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FIGURE 3d
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Figure 8
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Finzl Corrolation

p=.008

Trainkng 8ot

15
] Icrm;rray Score @
W0 r=0.7

4 6 4 2 0 0 4 u 3 oMW
Glinical Score

Tast Sot
L.
r=1.
Microarfay Score 05
» 0.003 B
p=9.
8. Brous &
a
s ° @ o
Y e
n e
[
al e © o

. %o 8

0] e " ¢ bt
o
0 ¢ ®
[ [ n =34
N - Y T T 1
5 o0 0w Q 1o oy N 1

Clinital Score

Microgrray Score

Traiming Set
10 L ]
ES
. -
O
L
-
] =
>
e
[ ]
% 2oedre .
=12
49 . -
15 0 E 1w 15
Ciinical score
inffuenza




11711

FIGURE 9
a L]
influenza vs. Bacteria Classifiers (Fig1)
& Bacteria
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b.

Acute respiratory infection
Composite Set of Classifiers {Fig5)

A influenza :
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W Staphylococcus aqureus

influenza vs, Bacteria Classifiers (Fig1)
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