
ID NO. 31/SEQ ID NO. 33, SEQ ID NO. 31/SEQ ID NO. 34, SEQ ID NO. 31/SEQ ID NO. 

35, SEQ ID NO. 31/SEQ ID NO. 36, SEQ ID NO. 31/SEQ ID NO. 37, and combinations 

thereof. 

The present disclosure provides a single chain human antibody, having a variable 

5 domain region from a heavy chain and a variable domain region from a light chain and a 

peptide linker connection the heavy chain and light chain variable domain regions, wherein the 

heavy chain variable domain sequence that is at least 95% identical to the amino acid 

sequences selected from the group consisting of SEQ ID NO. 1, SEQ ID NO. 3, SEQ ID NO. 

5, SEQ ID NO. 7, SEQ ID NO. 9, SEQ ID NO. 11, SEQ ID NO. 13, SEQ ID NO. 15, SEQ ID 

10 NO. 17, SEQ ID NO. 19, SEQ ID NO. 21, SEQ ID NO. 23, SEQ ID NO. 25, SEQ ID NO. 27, 

SEQ ID NO. 29, SEQ ID NO. 31, SEQ ID NO. 33, and combinations thereof, and that has a 

light chain variable domain sequence that is at least 95% identical to the amino acid sequences 

selected from the group consisting of SEQ ID NO. 2, SEQ ID NO. 4, SEQ ID NO. 6, SEQ ID 

NO. 8, SEQ ID NO. 10, SEQ ID NO. 12, SEQ ID NO. 14, SEQ ID NO. 16, SEQ ID NO. 18, 

15 SEQ ID NO. 20, SEQ ID NO. 22, SEQ ID NO. 24, SEQ ID NO. 26, SEQ ID NO. 28, SEQ ID 

NO. 30, SEQ ID NO. 32, SEQ ID NO. 33, SEQ ID NO. 34, SEQ ID NO. 35, SEQ ID NO. 36, 

SEQ ID NO. 37, and combinations thereof. Preferably, the fully human single chain antibody 

has both a heavy chain variable domain region and a light chain variable domain region, 

wherein the single chain fully human antibody has a heavy chain/light chain variable domain 

20 sequence selected from the group consisting of SEQ ID NO. 1/SEQ ID NO. 2, SEQ ID NO. 

3/SEQ ID NO. 4, SEQ ID NO. 5/SEQ ID NO. 6, SEQ ID NO. 7/SEQ ID NO. 8, SEQ ID NO. 

9/SEQ ID NO. 10, SEQ ID NO. 11/SEQ ID NO. 12, SEQ ID NO. 13/SEQ ID NO. 14, SEQ ID 

NO. 15/SEQ ID NO. 16, SEQ ID NO. 17/SEQ ID NO. 18, SEQ ID NO. 19/SEQ ID NO. 20, 

SEQ ID NO. 21/SEQ ID NO. 22, SEQ ID NO. 23/SEQ ID NO. 24, SEQ ID NO. 25/SEQ ID 

25 NO. 26, SEQ ID NO. 27/SEQ ID NO. 28, SEQ ID NO. 29/SEQ ID NO. 30, SEQ ID NO. 

31/SEQ ID NO. 32, SEQ ID NO. 31/SEQ ID NO. 33, SEQ ID NO. 31/SEQ ID NO. 34, SEQ 

ID NO. 31/SEQ ID NO. 35, SEQ ID NO. 31/SEQ ID NO. 36, SEQ ID NO. 31/SEQ ID NO. 

37, and combinations thereof. 

