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FIG. 1E
SEQ ID NO: 1 R6K origin (6 Iteron)
281 bp
RéK origin

o

Dna/-\|-bOX 1 1 2 3 4 5 6

Iteron 1: AAACATGAGAGCTTAGTACGTG SEQ ID NO: 19
Iteron 2: AAACATGAGAGCTTAGTACGTT SEQ ID NO: 20
Iteron 3: AGCCATGAGAGCTTAGTACGTT SEQ ID NO: 21
Iteron 4: AGCCATGAGGGTTTAGTTCGTT SEQ ID NO: 22
Iteron 5: AAACATGAGAGCTTAGTACGTT SEQ ID NO: 20

Iteron 6: AAACATGAGAGCTTAGTACGTA SEQ ID NO: 23

FIG. 1F
SEQ ID NO: 18 R6K origin (7 Iteron)
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Iteron 4: AGCCATGAGGGTTTAGTTCGTT SEQ ID NO: 22

Iteron 5: AAACATGAGAGCTTAGTACGTT SEQ ID NO: 20

Iteron 6: AAACATGAGAGCTTAGTACGTT SEQ ID NO: 20

Iteron 7: AAACATGAGAGCTTAGTACGTA SEQ ID NO: 23
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FIG. 2A
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