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1 CACCTAARTT GTAAGCGTTA ATATTTTGTT
BAACCAATAGG CCGARATCGG CAABATCCCT 100
101 TATAAATCAA BAGBATAGAC CGAGATAGGG
AGAACGTGGA CTCCAACGTC AAAGGGCGAA 200
' 201 ARACCGTCTA TCAGGGCGAT GGCCCACTAC
CCGTAAAGCA CTAAATCGGA ACCCTAAAGG 300
301 GAGCCCCCGA TTTAGAGCTT GACGGGGAAAR
TCACGCTGCG CGTAACCACC ACACCCGCCG 400
401 CGCTTAATGC GCCGCTACAG GGCGCGTCCC
GGTGCGGGCC TCTTCGCTAT TACGCCAGCT 500
501 GGCGAAAGGG GGATGTGCTG CAAGGCGATT
ARRACGACGG CCAGTGAARTT Gtaatacgac 600
601 tcactataAC CAAACAAAGT TGGGTRAGGA
"AAGATCCTAT TATCAGGGAC AAGAGCAGGA 700
701 TTAGGGATAT CTGAGATGGC CACACTTTTA
CCATTACATC AGGATCCGGT GGAGCCATCA 800
801 GAGGAATCAA ACACATTATT ATAGTACCAA
GGACCGGTTG GTCAGGTTAA TTGGAAACCC 900
901 GGATGTGAGC GGGCCCAAAC TAACAGGGGC
CAATTGATTC AGAGGATCAC CGATGACCCT 1000
1001 GACGTTAGCA TAAGGCTGTT AGAGGTTGTC
GAGGTACCAA CATGGAGGAT GAGGCGGACC 1100
1101 AATACTTTTC ACATGATGAT CCAATTAGTA
CTCAGATATT GARGTGCRAG ACCCTGAGGG 1200
. 1201 ATTCAACATG ATTCTGGGTA" CCATCCTAGC
GACACGGCAG CTGATTCGGR GCTAAGAAGG 1300
1301 TGGATAAAGT ACACCCAACA AAGRAGGGTA
TGAGGAACAG GATTGCCGAG GACCTCTCCT 1400
1401 TACGCCGATT CATGGTCGCT CTAATCCTGG
AATGATATGT GACATTGATA CATATATCGT 1500
1501 AGAGGCAGGA TTAGCCAGTT TTATCCTGAC
CTGCATGBAT TTGCTGGTGA GTTATCCACA 1600
1601 CTTGAGTCCT TGATGAACCT TTACCAGCAA
CAATTCAGAA CAAGTTCAGT GCAGGATCAT 1700

1701 ACCCTCTGCT CTGGAGCTAT GCCATGGGAG

TGGCCGATCT TACTTTGATC CAGCATATTIT 1800
1801 TAGATTAGGS CAAGAGATGG TAAGGAGGTC
ATCACTGCCG AGGATGCAAG GCTTGTTTCA 1800
1901 GAGATTGCAA TGCATACTAC TGAGGACAAG
TTCTACACGG TGATCAAAGT GAGAATGAGC 2000
2001 TACCGAGATT GGGGGGCAAG GAAGATAGGA
AGAARCCGGG CCCAGCAGAG CAAGTGATGC 2100
2101 GAGAGCTGCC CATCTTCCAA CCGGCACACC
CAGGACAGTC GARGGTCAGC TGACGCCCTG 2200
2201 CTTAGGCTGC ® AAGCCATGGC AGGAATCTCG
ATGACAGAAA TCTTCTAGAC TAGGTGCGAG 2300
2301 AGGCCGAGGG CCRGAACAAC ATCCGCCTAC
ACAGCCGCCA GCCCATCAAC CRATCCACTCC 2400
2401 CACGATTGGA GCCAATGGTA GAAGAGCAGG
CAAGGCCGAG CCCATCGGCT CACTGGCCAT 2500
2501 CGAGGAAGCT ATGGCAGCAT GGTCAGAAAT
GAGAAGGCAG GCAGTTCGGG TCTCAGAARAA 2600
2601 CCATGCCTCT CAGCAATTGG ATCAACTIGAA
. GCGATGARCGA CGCTGAAACT TTGGGARATCC 2700
2701 CCCCAAGAAR TCTCCAGGCA TCAAGCACTG
.GGTTAAGGGR ATCCAAGATG CTGACTCTAT 2800
2801 CATGGTTCAA TCAGGCCTTG ATGGTGATAG
GTGGATATTG GCGAACCTGA TACCGAGGGA 2900
. 2901 TATGCTATCA CTGACCGGGG ATCTGCTCCC
BAGGAGGGGA GATCCACGAG CTCCTGAGAC 3000
3001 TCCAATCCAG AGGCAACAAC TTTCCGAARGC
TAGGGCCAGC ACTTCCGGGA CACCCATTAA 3100

| 40

ARAATTCGCG
TTGAGTGTITG
GTGAACCATC
GCngecatt
ATTCGCCATT
AAGTTGGGTA
TAGTTCAATC
AGGAGCTTAG
TCCCTGGAGA
ACTAATAGGT
CAGAGTGACC
GTGATCAATC
CCARATTTGG
GTTGGTGAAT

ATATCAAGRG

“TATTRAGTTT

ATGGGGGARA
TAGGAGTGGA
AGCTGGAAAG

ATCAGTAGAG

GGGTCAAACA

CCTAGACATT
GAAGAACBRAG
CCTCCATCAT
CACGCQATGT
ATCAGACAARC
GGCGGTGCAC
GGTTACAGTG

CACCCTCICA

ATCTQTATGG'

TTGGGAAAAC

i 50

TTAAATTTTT
TTCCAGTTTG
ACCCTAATCA
taggccaTAG
CAG?CTGCGC
ACGCCRGGGT
AATGATCATC

CATTGTTCAA

TTCCTCAATT

ATATTATCCT
AGTCACAATC
CAGGTTCGGA
GTCITGCTCG
TTAGATTGGA
ARCACCCGGA
GGGATAGARA
CTGCACCCTA
ACTTGAARAC
GTCAGTTCCA
CGGTTGGACC
GAGTQGAGGA
GACACTGCAT
GCTCAGACAC

TGTTATAARA

CARAARCGGA

CCAGGACAGG
CTCGCATCCG
TTATTACGTT
GGAGGAGACA
GGTTCAGGGC

TCTCAATGTT

60 |
GTTAAATCAG
GAACRAGAGT

AGTTTTTTGG

GGCGCTGGCA

BACTGTTGGG
TPTCCCAGTC
TTCTAGTGCA
AAGABACAAG
ACCACTCGAT
TATTTGTGGA
TGGCCTTACC
TGGTTCGAGA
CARAGGCGGT
GAGAARATGG
AACARACCCA

CTATGTATCC

CATGGTAATC

TCCATGGGGG
CATTGGCATC
CAGACAAGCC
GAAGCCAGGG
CGGAGTCCAG
GGACACCCCT
AACTTAGGAA

CTGGAATGCA

" AGCGAGCCAC

CGGTCAGGGA
TATGATCACA
ATGAATCTGA
TTCTGATGTT

CCTCCGLCCC

70 ]
CTCATTTTTT
CCACTATTAA
GGTCGAGGTG
AGTGTAGCGG
AAGGGCGATC
ACGACGTTGT
CTTAGGATTC
GACARACCAC
CCAGRCTTCT
GTCTCCAGGT
TTCGCATCAL
ACAAGGARAAT
TACGGCCCCA
?TGGATGTGG
GGATTGCTGA
TGCICTTGGA
CTGGAGAACT
GTTTGARCTT
TGAACTCGGT
CAAGTATCAT
AGAGCTACAG
CCARGATCCG
ATAGTGTACA
céAGgTCCAC
TCCGGECTCT
CTGCAGGGAA
CCTGGAGAGA
GCGGTGRAGC

AAACAGCGAT

_GBAACTGCAG

CGGACCCCGG

3101 AARAGGGCACA GACGCGAGAT TAGCCTCATT TGGAACGGAG ATCGCGTCTT TATTGACAGG TGGTGCAACC

CAATGTGCTC GARAGTCACC CTCGGARCCA 3200

3201 TCAGGGCCAG GTGCACCTGC GGGGAATGTC CCCGAGTGTG TGAGCAATGC
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3401 TCAGAAGATA ATCTCCAAGC TAGAATCACT GCTGTTATTG