The disclosure further provides the use of an effective amount of an anti-
30 CXCR3 polypeptide, wherein the anti-CXCR3 polypeptide is selected from the group 

consisting of a fully human antibody of an IgG class that binds to a CXCR3 epitope with a 
binding affinity of at least 10~6 M, a fully human antibody Fab fragment, having a variable 
domain region from a heavy chain and a variable domain region from a light chain, a single 
chain human antibody, having a variable domain region from a heavy chain and a variable 
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domain region from a light chain and a peptide linker connection the heavy chain and 
light chain variable domain regions, and combinations thereof, in the manufacture of a 
medicament for treating a broad spectrum of mammalian cancers or treating inflammatory 
diseases or autoimmune diseases; 

5 wherein the fully human antibody has a heavy chain variable domain sequence that is at 
least 95% identical to the amino acid sequences selected from the group consisting of SEQ ID 
NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9, SEQ ID NO. 11, SEQ 
ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID NO. 21, SEQ ID NO. 
23, SEQ ID NO. 25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, SEQ ID NO. 33, and 

10 combinations thereof, and that has a light chain variable domain sequence that is at least 95% 

identical to the amino acid sequences selected from the group consisting of SEQ ID NO. 2, 

SEQ ID NO. 4, SEQ ID NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, SEQ ID NO. 12, SEQ ID NO. 

14, SEQ ID NO. 16, SEQ ID NO. 18, SEQ ID NO. 20, SEQ ID NO. 22, SEQ ID NO. 24, SEQ 

ID NO. 26, SEQ ID NO. 28, SEQ ID NO. 30, SEQ ID NO. 32, SEQ ID NO. 33, SEQ ID NO. 

15 34, SEQ ID NO. 35, SEQ ID NO. 36, SEQ ID NO. 37, and combinations thereof; 

wherein the fully human antibody Fab fragment has the heavy chain variable domain 

sequence that is at least 95% identical to the amino acid sequences selected from the group 

consisting of SEQ ID NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9, 

SEQ ID NO. 11, SEQ ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID 

20 NO. 21, SEQ ID NO. 23, SEQ ID NO. 25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, 

SEQ ID NO. 33, and combinations thereof, and that has the light chain variable domain 

sequence that is at least 95% identical to the amino acid sequences selected from the group 

consisting of SEQ ID NO. 2, SEQ ID NO. 4, SEQ ID NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, 

SEQ ID NO. 12, SEQ ID NO. 14, SEQ ID NO. 16, SEQ ID NO. 18, SEQ ID NO. 20, SEQ ID 

25 NO. 22, SEQ ID NO. 24, SEQ ID NO. 26, SEQ ID NO. 28, SEQ ID NO. 30, SEQ ID NO. 32, 

SEQ ID NO. 33, SEQ ID NO. 34, SEQ ID NO. 35, SEQ ID NO. 36, SEQ ID NO. 37, and 

combinations thereof; and 

wherein the single chain human antibody has the heavy chain variable domain sequence that is 

at least 95% identical to the amino acid sequences selected from the group consisting of SEQ 

30 ID NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9, SEQ ID NO. 11, 

SEQ ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID NO. 21, SEQ ID 

NO. 23, SEQ ID NO. 25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, SEQ ID NO. 33, 

and combinations thereof, and that has the light chain variable domain sequence that is at least 

95% identical to the amino acid sequences selected from the group consisting of SEQ ID NO. 
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2, SEQ ID NO. 4, SEQ ID NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, SEQ ID NO. 12, SEQ ID 

NO. 14, SEQ ID NO. 16, SEQ ID NO. 18, SEQ ID NO. 20, SEQ ID NO. 22, SEQ ID NO. 24, 

SEQ ID NO. 26, SEQ ID NO. 28, SEQ ID NO. 30, SEQ ID NO. 32, SEQ ID NO. 33, SEQ ID 

NO. 34, SEQ ID NO. 35, SEQ ID NO. 36, SEQ ID NO. 37, and combinations thereof. 

5 The disclosure further provides the use of an effective amount of an anti-

CXCR3 polypeptide, wherein the anti-CXCR3 polypeptide is selected from the group 

consisting of a fully human antibody of an IgG class that binds to a CXCR3 epitope with a 

binding affinity of at least 10"6M, a fully human antibody Fab fragment, having a variable 

domain region from a heavy chain and a variable domain region from a light chain, a single 

10 chain human antibody, having a variable domain region from a heavy chain and a variable 

domain region from a light chain and a peptide linker connection the heavy chain and light 

chain variable domain regions, and combinations thereof, in the manufacture of a medicament 

for treating an inflammatory disorder; 

wherein the fully human antibody has a heavy chain variable domain sequence that is at 

15 least 95% identical to the amino acid sequences selected from the group consisting of SEQ ID 

NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9, SEQ ID NO. 11, SEQ 

ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID NO. 21, SEQ ID NO. 

