn Pro Ala ggs Thr Gly Cys
1 5
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