ATCRACAGGC AAAMATATCAG CATATCCACC 3500
3501 CTGGAAGGAC ACCTCTCAAG CATCATGATC
CAGATGTCGA AATCAATCCC GACTTGAAAC 3600
3601 CCATCATAGG CAGAGRTTCA GGCCGAGCAC
CCAAGGAATG ACAAATGGAC GGACCAGTTC 3700
3701 CAGAGGACAG CTGCTGAAGG AATTTCAGCT
GTTCCTGACA CCGGCCCTGC ATCACGCAGT 3800
3801 GTAATCCGCT CCATTATARA ATCCAGCCGG
ATGATATCAA AGGAGCCAART GATCTTGCCA 3900
3901 AGTTCCACCA GATGCTGATG AAGATAATAA
"AGTCGACCCA actagtctac cctccatcat 4000
4001 tgttataaaa aacttaggaa ccaggtccac
TATacgtagc gcgcATGagt aaaggagaag 4100
© 4101 aacttttcac tggagttgtce ccaattcttg
cagtggagag ggtgaaggtg atgcaacata 4200
4201 cggaaaactt acccttaaat ttatttgeac
actttcacct atggtgttca atgectttteca 4300
4301 agatacccaq atcatatgaa acggcatgac
gaactatatt tttcaaagat gacgggaact 4400
4401 acaagacacyg tgctgaagtc aagtttgaag
ttttaaagaa gatggaaaca ttcttggaca 4500
4501 caaattggaa tacaactata actcacacaa
gttaacttca aaattagaca caacattgaa 4600
4601 gatggaagcg ttcaactagc agaccattat
cagacaacca ttacctgtcc acacaatctg 4700
4701 ccctttcgaa agatcccaac gaaaagagag
tacacatggc atggatgaac tatacaaata 4800
4801 gtgagcgcge agegetgacy tcoteogegatg
CAAAGTGATT GCCTCCCAAG TTCCACAATG 4900
4801 ACAGAGATCT ACGACTTCGA CAAGTCGGCA
CCTACAGTGA TGGCAGGCTG GTGCCCCAGG 5000
5001 TCAGAGTCAT AGATCCTGGT CTAGGCGACA
TGTTGAGGAC AGGGATTCCC TAGGGCCTCC 5100
5101 AATCGGGCGA GCATTTGGGT CCCTGCCCTT
RAAGAGGCCA CTGAGCTTGA CATAGTTGTT 5200
5201 AGACGTACAG CAGGGCTCAA TGAAAAACTG
GGAGAARGGT CCTAACAACAR GGGAGTGTCT 5300
5301 TCAACGCAAA CCAAGTGTGC AATGCGGTTA
TTATATGAGC ATCACCCGTC TTTCGGATAA 5400
5401 CGGGTATTAC. ACCGTTCCTA GAAGBRATGCT
GTGACCCTTA GGATTGACAA GGCGATAGGC 5500
5501 CCTGGGAAGA TCATCGACAA TACAGAGCAA
GGAGAAAGRA GAGTGAAGTC TACTCTGCCG 5600
5601 ATTATTGCAA AATGAAAATC. GARAAAGATGG
TCACATTAGA AGCACAGGCA AAATGAGCAA 5700
5701 GACTCTCAAT GCACAACTCG GGTTCAAGAA
AATCGATTAC TCTGGAGGAG CAGATGCARG 5800
5801 ATAGTAAGAA TCCAGGCAGT TTTGCAGCCA
TARATGATGA CCAAGGACTA TTCAAAGTTC 5900
5801 TGTAGACCGT AGTGCCCAGC AATGCCCGAA
AAAAGCCCCC TCCGAAAGAC TCCACGGACC 6000
6001 AAGCGAGAGG CCAGCCAGCA GCCGACGGCA
CACAAGGCCA CCACCAGCCA CCCCAATCTG 6100
6101 CATCCTCCTC GTGGGACCCC CGAGGACCAA
CCACCACCCC CGGGAAAGAA ACCCCCAGCA 6200
6201 -ATTGGAAGGC CCCTCCECCT CTTCCTCAAC
ACCCRACCGC AGGCATCCGA CTCCCTAGAC 6300
6301 AGATCCTCTC TCCCCGGCAA ACTAAACAAA
CCCCGGCCCA CGGCGCCGCG CCCCCAACCC 6400
6401 CCGACAARCCA GAGGGAGCCC CCAACCAATC
CCCGAACRGA CCCAGCACCC AACCATCGAC 6500
6501 AATCCAAGAC GGGGGGGCCC CCCCAAARAR
ACCCACCCCA CACACGACCA CGGCAARCCAA 6600
6601 ACCAGAACCC -AGACCACCCT GGGCCACCAG
‘CAACCCGCGC ACCCCAGCCC CGATCCGGCG 6700
6701 GGGAGCCACC CRACCCGARC CAGCACCCAA
GTATCCCACA GCCTCTCCAA GTCCCCCGGT 6800
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6801 CTCCTCCTCT TCTCGAAGGG ACCAAAAGAT
AAGGAGACAC CGGGARATCCC AGAATCAAGA 6900
6901 CTCATCCAAT GTCCATCATG GGTCTCAAGG
CCABACACCC ACCGGTCAAA TCCATTGGGG 7000
7001 CAATCTCTCT AAGATAGGGG TGGTAGGRAT
CAATCATTAG TCATAARATT ARTGCCCAAT 7100
7101 ATAACTCTCC TCAATAARCTG CACGAGGGTA
ARCCBATTAG AGATGCACTT ARTGCAATGA 7200
7201 CCCAGRATAT AAGACCGGTT CAGAGTGTAG
GGCAGGTGCG GCCCTAGGCG TTGCCACAGC 7300
7301 TGCTCAGATA ACGGCCGGCA TTGCACTITCA
GCGAGCCTGG AAACTACTAA TCAGGCAATT 7400
7401 GAGGCAATCA GACAAGCAGG GCAGGAGATG
AGCTGATACC GTCTATGAAC CAACTATCTT 7500
7501 GTGATTTAAT CGGCCAGAAG CTCGGGCTCA
CCCCAGTTTA CGGGACCCCA TATCTGCGGA 7600
7601 GATATCTATC CAGGCTTTGA GCTATGCGCT
AGTGGAGGTG ATTTACTGGG CATCTTAGAG 7700
7701 AGCAGAGGAA TAAAGGCCCG GATAACTCAC
ATCCGACGCT GTCCGAGATT AAGGGGGTGA 7800
7801 TTGTCCACCG GCTAGAGGGG GTCTCGTACA
TGTTGCAACC CAAGGGTACC TTATCTCGAA 7900
7901 TTTTGATGAG TCATCGTGTA CTTTCATGCC
AGTCCTCTGC TCCAAGAATG CCTCCGGGGG 8000
8001 TACACCAAGT CCTGTGCTCG TACACTCGTA
ACCTAATAGC CAATTGTGCA TCAATCCTTT 8100
8101 GCAAGTGTTA CACAACAGGA ACGATCATTA
TCACTGCCCG GTAGTCGAGG TGAACGGCGT 8200
8201 GACCATCCAA GTCGGGAGCA GGAGGTATCC
ATATCATTGG AGAGGTTGGA CGTAGGGACA 8300
8301 AATCTGGGGA ATGCAATTGC TAAGTTGGAG
GGAGTATGAR AGGTTTATCG AGCACTAGCA 8400
8401 TAGTCTACAT CCTGATTGCA GTGTIGTCTTG
GGGGCGTTGT AACAAAAAGG GAGAACARGT 8500
8501 .TGGTATGTCA AGACCAGGCC TAAAGCCTGA
TCCTCTACAA CTCTTGAARC ACARAATGTCC 8600
8601 CACAAGTCTC CTCTTCGTCA TCAAGCAACC
TTCCCTCTGG CCGAACAATA TCGGTAGTTA 8700
8701 ATTAAAACTT AGGGTGCAAG ATCATCCACA
ATRACCCCCA TCCCAAGGGA AGTAGGATAG BBOO
8801 TCATTAACAG AGAACATCTT ATGATTGATA
GAGCTTGATC GGGTTGCTAG CCATTGCAGG 8900
8901 CATTAGACTT CATCGGGCAG CCATCTACAC
ACTAACTCAA TCGAGCATCA GGTCAAGGAC 9000
5001 GTGCTGACAC CACTCTTCAA AATCATCGGT
TAGTGAAATT CATCTCTGAC AAGATTAARAT 9100
9101 TCCTTAATCC GGATAGGGAG TACGACTTCA
ATTGGATTAT GATCAATACT GTGCAGATGT 9200
9201 GGCTGCTGRA GAGCTCATGA ATGCATTGGT
CTAGCTGTCT CABAGGGAAA CTGCTCAGGG 92300
9301 CCCACTACRA TCAGAGGTCA ATTCTCAAAC
ACAATGTGTC ATCTATAGTC ACTATGACAT 9400 -
9401 CCCAGGGARAT -GTATGGGGGA ACTTACCTAG
ACAACTGAGC ATGTACCGAG TGTITTGAAGT 9500
9501 AGGTGTTATC AGAAATCCGG GTTTGGGGGC
AGTARTGATC TCAGCAACTG TATGGTGGCT 9600
9601 TTGGGGGAGC TCAAACTCGC AGCCCTTTIGT
GGAAAGGTGT CAGCTTCCAG CTCGTCAAGC 9700
9701 TAGGTGTCTG GAAATCCCCA ACCGACATGC
CAGGCTTTAC CTCTCATCTC ACAGAGGTGT 9800
9801 TATCGCTGAC AATCAAGCAA AATGGGCTGT
TGCTTCCARC AGGCGTGTAR GGGTAAAATC 9900
9901 "CAAGCACTCT GCGAGRATCC CGAGTGGGCA
CTGTTGATCT GAGTCTGACA GTTGAGCTTA 10000
10001 AAATCAAAAT TGCTTCGGGA TTCGGGCCAT
< CCACRACAAT GTGTATTGGC TGACTATCCC 10100
10101 GCCAATGAAG ARCCTAGCCT TAGGTGTAAT
TACCTCTTCA CTGTCCCAAT TAAGGAAGCA 10200

CAATCCACCA
TGAACGTCTC
AGGAAGTGCA
GAGATTGCRG
CTTCAAGTAG
CCAGTCCATG
ATATTGGCTG
AATTGCTCAG
TGGAGGAGAC
GTCGACACAG
ACATAGGCTC
AGAGGGGALCT
TCCGGGTCTT
ATCAAGACCC
AGACGCTGTG

GATGCCARGG

GAGGGTTGAT

TCTTACGGGA
ACCGCACCCA

ATGTCACCAC

‘GACCTTBTGT

" CGCAGAGATC

GATGAAGTGG

" GAGATCTCAC

GAACTCAACT
ATGTCGCTGT
TGGAAAAGCC
TCCGGTGTTC
CAéGGGGAAG
ARTCCTGGGT
CCCGACAACA

CCATTGRAGG

"TGATCACACA

CAACACATTG

CACCCGACGA
TGCCATATTC
AGCTACAARG
AATACAGGAG
GAGACACAAG
CTGAACTCTC
TTCAGGGTGT
ATACTATACA
ATCAATAAGG
AGTCCTACTT
TCAAGAGTGG
GTGTGCAGCC
TTGGGARCCG
TGACAAGATC
TACTTGCACA
AATTGTT@GA
AGGGATCCCC
ACATCAARAT
GCATCARAGCC
AACGAGACCG