23, SEQ ID NO. 25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, SEQ ID NO. 33, and 

combinations thereof, and that has a light chain variable domain sequence that is at least 95% 

20 identical to the amino acid sequences selected from the group consisting of SEQ ID NO. 2, 

SEQ ID NO. 4, SEQ ID NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, SEQ ID NO. 12, SEQ ID NO. 

14, SEQ ID NO. 16, SEQ ID NO. 18, SEQ ID NO. 20, SEQ ID NO. 22, SEQ ID NO. 24, SEQ 

ID NO. 26, SEQ ID NO. 28, SEQ ID NO. 30, SEQ ID NO. 32, SEQ ID NO. 33, SEQ ID NO. 

34, SEQ ID NO. 35, SEQ ID NO. 36, SEQ ID NO. 37, and combinations thereof; 

25 wherein the fully human antibody Fab fragment has the heavy chain variable domain 

sequence that is at least 95% identical to the amino acid sequences selected from the group 

consisting of SEQ ID NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9, 

SEQ ID NO. 11, SEQ ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID 

NO. 21, SEQ ID NO. 23, SEQ ID NO. 25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, 

30 SEQ ID NO. 33, and combinations thereof, and that has the light chain variable domain 

sequence that is at least 95% identical to the amino acid sequences selected from the group 

consisting of SEQ ID NO. 2, SEQ ID NO. 4, SEQ ID NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, 

SEQ ID NO. 12, SEQ ID NO. 14, SEQ ID NO. 16, SEQ ID NO. 18, SEQ ID NO. 20, SEQ ID 

NO. 22, SEQ ID NO. 24, SEQ ID NO. 26, SEQ ID NO. 28, SEQ ID NO. 30, SEQ ID NO. 32, 



SEQ ID NO. 33, SEQ ID NO. 34, SEQ ID NO. 35, SEQ ID NO. 36, SEQ ID NO. 37, and 

combinations thereof; and 

wherein the single chain human antibody has the heavy chain variable domain sequence that is 

at least 95% identical to the amino acid sequences selected from the group consisting of SEQ 

5 ID NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9, SEQ ID NO. 11, 

SEQ ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID NO. 21, SEQ ID 

NO. 23, SEQ ID NO. 25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, SEQ ID NO. 33, 

and combinations thereof, and that has the light chain variable domain sequence that is at least 

95% identical to the amino acid sequences selected from the group consisting of SEQ ID NO. 

10 2, SEQ ID NO. 4, SEQ ID NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, SEQ ID NO. 12, SEQ ID 

NO. 14, SEQ ID NO. 16, SEQ ID NO. 18, SEQ ID NO. 20, SEQ ID NO. 22, SEQ ID NO. 24, 

SEQ ID NO. 26, SEQ ID NO. 28, SEQ ID NO. 30, SEQ ID NO. 32, SEQ ID NO. 33, SEQ ID 

NO. 34, SEQ ID NO. 35, SEQ ID NO. 36, SEQ ID NO. 37, and combinations thereof. 

The present disclosure further provides a method for treating a broad spectrum of 

15 mammalian cancers, comprising administering an effective amount of an anti-CXCR3 

polypeptide, wherein the anti-CXCR3 polypeptide is selected from the group consisting of a 

fully human antibody of an IgG class that binds to a CXCR3 epitope with a binding affinity of 

at least 10 6M, a fully human antibody Fab fragment, having a variable domain region from a 

heavy chain and a variable domain region from a light chain, a single chain human antibody, 
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NO. 5/SEQ ID NO. 6, SEQ ID NO. 7/SEQ ID NO. 8, SEQ ID NO. 9/SEQ ID NO. 10, SEQ ID 
NO. 11/SEQ ID NO. 12, SEQ ID NO. 13/SEQ ID NO. 14, SEQ ID NO. 15/SEQ ID NO. 16, 
SEQ ID NO. 17/SEQ ID NO. 18, SEQ ID NO. 19/SEQ ID NO. 20, SEQ ID NO. 21/SEQ ID 
NO. 22, SEQ ID NO. 23/SEQ ID NO. 24, SEQ ID NO. 25/SEQ ID NO. 26, SEQ ID NO. 
27/SEQ ID NO. 28, SEQ ID NO. 29/SEQ ID NO. 30, SEQ ID NO. 31/SEQ ID NO. 32, SEQ 
ID NO. 31/SEQ ID NO. 33, SEQ ID NO. 31/SEQ ID NO. 34, SEQ ID NO. 31/SEQ ID NO. 
35, SEQ ID NO. 31/SEQ ID NO. 36, SEQ ID NO. 31/SEQ ID NO. 37, and combinations 
thereof. 

7. The fully human single chain antibody of claim 5, wherein the fully human single 
chain antibody has both a heavy chain variable domain region and a light chain variable 
domain region, wherein the single chain fully human antibody has a heavy chain/light chain 
variable domain sequence selected from the group consisting of SEQ ID NO. 1/SEQ ID NO. 2, 
SEQ ID NO. 3/SEQ ID NO. 4, SEQ ID NO. 5/SEQ ID NO. 6, SEQ ID NO. 7/SEQ ID NO. 8, 
SEQ ID NO. 9/SEQ ID NO. 10, SEQ ID NO. 11/SEQ ID NO. 12, SEQ ID NO. 13/SEQ ID 
NO. 14, SEQ ID NO. 15/SEQ ID NO. 16, SEQ ID NO. 17/SEQ ID NO. 18, SEQ ID NO. 
19/SEQ ID NO. 20, SEQ ID NO. 21/SEQ ID NO. 22, SEQ ID NO. 23/SEQ ID NO. 24, SEQ 
ID NO. 25/SEQ ID NO. 26, SEQ ID NO. 27/SEQ ID NO. 28, SEQ ID NO. 29/SEQ ID NO. 
30, SEQ ID NO. 31/SEQ ID NO. 32, SEQ ID NO. 31/SEQ ID NO. 33, SEQ ID NO. 31/SEQ 
ID NO. 34, SEQ ID NO. 31/SEQ ID NO. 35, SEQ ID NO. 31/SEQ ID NO. 36, SEQ ID NO. 
31/SEQ ID NO. 37, and combinations thereof. 

8. Use of an effective amount of an anti-CXCR3 polypeptide, wherein the anti-CXCR3 
polypeptide is selected from the group consisting of a fully human antibody of an IgG class 
that binds to a CXCR3 epitope with a binding affinity of at least 10"6 M, a fully human 
antibody Fab fragment, having a variable domain region from a heavy chain and a variable 
domain region from a light chain, a single chain human antibody, having a variable domain 
region from a heavy chain and a variable domain region from a light chain and a peptide linker 
connection the heavy chain and light chain variable domain regions, and combinations thereof, 
in the manufacture of a medicament for treating a broad spectrum of mammalian cancers or 
treating inflammatory diseases or autoimmune diseases; 

wherein the fully human antibody has a heavy chain variable domain sequence that is at 
least 95% identical to the amino acid sequences selected from the group consisting of SEQ ID 
NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9, SEQ ID NO. 11, SEQ 
ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID NO. 21, SEQ ID NO. 
23, SEQ ID NO. 25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, SEQ ID NO. 33, and 
combinations thereof, and that has a light chain variable domain sequence that is at least 95% 

identical to the amino acid sequences selected from the group consisting of SEQ ID NO. 2, 
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SEQ ID NO. 4, SEQ ID NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, SEQ ID NO. 12, SEQ ID NO. 

14, SEQ ID NO. 16, SEQ ID NO. 18, SEQ ID NO. 20, SEQ ID NO. 22, SEQ ID NO. 24, SEQ 

ID NO. 26, SEQ ID NO. 28, SEQ ID NO. 30, SEQ ID NO. 32, SEQ ID NO. 33, SEQ ID NO. 