TTTGCTGGCT
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10201 GGCGAAGACT GCCATGCCCC AACATACCTA
TGGTGATTCT ACCTGGTCAA GATCTCCAAT 10300
10301 ATGTTTTGGC AACCTACGAT ACTTCCAGGG
CTCATTTTCT TACTTTTATC CTTTTAGGTT 10400
10401 GCCTATAAAG GGGGTCCCCA TCGAATTACA
CACTTCTGTG TGCTTGCGGAR CTCAGAATCT 10500
10501 GGTGGACATA TCACTCACTC TGGGATGGTG
CCAATCGCAG ATAGGGCTGC TAGTGRACCA 10600
10601 ATCACATGAT GTCACCCAGA CATCAGGCAT
TAGGGTCCAA GTGGTTCCCC GTTATGGACT 10700
10701 CGCTATCTGT CAACCAGATC TTATACCCTG
AGCCATCCTG GAGTATGCTC GAGTCCCTCA 10800
10801 CGCTTACAGC CTGGAGGACC CTACACTGTG
CAAATGATTA TAAACAATGT GGBAGTTGGG 10800
10901 AATGTCATCA AGTCCAAGCT TAGGAGTTAT
ATTTATTTAR CATAGAAGAC AAAGAGTCAA 11000
11001 CGAGGAAGAT CCGTGAACTC CTCAAAARGG
ATGCTTAAGG GACACTAACT CACGGCTTGG 11100
11101 CCTAGGCTCC GAATTGAGGG AGGACATCAA
CAGTGGTTTG AGCCCTTTCT GTTTTGGTTT 11200
11201 ACAGTCAAGA CTGAGATGAG GTCAGTGATT
CTGTATTCTT CACTGGTAGT TCAGTTGAGT 11300
11301 TGCTAATCTC TCGTGACCTT GTTGCTATAA
ACTGGTTTTG ATGTATTGTG ATGTCATAGA 11400
11401 GGGGAGGTITA ATGACAGAGA CCGCTATGAC
TACATGTGGA AACTGATAGA TGGTTTCTTC 11500
11501 CCTGCACTCG GGAATCCAAC TTATCABATT
TGAGGGATAT AACAGTAGAA CTCAGAGGTG 11600
11601 CTTTCCTTAA CCACTGCTTT ACTGAARTAC
TTATCATGAG TTAATTGAAG CTCTAGATTA 11700
11701 CATTTTCATA ACTGATGACA TACATCTGAC
AGACTTGAAG CAGTARACGGC TGCTGAAAAT 11800
11801 GTTAGGAAAT ACATGAATCA GCCTAAAGTC
GTGGAATCAT AATCAACGGC TATCGTGACA 11900
11901 GGCACGGAGG CAGTTGGCCA CCGCTGACCC
TPTCAGGTGAA GGGTTAACAC ATGAGCAGTCG 12000
12001 CGTTGATAAC TGGAAATCTT TTGCTGGAGT
CTGACAATGT ACCTAAAGGA CAAGGCACTIT 12100
12101 GCTGCTCYICC AAAGGGAATG GGATTCAGTT
CCGGGTCACG GAGGCTTGTA GATGTTTTCC 12200
12201 TTAATGATTC GAGCTTTGAC CCATATGATG
TGAGTTCAAC CTGTCTTACA GCCTGAAAGA 12300
12301 AAAGGAGATC AAGGAAARCAG - GTAGACTTTT
GCTGAAAATC TAATCTCRAR CGGGATTGGC 12400
12401 AAATATTTTA AGGACAATGG GATGGCCAAG
TCTCAGGAGT CCCCAAAGAT CTCABAGAAA 12500
12501 GTCACAGGGG GGGGCCAGTC TTAAAAACCT
AGCAGCAAMA GGGTTTATAG GGTTCCCTCA 12600
12601 AGTAATTCGG CAGGACCAAG ACACTGATCA
ATCACGACTG ATCTCAAGAR GTACTGCCTT 12700
12701 AATTGGAGAT ATGAGACCAT CAGCITGTIT
TCCAGTGGCT GCATAAGAGG CTTGRGACCT 12800
12801 CTGTCCTGTA TGTAAGTGAC CCTCATTGCC
CAATGATCAA ATCTTCATTA AGTACCCTAT 12900
12901 GGGAGGTATA GAAGGGTATT GTCAGRAGCT
TATGAGAGCG GAGTAAGGAT TGCTTCGTTA 13000
13001 GTGCARGGGG ACAATCRGAC CATAGCCGTA
AACGGGAAGC TGCTAGAGTA ACTAGAGATT 13100
13101 ACTTTGTAAT TCTTAGGCAA AGGCTACATG
ATCACATTTT TTTGTCTATT CAAAAGGAAT 13200
13201 ATATTATGAT GGGCTACTTG TGTCCCAATC
ATAGTTGATG AAACAAGGGC AGCATGCAGT 13300
13301 AATATTGCTA CARCAATGGC TAAAAGCATC
TCCTAARAGT GATACAGCRA ATTCTGATCT 13400
13401 CTCTTGGCTT CACAATCAAT TCAACCATGA
CTTAATAAGG ATGGCACTGT TGCCCGCTCC 13500
13501 TATTGGGGGG ATGAATTATC TGAATATGAG
TCAATTGCTG ATCTCRAAGAG AATGATTCTC 13600

27/56 58

€

CCTGCGGAGG
TTGAACATGC
AGTGGAATGC
GGCATGGGAG
ACCCACTAGT
AAGTTCACCT
TCAGAACATC
CCGGCCCACT
GGAATTCGCT
GGAGARAGTT
AAATCACAAA
TCAGTARAGA
TATTGATGCT
GTAGCAATGC
ATGATGTTCT
AGGGGAGATT
ATTGTGTATG
TCCCCCTGCA
GARATTTGGC
TACCCGAAAG
TGATAATGTA
TGCTAARATG
GATGAGCACG
ACTCCCGAAG
TCCGGAGAAT
GCACAGAGGC
‘CCCCCGACCT
GTGGACCATC
ACAARAAGGG
ATATTGGCCA
ACTCARGAGC
GAGAGRGGTT
CCCGGGATGT

GAGGCTGTTT

TGGATéGTGA
TGTGGTTTAT
TTCACATGGG
TCAGCTGCAC
GTGARATAGA
AGATAGCCCG
ARGCACCGCC
CTCATATTCC
GTACTCCRAR
ATTAACTTGG
CCCATACTTG

GTCTCAACAT

AGGTATACAG'

TGGAGCCTCT
TGACCAAAARC
TTCTCATTTT
AGACTCTGAT
TGCTGCAGAC
TGCTTTATGC
AGTTCCTGCG
TGTTGTAAGT
ACTTACAARA
ATTTGACTAA
CCCAGTCCAC
ATGGAAGCTT
TAAATGAGAT
TGACGCCCAT
AGCACCATTC
TACCCAGCAC
TCACCTCRAG
ATCGCAAGAT
ATGACCGTTA
AGTCATACCC

GTCAGAAARCA

TGTCARACTC
TACGTTTACR
ACCARARACT
AGTCACCCGG
CATCAGAATT
ATAGTTACCA
TAARARACGG
ATATCCARAT
GTCAGTGATA

GAGTTTACAT

 CCATAGGAGG

GTATATTACC
AGCTTCTAGG
TTCACTTGCT
GGGTTTTCTG

TCAGAAGTTT

‘GAAAGGTCAT

ACAATCCGGA
CTCTTAGCCT
fTACGACCCT
GGAGCTTACC
TGAGGGCATé
GGCACTCCAC
ACAAGTACCA
ACGAGACAGT
TTACGGATTG
ATCCCGTTAT
CCTATCTATA
ATGGCCCTAC