34, SEQ ID NO. 35, SEQ ID NO. 36, SEQ ID NO. 37, and combinations thereof; 

wherein the fully human antibody Fab fragment has the heavy chain variable domain 

sequence that is at least 95% identical to the amino acid sequences selected from the group 

consisting of SEQ ID NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9, 

SEQ ID NO. 11, SEQ ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID 

NO. 21, SEQ ID NO. 23, SEQ ID NO. 25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, 

SEQ ID NO. 33, and combinations thereof, and that has the light chain variable domain 

sequence that is at least 95% identical to the amino acid sequences selected from the group 

consisting of SEQ ID NO. 2, SEQ ID NO. 4, SEQ ID NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, 

SEQ ID NO. 12, SEQ ID NO. 14, SEQ ID NO. 16, SEQ ID NO. 18, SEQ ID NO. 20, SEQ ID 

NO. 22, SEQ ID NO. 24, SEQ ID NO. 26, SEQ ID NO. 28, SEQ ID NO. 30, SEQ ID NO. 32, 

SEQ ID NO. 33, SEQ ID NO. 34, SEQ ID NO. 35, SEQ ID NO. 36, SEQ ID NO. 37, and 

combinations thereof; and 

wherein the single chain human antibody has the heavy chain variable domain sequence 

that is at least 95% identical to the amino acid sequences selected from the group consisting of 

SEQ ID NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9, SEQ ID NO. 

11, SEQ ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID NO. 21, SEQ 

ID NO. 23, SEQ ID NO. 25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, SEQ ID NO. 

33, and combinations thereof, and that has the light chain variable domain sequence that is at 

least 95% identical to the amino acid sequences selected from the group consisting of SEQ ID 

NO. 2, SEQ ID NO. 4, SEQ ID NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, SEQ ID NO. 12, SEQ 

ID NO. 14, SEQ ID NO. 16, SEQ ID NO. 18, SEQ ID NO. 20, SEQ ID NO. 22, SEQ ID NO. 

24, SEQ ID NO. 26, SEQ ID NO. 28, SEQ ID NO. 30, SEQ ID NO. 32, SEQ ID NO. 33, SEQ 

ID NO. 34, SEQ ID NO. 35, SEQ ID NO. 36, SEQ ID NO. 37, and combinations thereof. 

9. The use of claim 8, 

wherein the fully human antibody has a heavy chain/light chain variable domain sequence 

selected from the group consisting SEQ ID NO. 1/SEQ ID NO. 2, SEQ ID NO. 3/SEQ ID NO. 

4, SEQ ID NO. 5/SEQ ID NO. 6, SEQ ID NO. 7/SEQ ID NO. 8, SEQ ID NO. 9/SEQ ID NO. 

10, SEQ ID NO. 11/SEQ ID NO. 12, SEQ ID NO. 13/SEQ ID NO. 14, SEQ ID NO. 15/SEQ 
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ID NO. 16, SEQ ID NO. 17/SEQ ID NO. 18, SEQ ID NO. 19/SEQ ID NO. 20, SEQ ID NO. 

21/SEQ ID NO. 22, SEQ ID NO. 23/SEQ ID NO. 24, SEQ ID NO. 25/SEQ ID NO. 26, SEQ 

ID NO. 27/SEQ ID NO. 28, SEQ ID NO. 29/SEQ ID NO. 30, SEQ ID NO. 31/SEQ ID NO. 

32, SEQ ID NO. 31/SEQ ID NO. 33, SEQ ID NO. 31/SEQ ID NO. 34, SEQ ID NO. 31/SEQ 

ID NO. 35, SEQ ID NO. 31/SEQ ID NO. 36, SEQ ID NO. 31/SEQ ID NO. 37, and 

combinations thereof. 

10. The use of claim 8, wherein the fully human antibody Fab fragment has both a 

heavy chain variable domain region and a light chain variable domain region wherein the 

antibody has a heavy chain/light chain variable domain sequence selected from the group 

consisting of SEQ ID NO. 1/SEQ ID NO. 2, SEQ ID NO. 3/SEQ ID NO. 4, SEQ ID NO. 

5/SEQ ID NO. 6, SEQ ID NO. 7/SEQ ID NO. 8, SEQ ID NO. 9/SEQ ID NO. 10, SEQ ID NO. 

11/SEQ ID NO. 12, SEQ ID NO. 13/SEQ ID NO. 14, SEQ ID NO. 15/SEQ ID NO. 16, SEQ 

ID NO. 17/SEQ ID NO. 18, SEQ ID NO. 19/SEQ ID NO. 20, SEQ ID NO. 21/SEQ ID NO. 

22, SEQ ID NO. 23/SEQ ID NO. 24, SEQ ID NO. 25/SEQ ID NO. 26, SEQ ID NO. 27/SEQ 

ID NO. 28, SEQ ID NO. 29/SEQ ID NO. 30, SEQ ID NO. 31/SEQ ID NO. 32, SEQ ID NO. 

31/SEQ ID NO. 33, SEQ ID NO. 31/SEQ ID NO. 34, SEQ ID NO. 31/SEQ ID NO. 35, SEQ 

ID NO. 31/SEQ ID NO. 36, SEQ ID NO. 31/SEQ ID NO. 37, and combinations thereof. 

11. The use of claim 8, wherein the fully human single chain antibody has both a heavy 

chain variable domain region and a light chain variable domain region, wherein the single 

chain fully human antibody has a heavy chain/light chain variable domain sequence selected 

from the group consisting of SEQ ID NO. 1/SEQ ID NO. 2, SEQ ID NO. 3/SEQ ID NO. 4, 

SEQ ID NO. 5/SEQ ID NO. 6, SEQ ID NO. 7/SEQ ID NO. 8, SEQ ID NO. 9/SEQ ID NO. 10, 

SEQ ID NO. 11/SEQ ID NO. 12, SEQ ID NO. 13/SEQ ID NO. 14, SEQ ID NO. 15/SEQ ID 

NO. 16, SEQ ID NO. 17/SEQ ID NO. 18, SEQ ID NO. 19/SEQ ID NO. 20, SEQ ID NO. 

21/SEQ ID NO. 22, SEQ ID NO. 23/SEQ ID NO. 24, SEQ ID NO. 25/SEQ ID NO. 26, SEQ 

ID NO. 27/SEQ ID NO. 28, SEQ ID NO. 29/SEQ ID NO. 30, SEQ ID NO. 31/SEQ ID NO. 

32, SEQ ID NO. 31/SEQ ID NO. 

33, SEQ ID NO. 31/SEQ ID NO. 34, SEQ ID NO. 31/SEQ ID NO. 35, SEQ ID NO. 31/SEQ 

ID NO. 36, SEQ ID NO. 31/SEQ ID NO. 37, and combinations thereof. 

12. The use of claim 8, wherein the broad spectrum of mammalian cancers to be treated 

is a CXCR3 -positive cancer. 

13. The use of claim 8, wherein the broad the mammalian cancer is selected from the 

group consisting of is selected from the group consisting of carcinomas, leukemias, 

lymphomas, prostate cancer, non-small cell lung cancer, breast cancer, endometrial cancer, 
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ovarian cancer, gastric cancers, head and neck cancers, melanoma, osteosarcoma, intestinal and 

colon cancer, and various metastatic cancers. 

14. Use of an effective amount of an anti-CXCR3 polypeptide, wherein the anti-

CXCR3 polypeptide is selected from the group consisting of a fully human antibody of an IgG 

class that binds to a CXCR3 epitope with a binding affinity of at least 10"6M, a fully human 

antibody Fab fragment, having a variable domain region from a heavy chain and a variable 

domain region from a light chain, a single chain human antibody, having a variable domain 

region from a heavy chain and a variable domain region from a light chain and a peptide linker 

connection the heavy chain and light chain variable domain regions, and combinations thereof, 

in the manufacture of a medicament for treating an inflammatory disorder; 

wherein the fully human antibody has a heavy chain variable domain sequence that is at 

least 95% identical to the amino acid sequences selected from the group consisting of SEQ ID 

NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9, SEQ ID NO. 11, SEQ 

ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID NO. 21, SEQ ID NO. 