GCAAATGAGA

GTGTATTCIG

CCTTGCATAT
CTCCTCACAA

TCGGTGATCC

AGTTCCAATC
GCCCAGGCCG
CTGGTGCCGT
GAAGATGGAA
AAGAAAAACG
ATARGATAGT
ATTTTCCAAC
TGTAATCAGG
AGGTTTTCCA
GCACAGCTCC
AGACACACAC
TGACATTTGA
ARGAGTCAGA
TACCTGCAGC
ATGAAGGTAC
CGECCACCCC
GCCATATTTT
ATGCTCAAGC
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13601 GCCTCACTAA TGCCTGAAGA GACCCTCCAT CAAGTAATGA CACAACARCC GGGGGACTCT TCATTCCTAG
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ACTGGGCTAG CGACCCTTAC TCAGCAAATC 13700
13701 TTGTATGTGT CCAGAGCATC ACTAGACTCC
AAACCCRATG TTAARAGGAT TATTCCATGA 13800
13801 TGACAGTARAA GAAGAGGACG AGGGACTGGC
GCTCATGAAA TCCTGGATCA TAGTGTCACA 13800
13901 GGGGCRAGAG AGTCTATTGC AGGCATGCTG
GGGGGTTAAC CTCTCGAGTG ATAACCAGAT 14000
14001 TGTCCAATTA TGACTATGAA CAATTCAGAG
CATTGACAAA GAGTCATGTT CAGTGCAGCT 14100
14101 GGCGAGAGCT CTAAGAAGCC ATATGTGGGC
CCTGATGTAC TAGAATCTAT GCGAGGCCAC 14200
14201 CTTATTCGGC GTCATGAGAC ATGTGTCATC
CCTCGGGTTG CCAACTGGAT GATATTGACAR 14300
14301 AGGAAACATC ATCCTTGAGA GTCCCATATA
CTTCGTAAGA GCCCCAAGTC GATCCTTGCG 14400
14401 ATCTGCTGTT AGAATAGCAA CAGTGTACTC
TGGTTGTTGG CTAGGCAAAG GGCCAATGTG 14500
14501 AGCCTGGAGG AGCTAAGGGT GATCACTCCC
GTAGCACTCA AGTGAAATAC TCAGGTACAT 14600
14601 CCCTTGTCCG AGTGGCGAGG TATACCACAA
GGTTGATACT AACTTTATAT ACCAACARGG 14700
14701 AATGCTCCTA GGGTTGGGTG TTTTAGARAAC
GTATTACATC TTCACGTCGA AACAGATTGT 14800
14801 TGCGTGATCC CGATGATAGA TCATCCCAGG
'GTACCRACCC ATTGATATAT GATAATGCAC 14900
14901 CTTTAATTGA CAGAGATGCA ACAAGGCTAT
ATGGTCCACA CCCCAACTAT ATCACATTIT 15000
15001 AGCTAAGTCC ACAGCACTAT CTATGATTGA
TCAGCTCTCA TAGGGGATGA CGATATCAAT 15100
15101 AGTTTCATAA CTGAGTTTCT GCTCATAGAG
TCRATTGGGC ATTTGATGTA CATTATCATA 15200
15201 GACCATCAGG GAAATATCAG ATGGGTGAGC
TARGGTGCTT GTCAATGCTC TAAGCCACCC 15300
15301 AAAGATCTAC AAGAAATTCT GGCATTGTIGG
AACTTGCRCA CAARCTGTGTG CAACATGGTT 15400
15401 TACACATGCT ATATGACCTA CCTCGACCTG
GTGARAGCGA CGAGGATGTA GTACCGGACA 15500
15501 GATTCGACAA CATCCAGGCA AAACACTTAT
ACCARTTCGA GGTCTAAGAC CGGTAGAGAA 15600
15601 "ATGTGCAGTT CTAACCGACC ATATCAAGGC
RATCCAATTA TTGTAGACCA TTACTCATGC 15700
15701 TCTCTGACTT ATCTCCGGCG AGGATCGATC
ACGCCCTCGC TGAGGTAAAT GTCAGTCAGC 15800
15801 CAAAGATCGG CAGCAACAAC ATCTCAAATA
RAAATTGCTC AAAGATATCA ACACAAGCAA 15900
15901 GCACARATCTT CCCATTTCAG GGGGCAATCT
AACTCATCTG CTTGCTACAA AGCTGTTGAG 16000
16001 ATATCAACAT TAATTAGGAG ATGCCTITGAG
CTATGTTGAT CACTTATAAG GAGATACTTA 16100
16101 AACTAAACAA GTGCTTCTAT AATAGTGGGG
CTATCCCTCC GAAGTTGGCC TTGTCGRACA 16200
16201 CAGAATGGGA GTAGGTAATA TTGTCAAAGT
GTAGATTGCT TCRATTTCAT AGTTAGTAAT 16300
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16401 TGGCTCTGCT CCTGGGCAAA ATAGGATCAA
TCAGGGATTT ATAAGTTATG TAGGGTCTCA 16500
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17101 TATCTTCGTT AAGAATCTAT CCRAGTCAGA
GTTTTTAAGG TAACAGTCAA GGAGACCAAA 17200
17201 GAATGGTATA AGTTAGTCGG ATACAGTGCC
CTGCCCTAGG TGGTTAGGCA TTATTTGCAA 17300
17301 TATATTAAAG ARAACTTTGR AAATACGAAG
gcectectege tggegecgge tgggoaacat 17400
17401 tccgagggga ccgtccccte ggtaatggeg
ggaagctgag . ttggctgetg ccaccgetga 17500
17501 gcaataacta gcataacccc ttggggeetc
atatccggat GCGGCCGCaG GTACCCAGCT 17600
17601 TTTGTTCCCt ttagtgaggg ttaattTCGA
TTGTTATCCG CTCACAATTC CACACRACAT 17700
17701 ACGAGCCGGA AGCATAAAGT GTAAAGCCTG
CGCTCACTGC CCGCTTTCCA GTCGGGAAAC 17800
17801 CTGTCGTGCC AGCTGCATTA ATGAATCGGC
CCGCTTCCTC GCTCACTGAC TCGCTGCGCT 17900
17901 CGGTCGTTCG GCTGCGBCGA GCGGTATCAG
GGATAACGCA GGAAAGAACA TGTGAGCAAA 18000
18001 AGGCCAGCAA AAGGCCAGGR ACCGTAAAAA
GACGAGCATC ACAARAATCG ACGCTCAAGT 18100
18101 CAGAGGTGGC GARACCCGAC -AGGACTATAA
CTCCTGTTCC GACCCTGCCG CTTACCGGAT 18200
18201 ACCTGTCCGC CTTTCTCCCT TCGGGRAGCG
GGTGTAGGTC GTTCGCTCCA AGCTGGGCTG 18300
18301 TGTGCACGAA CCCCCCGTTC AGCCCGACCG
GTAAGACACG ACTTATCGCC ACTGGCAGCA 18400
18401 GCCACTGGTA ACAGGATTAG CAGAGCGAGG
ACTACGGCTA CACTAGAAGG ACAGTATTTG 1B500
18501 GTATCTGCGC TCTGCTGAAG CCAGTTACCT
CACCGCTGGT AGCGGTGGTT TTTTTGTTTG 18600
18601 CRAGCAGCAG ATTACGCGCA GAARAAAAGG
GCTCAGTGGA ACGAAARACTC ACGTTAAGGG 18700
18701 ATTTTGGTCA TGAGATTATC AAARAGGATC
CAATCTAAAG TATATATGAG TAAACTTGGT 18800
18801 CTGACAGTTA CCAATGCTTA ATCAGTGAGG
TGCCTGACTC CCCGTCGTGT AGATAACTAC 18900
18901 GATACGGGAG GGCTTACCAT CTGGCCCCAG
GATTTATCAG CARTAAACCA GCCAGCCGGA 15000
19001 AGGGCCGAGC GCAGAAGTGG TCCTGCAACT
CTAGAGTAAG TAGTTCGCCA GTTAATAGTT 19100

19101 TGCGCAACGT TGTTGCCATT GCTACAGGCA.

CTCCGGTTCC CAACGATCRA GGCGAGTTAC 15200
19201 ATGATCCCCC ATGTTGTGCA AAAAAGCGGT
GCCGCAGTGT TATCACTCAT GGTITATGGCA 19300
19301 GCACTGCATA ATTCTCITAC TGTCATGCCA
- AGTCATTCTG AGARATAGTGT ATGCGGCGAC 19400
19401 CGAGTTGCTC TTGCCCGGCG TCAATACGGG
CATTGGAAAR CGTTCTTCGG GGCGBAAACT 19500
18501 CTCRAGGATC TTACCGCTGT TGAGATCCAG
TCTTTTACTT TCACCAGCGT TTCTGGGTGA 19600
19601 GCARRARACAG GAAGGCAAAA TGCCGCARAAA
TCTTCCTTTT TCAATATTAT TGAAGCATTT 19700
19701 ATCAGGGTTA TTIGTCTCATG AGCGGATACA

GCGCACATTT CCCCGAAAAG TGC 19793
|10 i 20 | 30
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1 CACCTAAATT GTAAGCGTTA ATATTTTGTT
BAACCAATAGG CCGRAATCGG CABARTCCCT 100
101 TATAAATCAA AAGAATAGAC CGAGATAGGG
AGAACGTGGA CTCCAACGTC ARAGGGCGAA 200
201 AAACCGTCTAR TCAGGGCGAT GGCCCACTAC
CCGTAARGCA CTAAATCGGA ACCCTAARGG 300
301 GAGCCCCCGA TTTAGAGCTT GACGGGGARAA
TCACGCTGCG CGTAACCACC ACACCCGCCG 400
401 CGCTITRATGC GCCGCTACAG GGCGCGTCCC
GGTGCGGGCC TCTTCECTAT TACGCCAGCT 500
501 GGCGAAAGGG GGATGTGCTG CAAGGCGATT
AABACGACGG CCAGTGAATT Gtaatacgac 600
601 tcactataAC CAAACARAGT TGGGTAAGGA
AAGATCCTAT TATCAGGGAC AAGAGCRAGGA 700
701 TTAGGGATAT CTGAGATGGC CACACTTTTA
CCATTACATC AGGATCCGGT GGAGCCATCA 800
801 GAGGRATCAA ACACATTATT ATAGTACCAA
GGACCGGTTG GTCAGGTTAR TTGGAAACCC 900
901 GGATGTGAGC GGGCCCRAAAC TAACAGGGGC
CAATTGATTC AGAGGATCAC CGATGACCCT 1000
1001 GACGTTAGCA TAAGGCTGTT AGAGGTTGTC
GAGGTACCAA CATGGAGGAT GAGGCGGACC 1100
1101 AATACTTTTC ACATGATGAT CCAATTAGTA
CTCAGATATT GAAGTGCAAG ACCCTGAGGG 1200
1201 ATTCRACATG ATTCTGGGTA CCATCCTAGC
GACACGGCAG CTGATTCGGA GCTAAGAAGG 1300
1301 TGGATAAAGT ACACCCAACA AAGAAGGGTA
TGAGGAACAG GATTGCCGAG GACCTCTCCT 1400 -
1401 TACGCCGATT CATGGTCGCT CTAATCCIGG
AATGATATGT GACATTGATA CATATATCGT 1500
1501 AGAGGCAGGA TTAGCCAGTT TTATCCTGAC
- CTGCATGAAT TTGCIGGTGA GTTATCCACA 1600
1601 CTTGAGTCCT TGATGAACCT TTACCAGCAA
- CAATTCAGAA CAAGTTCAGT GCAGGATCAT 1700
1701 ACCCTCTGCT CTGGAGCTAT GCCATGGGAG
TGGCCGATCT TACTTTGATC CAGCATATTT 1800
. 1801 TAGATTAGGG CARGAGATGG TAAGGAGGTC
ATCACTGCCG AGGATGCAAG GCTTGTTTCA 1800
1301 GAGATTGCAA TGCATACTAC TGAGGACAAG
TTCTACACGG TGATCARAGT GAGAATGAGC 2000
2001 TACCGAGATT GGGGGGCAAG ' GRAGATAGGA
AGARACCGGG CCCAGCRGAG CAAGTGATGC 2100
2101 GAGAGCTGCC CATCTTCCAA CCGGCACACC
CAGGACAGTC GAARGGTCAGC TGACGCCCTG 2200
2201 CTTAGGCTGC -AAGCCATGGC AGGAATCTCG
'ATGACAGBAR TCITCTAGAC TAGGTGCGAG 2300
2301 AGGCCGAGGG CCAGAACAAC "ATCCGCCTAC
ACAGCCGCCA GCCCATCAAC CATCCACTCC 2400
2401 CACGATTGGA GCCAATGGTA GAAGAGCAGG
CAAGGCCGAG CCCATCGGCT CACTGGCCAT 2500
2501 CGAGGAAGCT ATGGCAGCAT GGTCAGARAT
GAGAAGGCAG GCAGTTCGGG TCTCAGARAR 2600
2601 CCATGCCICT CAGCAATTGG ATCRACTGAA
GCGATGACGA CGCTGRAACT TTGGGRATCC 2700
2701 CCCCRAAGAAA TCTCCAGGCA TCAAGCACTG
GGTTAAGGGA ATCCRAGATG CTGACTCTAT 2800
2801 .CATGGTTCAA TCAGGCCTTG ATGGTGATAG
GTGGATATTG GCGAACCTGA TACCGAGGGA 2900
" 2901 TATGCTATCA CTGACCGGGG ATCTGCTCCC
ARGGAGGGGA GATCCACGAG -CTCCTGAGAC 3000
3001 TCCAATCCAG AGGCBACRAC TTTCCGAAGC
" TAGGGCCAGC ACTTCCGGGA CACCCATTAA 3100
3101 AARAGGGCACA GACGCGRGAT TAGCCTCATT
CAATGTGCTC GAAAGTCACC CTCGGAACCA 3200°