23, SEQ ID NO. 25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, SEQ ID NO. 33, and 

combinations thereof, and that has a light chain variable domain sequence that is at least 95% 

identical to the amino acid sequences selected from the group consisting of SEQ ID NO. 2, 

SEQ ID NO. 4, SEQ ID NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, SEQ ID NO. 12, SEQ ID NO. 

14, SEQ ID NO. 16, SEQ ID NO. 18, SEQ ID NO. 20, SEQ ID NO. 22, SEQ ID NO. 24, SEQ 

ID NO. 26, SEQ ID NO. 28, SEQ ID NO. 30, SEQ ID NO. 32, SEQ ID NO. 33, SEQ ID NO. 

34, SEQ ID NO. 35, SEQ ID NO. 36, SEQ ID NO. 37, and combinations thereof; 

wherein the fully human antibody Fab fragment has the heavy chain variable domain 

sequence that is at least 95% identical to the amino acid sequences selected from the group 

consisting of SEQ ID NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9, 

SEQ ID NO. 11, SEQ ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID 

NO. 21, SEQ ID NO. 23, SEQ ID NO. 25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, 

SEQ ID NO. 33, and combinations thereof, and that has the light chain variable domain 

sequence that is at least 95% identical to the amino acid sequences selected from the group 

consisting of SEQ ID NO. 2, SEQ ID NO. 4, SEQ ID NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, 

SEQ ID NO. 12, SEQ ID NO. 14, SEQ ID NO. 16, SEQ ID NO. 18, SEQ ID NO. 20, SEQ ID 

NO. 22, SEQ ID NO. 24, SEQ ID NO. 26, SEQ ID NO. 28, SEQ ID NO. 30, SEQ ID NO. 32, 

SEQ ID NO. 33, SEQ ID NO. 34, SEQ ID NO. 35, SEQ ID NO. 36, SEQ ID NO. 37, and 

combinations thereof; and 
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wherein the single chain human antibody has the heavy chain variable domain sequence 

that is at least 95% identical to the amino acid sequences selected from the group consisting of 

SEQ ID NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9, SEQ ID NO. 

11, SEQ ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID NO. 21, SEQ 

ID NO. 23, SEQ ID NO. 25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, SEQ ID NO. 

33, and combinations thereof, and that has the light chain variable domain sequence that is at 

least 95% identical to the amino acid sequences selected from the group consisting of SEQ ID 

NO. 2, SEQ ID NO. 4, SEQ ID NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, SEQ ID NO. 12, SEQ 

ID NO. 14, SEQ ID NO. 16, SEQ ID NO. 18, SEQ ID NO. 20, SEQ ID NO. 22, SEQ ID NO. 

24, SEQ ID NO. 26, SEQ ID NO. 28, SEQ ID NO. 30, SEQ ID NO. 32, SEQ ID NO. 33, SEQ 

ID NO. 34, SEQ ID NO. 35, SEQ ID NO. 36, SEQ ID NO. 37, and combinations thereof. 

15. The use of claim 14, wherein the fully human antibody has both a heavy chain and a 

light chain wherein the antibody has a heavy chain/light chain variable domain sequence 

selected from the group consisting SEQ ID NO. 1/SEQ ID NO. 2, SEQ ID NO. 3/SEQ ID NO. 

4, SEQ ID NO. 5/SEQ ID NO. 6, SEQ ID NO. 7/SEQ ID NO. 8, SEQ ID NO. 9/SEQ ID NO. 

10, SEQ ID NO. 11/SEQ ID NO. 12, SEQ ID NO. 13/SEQ ID NO. 14, SEQ ID NO. 15/SEQ 

ID NO. 16, SEQ ID NO. 17/SEQ ID NO. 18, SEQ ID NO. 19/SEQ ID NO. 20, SEQ ID NO. 

21/SEQ ID NO. 22, SEQ ID NO. 23/SEQ ID NO. 24, SEQ ID NO. 25/SEQ ID NO. 26, SEQ 

ID NO. 27/SEQ ID NO. 28, SEQ ID NO. 29/SEQ ID NO. 30, SEQ ID NO. 31/SEQ ID NO. 

32, SEQ ID NO. 31/SEQ ID NO. 33, SEQ ID NO. 31/SEQ ID NO. 34, SEQ ID NO. 31/SEQ 

ID NO. 35, SEQ ID NO. 31/SEQ ID NO. 36, SEQ ID NO. 31/SEQ ID NO. 37, and 

combinations thereof. 

16. The use of claim 14, wherein the fully human antibody Fab fragment has both a 

heavy chain variable domain region and a light chain variable domain region wherein the 

antibody has a heavy chain/light chain variable domain sequence selected from the group 

consisting of SEQ ID NO. 1/SEQ ID NO. 2, SEQ ID NO. 3/SEQ ID NO. 4, SEQ ID NO. 

5/SEQ ID NO. 6, SEQ ID NO. 7/SEQ ID NO. 8, SEQ ID NO. 9/SEQ ID NO. 10, SEQ ID NO. 

11/SEQ ID NO. 12, SEQ ID NO. 13/SEQ ID NO. 14, SEQ ID NO. 15/SEQ ID NO. 16, SEQ 

ID NO. 17/SEQ ID NO. 18, SEQ ID NO. 19/SEQ ID NO. 20, SEQ ID NO. 21/SEQ ID NO. 

22, SEQ ID NO. 23/SEQ ID NO. 24, SEQ ID NO. 25/SEQ ID NO. 26, SEQ ID NO. 27/SEQ 

ID NO. 28, SEQ ID NO. 29/SEQ ID NO. 30, SEQ ID NO. 31/SEQ ID NO. 32, SEQ ID NO. 

31/SEQ ID NO. 33, SEQ ID NO. 31/SEQ ID NO. 

34, SEQ ID NO. 31/SEQ ID NO. 35, SEQ ID NO. 31/SEQ ID NO. 36, SEQ ID NO. 31/SEQ 

ID NO. 37, and combinations thereof. 
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17. The use of claim 14, wherein, the fully human single chain antibody has both a 

heavy chain variable domain region and a light chain variable domain region, wherein the 

single chain fully human antibody has a heavy chain/light chain variable domain sequence 

selected from the group consisting of SEQ ID NO. 

1/SEQ ID NO. 2, SEQ ID NO. 3/SEQ ID NO. 4, SEQ ID NO. 5/SEQ ID NO. 6, SEQ ID NO. 

7/SEQ ID NO. 8, SEQ ID NO. 9/SEQ ID NO. 10, SEQ ID NO. 11/SEQ ID NO. 12, SEQ ID 

NO. 13/SEQ ID NO. 14, SEQ ID NO. 15/SEQ ID NO. 16, SEQ ID NO. 17/SEQ ID NO. 18, 

SEQ ID NO. 19/SEQ ID NO. 20, SEQ ID NO. 21/SEQ ID NO. 22, SEQ ID NO. 23/SEQ ID 

NO. 24, SEQ ID NO. 25/SEQ ID NO. 26, SEQ ID NO. 27/SEQ ID NO. 28, SEQ ID NO. 

29/SEQ ID NO. 30, SEQ ID NO. 31/SEQ ID NO. 32, SEQ ID NO. 31/SEQ ID NO. 33, SEQ 

ID NO. 31/SEQ ID NO. 34, SEQ ID NO. 31/SEQ ID NO. 35, SEQ ID NO. 31/SEQ ID NO. 

36, SEQ ID NO. 31/SEQ ID NO. 37, and combinations thereof. 

18. The use of claim 14, wherein, the inflammatory disorder to be treated is selected 

from the group consisting of rheumatoid arthritis, multiple sclerosis, Crohn's disease, Graves' 

disease, Sjogren's syndrome, inflammatory bowel disease, chronic obstructive pulmonary 

disease, psoriasis, type 1 diabetes, transplant rejection chronic hepatitis C, malaria, and 

atherosclerosis. 
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