3201 TCAGGGCCAG GTGCACCTGC GGGGRATGTC

CACCCGAATC TGGTACCACA ATCTCCCCGA 3300
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CTATGTATCC

CATGGTAATC

TCCATGGGGG

CATTGGCATC
CAGACAAGCC
GAAGCCAGGG
CGGAGTCCAG
GGACACCCCT
ARCTTAGGAA
CTGGAATGCA
AGCGAGCCAC
CGGTCAGGGA
TATéATcAcA
ATGAATCTGA
TTCTGATGTT
CCTCCGCCCe
TATTGACAGG

CGCACTGATA

{70
CTCATTTTTT
CCACTATTAR
GGTCGAGGTG
AGTGTAGCGG
AAGGGCGATC
ACGACGTTGT
CTTAGGATTC
GACAAACCAC
CCRAGACTTCT
GTCTCCAGGT
TTCGCATCAR
ACAAGGAAAT
TACGGCCCCA
TTGGATGTGG
GGATTGCTGA
TGCTCTTGGA
CTGGAGAACT
GTTTGAACTT
TGRACTCGGT
CABGTATCAT
AGAGCTACAG
CCARGATCCG
ATAGTGTACA
CCAGGTCCAC
TCCGEGCTCT
CTGCAGGGAA
CCTGGAGAGA
GCGGTGARGE

AAACAGCGAT

‘GRAACTGCAG

CGGACCCCGG
TGGTGCAACC

CAGGAGTGGA

3301 GATCCCAGAR TAATGRAGAA GGGGGAGACT ATTATGATGA TGAGCTGTTC TCTGATGTCC AAGATATTAA
Figure 25 (contd..)
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AACAGCCTTG GCCARAATAC ACGAGGATAA 3400
3401 TCAGAAGATA ATCTCCAAGC TAGAATCACT
ATCAACAGGC ARAATATCAG CATATCCACC 3500
3501 CTGGAAGGAC ACCTCTCAAG CATCATGATC
CAGATGTCGA AATCAATCCC GACTTGAAAC 3600
3601 CCATCATAGG CAGAGATTCA GGCCGAGCAC
CCAAGGAATG ACAAATGGAC GGACCAGTTC 3700
3701 CAGAGGACAG CTGCTGAAGG AATTTCAGCT
GTTCCTGACA CCGGCCCTGC ATCACGCAGT 3800
3801 GTAATCCGCT CCATTATARA ATCCAGCCGG
ATGATATCAR AGGAGCCAAT GATCTTGCCA 3900
- 3901 AGTTCCACCA GATGCTGATG AAGATAATAA
AGTCGACCCA actagtACAA CCTAAATCCA 4000
4001 TCATAAAAAR CTTAGGAGCA AAGTGATTGC
AGTCGGCATG GGACATCAAA GGGTCGATCG 4100
4101 CTCCGATACA ACCCACCACC TACAGTGATG
AGGCGACAGG AAGGATGAAT GCTTTATGTA 4200
4201 CATGTTTCTG CTGGGGGTTG TTGAGGACAG
CTGCCCTTAG GTGTTGGCAG ATCCACAGCA 4300
4301 AAGCCCGAAA AACTCCTCAR AGAGGCCACT
ARBARCTGGT GTTCTACAAC AACACCCCAC 4400
4401 TAACTCTCCT CACACCTTGG AGARAGGTCC
TGCGGTTAAT CTGATACCGC TCGATACCCC 4500
4501 GCAGAGGTTC CGTGTTGTTT ATATGAGCAT
AGAATGCTGG AATTCAGATC GGTCAATGCA 4600
4601 GTGGCCTTCA ACCTGCTGGT GACCCTTAGG
CAGAGCAACT TCCTGAGGCA ACATTTATAG 4700
4701 TCCACATCGG GAACTTCAGG AGAAAGAAGA
AARGATGGGC CTGGTTTTTG CACTTGGTGG 4800
4801 GATAGGGGGC ACCAGTCTTC ACATTAGAAG
TTCAAGAAGA CCTTATGTTA CCCGCTGATG 4900
4901 GATATCAATG AAGACCTTAA TCGATTACTC
TGCAGCCATC AGTTCCTCAA GAATTCCGCA 5000
5001 TTTACGACGA CGTGATCATA AATGATGACC
TGCCCGAARA CGACCCCCCT CACBRATGACA 5100
5101 GCCAGRAGGC CCGGACAARA AAGCCCCCTC
CGACGGCAAG CGCGRACACC AGGCGGCCCC 5200
5201 AGCACAGAAC AGCCCTGACA CAAGGCCACC
AGGACCAACC CCCAAGGCTG CCCCCGATCC 5300
5301 ARACCACCAA CCGCATCCCC ACCACCCCCG
TCCTCAACAC AAGARCTCCA CAACCGAACC 5400
5401 GCACRAGCGA CCGAGGTGAC CCAACCGCAG
TAAACARARC TTAGGGCCAA GGAACATACA 5500
5501 CACCCAACAG AACCCAGACC CCGGCCCACG
AACCAATCCC GCCGGCTCCC CCGGTGCCCA 5600
5601 CAGGCAGGGA CACCARCCCC CGAACAGACC
CCAARAAARA GCCCCCAGGG GCCGACAGCC 5700
5701 AGCACCGCGA GGAAGCCCAC CCACCCCACA
GCCACCAGCT CCCARGACTCG GCCATCACCC 5800
5801 CGCAGAAAGG AAAGGCCACA ACCCGCGCAC
GCACCCRAGA GCGATCCCCG AAGGACCCCC 5800
5901 GRAACCGCAAR GGACATCAGT ATCCCACAGC
CARAAGATCA ATCCACCACA CCCGACGACA 6000
6001 CTCAACTCCC CACCCCTARR GGAGACACCG
TCTCAAGGTG AACGTCTCTG CCATATTCAT 6100
. 6101 GGCAGTACTG TTAACTCTCC AAACACCCAC
GTAGGAATAG GAAGTGCAAG CTACAAAGTT 6200
" 6201 ATGACTCGTT CCAGCCATCA ATCATTAGTC
CGAGGGTAGAR GATTGCAGAA TACAGGAGAC 6300
6301 TACTGAGAAC AGTTTTGGAA CCAATTAGAG
GAGTGTAGCT TCAAGTAGGA GACACAAGAG 6400
6401 ATTTGCGGGA GTAGTCCTGG CAGGTGCGGC
GCACTTCACC AGTCCATGCT GAACTCTCAA 6500
6501 GCCATCGACA ATCTGAGAGC GAGCCTGGAA
' AGGAGATGAT ATTGGCTGTT CAGGGTGTCC 6600
6601 RAGACTACAT CAATAATGAG CTGATACCGT
CGGGCTCAAA TTGCTCAGAT ACTATACAGA 6700

GCTGTTATTG
GCCATTCCTG
TGGCCGAAGT
ARRGCCGATC
CTAGAGGAGG
TGAAGTAGCT
CTCCCRAGTT
GCAGGCTGGT
GGATTCCCTA
GAGCTTGACA
TAACAACAGG
CACCCGTCTT
ATTGACAAGG
GTGAAGTCTA
CACAGGCARA

TGGAGGAGCA

ARGGACTATT

CGARAGACTC
ACCAGCCACC
GGAAAGAAAC
GCATCCGACT
GCGCCGCGEC
CAGCACCCAA
CACGACCACG
CCCAGCCCCG
CTCTCCAAGT
GGARTCCCAG
CGGTCRAATC
ATARRATTAA

ATGCACTTAA

CCTAGGCGTT

ACTACTARTC

CTATGAACCA

AAGGGAGARAG
GACTTGGGAA
TCTCAAGAAA
GGGAARARGA
ATCGGAAGCG
ACAGCTCAAC
CCACAATGAC
GCCCCAGGTC
QGGCCTCCAA
TAGTTGTTAG
GAGTGTCTTC
TCGGATAACG

CGATAGGCCC

CTCTGCCGAT -

ATGAGCAAGA
GATGCAAGAT
CRARGTTCTG
CACGGACCRA
CCAATCTGCA
CCCCAGCAAT
CCCTAGACAG
CCCAACCCCC
CCATCGACAA
GCAACCARAC
ATCCGGCGGE
CCCCCGGTCT
AATCAAGACT
CATTGGGGCA
TGCCCRATAT
TGCAATGACC
GCCACAGCTG
AGGCAATTGA

ACTATCTTGT

TTGAGTCAAT
GGATCCCAA&
CCCGTTGECCA
TGAGCTCAGC
TTACCTGATG
TTACCTGCCA
AGAGATCTAC
AGAGTCATAG
TCGGGCGAGC
ACGTACAGCA
AACGCAAACC
GGTATTACAC
TGGGAAGATC
TATTGCAARA
CTCTCAATGC
AGTARGAATC
TAGACCGTAG
GCGAGAGGCC
TCCTCCTCGT
TGGARGGCCC
ATCCTCTCTC
GACBRACCAGA
TCCARGACGG
CAGAACCCAG
GAGCCACCCA
CCTCCTCTTC
CATCCARTGT
ATCTCTCTAA

ARCTCTCCTC

CAGAATATAR

CTCAGATARAC
GGCAATCAGA

GATTTAATCG

TARGAAGCAG
GACCCCACTG
GCCGACAACT
CGTCGGGTTT
ACTCTCCTTG
ACCCCATGCC
GACTTCGACA
ATCCTGGTCT

ATTTGGGTCC

_GGGCTCAATG

AAGTGTGCAA
CGTTCCTAGA
ATCGACAATA
TGAAAATCGA
ACAACTCGGG
CAGGCAGTTT
TGCCCAGCAA
AGCCAGCAGE
GGGACCCCCG
CTCCCCCTCT
CCCGGCARAC
GGGAGCCCCC
GEGGGCCECC
ACCACCCTGG

ACCCGAACCA
TCGAAGGGAC
CCATCATGGG
GATAGGGGTG
AATAACTGCA
GACCGGTTCA
GGCCGGCATT
CAAGCAGGGC

GCCAGAAGCT

6701 ARTCCTGTCA TTATTTGGCC CCAGTTTACG GGACCCCATA TCTGCGGAGA TATCTATCCA GGCTTTGAGC
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TATGCGCTTG GAGGAGACAT CAATAAGGTG 6800
6801 TTAGARAAGC TCGGATACAG TGGAGGTGAT
TAACTCACGT CGACACAGAG TCCTACTTCA 6900
6901 TTGTCCTCAG TATAGCCTAT CCGACGCTGT
CTCGTACAAC ATAGGCTCTC AAGAGTGGTA 7000
7001 TACCACTGTG CCCAAGTATG TTGCAACCCA
TTCATGCCAG AGGGGACTGT GTGCAGCCAA 7100
7101 AATGCCTTGT ACCCGATGAG TCCTCTGCTC
CACTCGTATC CGGGTCTTTT GGGAACCGGT 7200
7201 TCATTTTATC ACAAGGGAAC CTAATAGCCA
GATCATTAAT CAAGACCCTG ACAAGATCCT 7300
7301 AACATACATT GCTGCCGATC ACTGCCCGGT
AGGTATCCAG ACGCTGTGTA CTTGCACAGA 7400
7401 ATTGACCTCG GTCCTCCCAT ATCATTGGAG
AGTTGGAGGA TGCCAAGGAA TTGITGGAGT 7500
7501 CATCGGACCA GATATTGAGG AGTATGAAAG
GTGTCTTGGA GGGTTGATAG GGATCCCCGC 7600
7601 TTTAATATGT TGCTGCAGGG GGCGTTGTAA
AAGCCTGATC TTACGGGAAC ATCAARRATCC 7700
7701 TATGTAAGGT CGCTCTGATC ~CTCTACAACT
AAGCAACCAC CGCACCCAGC ATCAAGCCCA 7800
7801 CCTGAARATTA TCTCCGGCTT CCCTCTGGCC
CATCCACAAT GTCACCACAA CGAGACCGGA 7900
7901 TAAATGCCTT CTACAAAGAT AACCCCCATC
GATTGATAGA CCTTATGTTT TGCTGGCTGT 8000
8001 TCTGTTTGTC ATGTTTCTGA GCTTGATCGG
ATCTACACCG CAGARGATCCA TAAAAGCCTC 8100
8101 AGCACCAATC TAGATGTAAC TAACTCAATC
TCATCGGTGA TGAAGTGGGC CTGAGGACAC 8200
8201 CTCAGAGATT CACTGACCTA GTGAAATTCA
CGACTTCAGA GATCTCACTT GGTGTATCAA 8300
8301 CCCGCCAGAG AGAATCAAAT TGGATTATGA
GCATTGGTGA ACTCAACTCT ACTGGAGACC 8400
8401 AGAACAACCA ATCAGTTCCT AGCTGTCTCA
TCTCAAACAT GTCGCTGTCC CTGTTAGACT 8500
8501 TGTATTTAGG TCGAGGTTAC AATGTGTCAT
TTACCTAGTG GAAAARGCCTA ATCTGAGCAG 8600
8601 CAAARGGTCA GAGTTGTCAC AACTGAGCAT
TTGGGGGCTC CGGTGTTCCA TATGACAAAC 8700
. 8701 TATCTTGAGC AACCAGTCAG TAATGATCTC
CCCTTTGTCA CGGGGAAGAT TCTATCACAA 8800
8801 TTCCCTATCA GGGATCAGGG AAAGGTGTCA
CGACATGCAA TCCTGGGTCC CCTTATCRAC 8900
8901 GGATGATCCA GTGATAGACA GGCTTTACCT
TGGGCTGTCC CGACAACACG AACAGATGAC 8000
9001 AAGTTGCGAA TGGAGACATG CTTCCAACAG
AGTGGGCACC ATTGAAGGAT AACAGGATTC 9100
9101 CTTCATACGG GGTCTTGTCT GTTGATCTGA
CGGGCCATTG ATCACACACG GTTCAGGGAT 9200
9201 GGACCTATAC AAATCCAACC ACAACAATGT
GGTGTAATCA ACACATTGGA GTGGATACCG 9300
9301 AGATTCAAGG TTAGTCCCTA CCTCTTCACT
CATACCTACC TGCGGAGGTG GATGGTGATG 9400
‘9401 TCRAACTCAG TTCCAATCTG GTGATTCTAC
TTCCAGGGTT GAACATGCTG TGGTTTATTA 9500

TTACTGGGCA

CCGAGATTAA

AGGGTACCTT -

CAAGRATGCC
ATTGTGCATC
AGTCQAGGTG
RGGTTGGACG
GTTTATCGAG
CARARAGGGA
CTTGARACAC
GAACBATATC
CCAAGGGAAG
GTTGCTAGCC
GAGCATCAGG
TCTCTGACAA
TCAATACTGT
AAGGGAAACT

CTATAGTCAC

-GTACCGAGTG

AGCAACTGTA
GCTTCCAGCT
CTCATCTCAC
GCGTGTAAGG
GTCTGACAGT
GTATTGGCTG
GTCCCAATTA

CTGGTCAAGA

LLLLLATCCf

9501 CGTTTACAGC CCAGGCCGCT CATTTTCTTA
GAATTACAAG TGGAATGCTT CACATGGGAC 9600
9601 CARAAACTCT GGTGCCGTCA CTTCTGIGTG
GGATGGTGGG CATGGGAGTC AGCTGCACAG 9700
9701 TCACCCGGGA AGATGGAACC AATCGCAGAT
TCAGGCATAC CCactagtct accctccatc 9800
9801 attgttataa aaaacttagg aaccaggtcc
TCTATCGCGt acgtagcgeyg catgagtaaa 9900
9901 ggagaagaac ttttcactgg agttgtccca
tttctgtcag tggagagggt gaaggtgatg 10000
10001 caacatacgg aaaacttacc cttaaattta
tgtcactact ttcacctatg gtgttcaatg 10100
10101 cttttcaaga tacccagatc atatgaaacg
caggaaagaa ctatattttt caaagatgac 10200

CTTGCGGACT
AGGGCTGCTA

acacagccge

attcttgttyg

tttgcactac

gcétgacttt

TCTTAGAGAG
GGGGGTGATT

ATCTCGARTT

TCCGGGGGTA

AATCCTTTGC
AACGGCGTGA
TAGGGACAAA
CACTAGCATA
GARCAAGTTG
AAATGTCCCA
GGTAGTTAAT
TAGGATAGTC
ATTGCAGGCA
TCAAGGACGT
GATTAAATTC
GCAGATGTGG
GCTCAGGGCC
TATGACATCC
TTTGRAGTAG
TGGTGGCTTT
CGTCAAGCTA
AGAGGTGTTA
GTAAAATCCA
TGAGCTTARA
ACTATCCCGC
AGGAAGCAGG
TCTCCAATAT
TTTAGGTTGC
CAGAATC&GG
GTGAACCAAT
cagcccatca
aattaéatgg
tggaaaacta

ttcaagagtg
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CAGAGGAATA
GTCCACCGGC
TTGATGAGTC
CACCAAGTCC
ARGTGTTACA
CCATCCAAGT
TCTGGGGRAT
GTCTACATCC
GTATGTCAAG
CABGTCTCCT
TAAMACTTAG
ATTAACAGAG
TTAGACTTCA
GCTGACACCA
CTTAATCCGG
CTGCTGAAGA
CACTACAATC
CAGGGAATGT
GTGTTATCAG
GGGGGAGCTC
GGTGTCTGGA
TCGCTGACAA
AGCACTCTGC
ATCARAATTG
CAATGARGAA
CGARGACTGC
GTTTTGGCAA
CTATAARGGG
TGGACATATC
CACATGATGT

AcgcgTATCT

tgatgttaat

cetgtteecat

ccatgcecga

AMGGCCCEGA
TAGAGGGGGT

ATCGTGTACT
TGTGCTCGTA
CAACAGGAAC -
CGGGAGCAGG
GCARTTGCTA
TGATTGCAGT
ACCAGGCCTA
CTTCGTCATC
GGTGCAAGAT
ARCATCTTAT
TCGGGECAGEC
CTCTTCAARA
ATAGGGAGTA
GCTCATGAAT
AGAGGTCAAT
ATGGGGGAAC
ARATCCGGGT
PAACTCGCAG
AATCCCCAAC
TCAAGCAARA
GAGAATCCCG
CTTCGGGATT
CCTAGCCTTA
CATGCCCCAA
CCTACGATAC
GGTCCCCATC
ACTCACTCTG
CACCCAGACA
TCACCGGTGA,
gggcacaaat
ggccaacact

aggttacgta .
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10201 gggaactaca agacacgtgc tgaagtcaag
gtattgattt taaagaagat ggaaacattc 10300
10301 ttggacacaa attggaatac aactataact
aatcagagtt aacttcaaaa ttagacacaa 10400
10401 cattgaagat ggaagegttc aactagcaga
cttttaccag acaaccatta cctgtccaca -10500
10501 caatctgccc tttcgaaaga tcccaacgaa
ctgggattac acatggcatg gatgaactat 10600
10601 acaaatagtg agcgcgcage gctgacgtcet
AAACGTAGGG TCCAAGTGGT TCCCCGTTAT 10700
10701 GGACTCGCTA TCTGTCAACC AGATCTTATA
ATAGTAGCCA TCCTGGAGTA TGCTCGAGTC 10800
10801 CCTCACGCTT ACAGCCTGGA GGACCCTACA
CCAACCAAAT GATTATAAAC AATGTGGAAG 10900
10901 TTGGGAATGT CATCRAGTCC AAGCTTAGGA
TCAGGATTTA TTTAACATAG AAGACAAAGA 11000
11001 GTCAACGAGG AAGATCCGTG AACTCCTCAA
TTCCAATGCT TAAGGGACAC TAACTCACGG 11100
11101 CTTGGCCTAG GCTCCGAATT GAGGGAGGAC
" GCTCCCAGTG GTTTGAGCCC TTTCTGTTTT 11200
11201 GGTTTACAGT CAAGACTGAG ATGAGGTCAG
CACACCTGTA TTCTTCACTG GTAGTTCAGT 11300
11301 TGAGTTGCTA ATCTCTCGTG ACCTTGTTGC
TTTGAACTGG TTTTGATGTR TTGTGATGTC 11400
11401 ATAGAGGGGA GGTTAATGAC AGAGACCGCT
TCAGATACAT GTGGAAACTG ATAGATGGTT 11500
11501 TCTTCCCTGC ACTCGGGAAT .CCAACTTATC
GCAGCTGAGG GATATAACAG TAGAACTCAG 11600
11601 AGGTGCTTTC CTTAACCACT GCTTTACTGA
GGTACTTATC ATGAGTTAAT TGAAGCTCTA 11700
11701 GATTACATTT TCATAACTGA TGACATACAT
ACCCCRGACT TGAAGCAGTA ACGGCTGCTG 11800
11801 AARATGTTAG GAAATACATG AATCAGCCTA
ATTTTGTGGA ATCATAATCA ACGGCTATCG 11900
11901 TGACAGGCAC GGAGGCAGTT GGCCACCGCT
CARGCTTCAG GTGAAGGGTT AACACATGAG 12000
12001 CAGTGCGTTG ATAARCTGGAA ATCTTTTGCT
GTGATCTGAC AATGTACCTA ARGGACAARGG 12100
12101 CACTTGCTGC TCTCCARARGG GAATGGGATT
GGGBACCGGG TCACGGAGGC TTGTAGATGT 12200
12201 TTTCCTTAAT GATTCGAGCT TTGACCCATA
GACCCTGAGT TCAACCTGTC TTACAGCCTG 12300
12301 AAAGAARRGG AGATCAAGGA AACAGGTAGA
TGATTGCTGA AAATCTAATC TCAAACGGGA 12400C
12401 TTGGCAAATA TTTTARGGAC AATGGGATGG
AGCTGTCTCA GGAGTCCCCA AAGATCTCAA 12500
12501 AGARAGTCAC AGGGGGGGGC CAGTCTTARA
GTGAGAGCAG CAAAAGGGTT TATAGGGTTC 12600
12601 CCTCAAGTAA TTCGGCAGGA CCAAGACACT
CATTTATCAC GACTGATCTC AAGAARGTACT 12700
12701 GCCTTAATTG GAGATATGAG ACCATCAGCT
ATTTTTCCAG TGGCTGCATA AGAGGCTTGA 12800
12801 GACCTCTGTC CTGTATGTAA GTGACCCTCA
GTCCCCAATG ATCARATCTT CATTAAGTAC 12900
12901 CCTATGGGAG GTATAGARGG GTATTGTCAG
CTGCTTATGA GAGCGGAGTA AGGATTGCTT 13000
13001 CGTTAGTGCA AGGGGACAAT CAGACCATAG
TAAGAAACGG GAAGCTGCTA GAGTAACTAG 13100
13101 AGATTACTTT GTAATTCTTA GGCAAAGGCT
GTTICATCAC ATTTTTTTGT CTATTCRAAA 13200
13201 GGAATATATT ATGATGGGCT ACTTGTGTCC
_AGACTATAGT TGATGAAACA AGGGCAGCAT 13300
13301 GCAGTAATAT TGCTACRACA ATGGCTAAAR
GAACGTCCTA ARAGTGATAC AGCAAATTCT 13400
13401 GATCTCTCTT GGCTTCACAR TCAATTCAAC
GACCTCTTAR TAAGGATGGC -ACTGTTGCCC 13500
13501 GCTCCTATTG GGGGGATGRA TTATCTGRAT
CATCATCAAT TGCTGATCTC AAGAGAATGA 13600

tttgaaggtyg
cacacaatgt
ccattatcaa
aagagagacc
cgcgatgata
CCCTGAAGTT
CTGTGTCAGA
GTTATCCGGC
ABAGGGGAAT
ATCARGGAGA
TGATTAAATC
TATRATCAGT
ATGACTATTG
AAATTGTAGC
AATACATGAT
CTGACRAGGGG
AAGTCATTGT
GACCCTCCCC
GGAGTGABAT
CAGTTTACCC
TGATGTGATA
CTTTTTGCTA
CCRAGGATGA
AACCTACTCC
GATCATCCGG
TGTTTGCACA
TTGCCCCCCC
AAGCTGTGGA

CCGTAACAAA

ACATGATATT

CAATCACTCA
GCATCGAGAG
CATGACCCGG

ATGAGCAGGC

ataccettgt
atacatcatg
caaaatactc
acatggtcct
ctagtGTGAA
CACCTAGATA
ACATCRAGCA
CCACTCTCAT
TCGCTGTACT
AAGTTATTAA
ACAAACCCAT
AAAGAGTCTC
ATGCTAGGTA
AATGQTGGAG
GTTCTTGACC
AGATTTICTC
GTATGAGACT

CTGCATGCTG

"TTGGCTGCTT

GAAAGAGTTC
ATGTATGTTG
ARATGACTTA
GCACGATTTG
CGAAGCCCAG
AGAATATGGA
GAGGCTAAAT
GACCTTGACG
CCATCAGCAC
AAGGGTACCC
GGCCATCACC
AGAGCATCGC
AGGTTATGAC
GATGTAGTCA

TGTTTGTCAG
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taatagaatc
gcagacaaac
caattggcga
tcttgagttt
ATAGARCATCA
GCCCGATAGT
CCGCCTAARA
ATTCCATATC
CCAARGTCAG
CTTGGGAGTT
ACTTGCCATA
ALCATGTATA
TACAGAGCTT
CCTCTTTCAC
BARACGGGTT
ATTTTTCAGA
CTGATGAAAG
CAGACACAART
TATGCCTCTT
CTGCGTTACG
TAAGTGGAGC
CAARATGAGG
ACTARGGCAC
TCCACACAAG
AGCTTACGAG
GAGATTTACG
CCCATATCCC
CATTCCCTAT
AGCACATGGC
TCAAGGCAAA
AAGATGTGTA
CGTTACCTTG
TACCCCTCCT

ARACATCGGT

gagttaaaag
aaaagaatgg
tggcectgte
gtaacagctyg
GAATTAAGAA
TACCAATAAG
ARCGGATTTT
CAAATTGTAA
TGATAARGGTT
TACATGCRCA
GGAGGAGACA
TTACCTGACA
CTAGGAAGAG
TTGCTTACCT
TTCTGATGAA
AGTTTCGGCC
GTCATGCCAT
CCGGAATGCT
AGCCTGGATA
ACCCTCCCRA
TTACCTCCAT
GCATGCCAAG
TC&ACACTCT
TACCRGGAAC
ACAGTCAGTG
GRTTGCCCTC
GTTATATARA

CTATACCTGG

‘CCTACAACCT

TGAGACAATT
TTCTGGTCAG
CATATTCCCT
CACARACAAC

GATCCAGTAA



13601 TTCTCGCCTC ACTAATGCCT GAAGAGACCC
CCTAGACTGG GCTAGCGACC CTTACTCAGC 13700
13701 ARATCTTGTA TGTGTCCAGA GCATCACTAG
AGTCCAAACC CAATGTTARA AGGATTATTC 13800
13801 CATGATGACA GTAARAGARGA GGACGAGGGA
GGGCAGCTCA TGAAATCCTG GATCATAGTG 13900
13901 TCACAGGGGC BAAGAGAGTCT ATTGCAGGCA
GAAGGGGGGG TTAACCTCTC GAGTGATAAC 14000
14001 CAGATTGTCC AATTATGACT ATGAACAATT
GTCCTCATTG ACAARGAGTC ATGTTCAGTG 14100
14101 CAGCTGGCGA GAGCTCTRAG AAGCCATATG
AGGTCCCTGA TGTACTAGAA TCTATGCGAG 14200
14201 GCCACCTTAT TCGGCGTCAT GAGACATGTG
TGTCCCCTCG GGTTGCCAAC TGGATGATAT 14300
14301 TGACAAGGAA ACATCATCCT TGAGAGTCCC
CTTGCCTTCG TAAGAGCCCC AAGTCGATCC 14400
14401 TTGCGATCTG CTGTTAGAAT AGCAACAGTG
AAGCCTGGTT GTTGGCTAGG CAAAGGGCCA 14500
14501 ATGTGAGCCT GGAGGAGCTA AGGGTGATCA
GGATCGTAGC ACTCAAGTGA AATACTCAGG 14600
14601 TACATCCCTT GTCCGAGTGG CGAGGTATAC
AAGAAGGTTG ATACTAACTT TATATACCAA 14700
14701 CAAGGAATGC TCCTAGGGTT GGGTGTTTTA
ACACGGTATT ACATCTTCAC GTCGRARCAG 14800
14801 ATTGTTGCGT GATCCCGATG ATAGATCATC
GCTATGTACC AACCCATTGA TATATGATAA 14900
14901 TGCACCTTTA ATTGACAGAG ATGCARACAAG
GTTACATGGT CCACACCCCA ACTATATCAC 15000
15001 ATTTTAGCTA AGTCCACAGC ACTATCTATG
AAATTTCAGC TCTCATAGGG GATGACGATA 15100
15101 TCAATAGTTT CATRACTGAG TTTCTGCTCA
GGCCATCAAT TGGGCATTTG ATGTACATTA 15200
15201 TCATAGACCA TCAGGGAAAT ATCAGATGGG
GTGTTTAAGG TGCTTGTCAA TGCTCTAAGC 15300
15301 CACCCAAAGA TCTACAAGRA ATTCTGGCAT
CTCAARACTT GCACACAACT GTGTGCAACA 15400
15401 TGGTTTACAC ATGCTATATG ACCTACCTCG
CTTGTGTGAA AGCGACGAGG ATGTAGTACC 15500
15501 GGACAGATTC GACAACATCC AGGCAAAACA
TGCCCACCAA TTCGAGGTCT AAGACCGGTA 15600
15601 GAGARATGTG CAGTTCTAAC CGACCATATC
ACATARATCC AATTATTGTA GACCATTACT 15700
15701 CATGCTCTCT GACTTATCTC CGGCGAGGAT
TTTCGACGCC CTCGCTGAGG TAAATGTCAG 15800
15801 TCAGCCAAAG ATCGGCAGCA ACAACATCTC
GTTGCAAAAT TGCTCAAAGA TATCAACACA 15900
15901 AGCAAGCACA ATCTTCCCAT TTCAGGGGGC
GGTTGAACTC ATCTGCTTGC TACAAARGCTG 16000
16001 TTGAGATATC AACATTAATT AGGAGATGCC
GGGTTCTATG TTGATCACTT ATAAGGAGAT 16100
16101 ACTTAAACTA AACARAGTGCT TCTATAATAG
GCACCCTATC CCTCCGAAGT TGGCCTTGTC 16200
16201 GAACACAGAA TGGGAGTAGG TAARTATTGTC
*GCAGTGTAGA TTGCTTCAAT TTCATAGTTA 16300
16301 GTAATATCCC TACCTCTAGT GTGGGGTTTA
AGAGRAGCTA GAGGAATTGG CAGCCATCTT 16400
16401 ATCGATGGCT CTGCTCCTGG GCAAAATAGG
- TTTGTTCAGG GATTTATAAG TTATGTAGGG 16500
16501 TCTCATTATA GAGAAGTGAAR CCTTGTATAC
TTATGACAGA TCTCAAGGCT AACCGGCTAA 16600
16601 TGAATCCTGA AAAGATTAAG CAGCAGATRA
CATCCTATCC ATTAAGCAAC TAAGCTGCAT 16700
16701 ACAAGCAATT GTGGGRGACG CAGTTAGTAG
GAGCAGGTGC TGATCAATTG CGGGTTGGCA 16800
16801 ATTARCGGAC CTAAGCTGTG CAARGAATTG
‘ATTCTATACT CATCCTCTAC AGGGAGTTGG 16900
16901 CARGATTCAA AGACAACCARA AGAAGTCAAC
GCAACGAGAA CTTATATCTA GGATCACCCG 17000

34/66 58

TCCATCARGT
ACTCCTCAAG
CTGGCGGCAT
TGCTGGATAC
CAGAGCAGGG
TGGGCGAGGC
TCATCTGCGA
ATATATTGGT
TACTCATGGG
CTCCCATCTC
CACAATCTCC
GAAACATTGT
CCAGGATACC
GCTATACACC
ATTGACCTGG
TAGAGCCAAG
TGAGCTGTTG
TGTGGTATTA
ACCTGTTGTT
CTTATGTGTT
AAGGCAGAGG
CGATCARACA
AAATATGAGC
AATCTCGCCA
TTGAGCCAGG
TGGGGTTTCC
ARAGTGCTCT
TCCATTCAGA
ATCAATACTG
CCTAGATACA
TTGAATCATC
AGGTGATATC

ATCCACCATG

AAGGGATGTT

AATGACACAA
ARCATAARCTG
TCCTCATGGA
CACAAAARGGC
ATGGTGCTAT
TAGCTCGAGG
GTGTGGATCA
TCTACCACTG
CTTACGGTGA
ARCTTCGACT
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17001 CAAATTTTGG GGGCACATTC TTCTITACTC
AAGTCCGGCT ATCTGATACT AGACTTACAC 17100
17101 CAGAATATCT TCGTTAAGRA TCTATCCAAG
AGTGGGTTTT TARGGTAACA GTCAAGGAGA 17200
17201 CCAAAGRATG GTATAAGTTA GTCGGATACA
TAATCCTGCC CTAGGTGGTT AGGCATTATT 17300
17301 TGCAATATAT TAAAGARAAC TTTGAAAATA
tcccagecte ctegetggeg cecggetggge 17400
17401 aacattccga ggggaccgtc cccteggtaa
cgaaaggaag ctgagttgge tgctgccace 17500
17501 gctgagcaat aactagcata accccttggg
gaactatatc cggatGCGGC CGCaGGTACC- 17600
17601 CAGCTTTTGT TCCCtttagt gagggttaat
TGAAATTGTT ATCCGCTCAC AATTCCACAC 17700
17701 ARCATACGAG CCGGAAGCAT AARAGTGTAAA
CGTTGCGCTC ACTGCCCGCT TTCCAGTCGG 17800
17801 GAAACCTGTC GTGCCAGCTG CATTAATGARA
CTCTTCCGCT TCCTCGCTCA CTGACTCGCT 17900
17901 GCGCTCGGTC GTTCGGCTGC GGCGAGCGGT
TCAGGGGATA ACGCAGGAAA GAACATGTGA 18000
18001 GCAAAAGGCC AGCAAAAGGC CAGGRACCGT
CCCCTGACGA GCATCACAAA AATCGACGCT 18100
18101 CAAGTCAGAG GTGGCGAAAC CCGACAGGAC
GCGCTCTCCT GTTCCGACCC TGCCGCTTAC 18200
18201 CGGATARCCTG TCCGCCTTTC TCCCTTCGGG
AGTTCGGTGT AGGTCGTTCG CTCCAAGCTG 18300
18301 GGCTGTGTGC ACGAACCCCC CGTTCAGCCC
ACCCGGTAAG ACACGACTTA TCGCCACTGG 18400
18401 CAGCAGCCAC TGGTAACAGG ATTAGCAGAG
GCCTAACTAC GGCTACACTA GAAGGACAGT 18500
18501 .ATTTGGTATC TGCGCTCTGC TGAAGCCAGT
CABACCACCG CTGGTAGCGG TGGTTTTTTT 18600
18601 GTTTGCAAGC AGCAGATTAC GCGCAGAAAA
CTGACGCTCA GTGGARCGAA AACTCACGTT 18700
18701 AAGGGATTTT GGTCATGAGA TTATCAARAA
TAAATCRAATC TAAAGTATAT ATGAGTAAAC 18800
18801 TTGGTCTGAC AGTTACCAAT GCTTAATCAG
ATAGTTGCCT GACTCCCCGT CGTGTAGATA 18800
18901 ACTACGATAC GGGAGGGCTT ACCATCTGGC
CTCCAGATTT ATCAGCAATA AACCAGCCAG 19000
18001 CCGGAAGGGC CGAGCGCAGA AGTGGTCCTG
GGAAGCTAGA GTAAGTAGTT CGCCAGTTAA 19100
18101 TAGTTTGCGC AACGTTGTTG CCATTGCTAC
TTCAGCTCCG GTTCCCAACG ATCAAGGCGA 18200
19201 GTTACATGAT CCCCCATGTT GTGCAAAARA
AGTTGGCCGC AGTGTTATCA CTCATGGTTA 19300
19301 TGGCAGCACT GCATAATTCT CTTACTGTCA
AACCAAGTCA TTCTGAGAAT AGTGTATGCG 19400
19401 GCGACCGAGT TGCTCTTGCC CGGCGTCAAT
CTCATCATTG GRAAACGTTC TTCGGGGCGA 19500
19501 AAACTCTCAA GGATCTTACC GCTGTTGAGA
CAGCATCTTT TACTTTCACC AGCGTTTCTG 19600
19601 GGTGAGCARA AARCAGGAAGG CARAATGCCG
CATACTCTTC CTTTTTCAAT ATTATTGAAG 19700
19701 CATTTATCAG GGTTATTGTC TCATGAGCGG
GTTCCGCGCA CATTTCCCCG AAAAGTGC 19798
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GCCTGGGGTG
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ARAGGATCTC
GGATCTTCAC
TGAGGCACCT
CCCAGTGCTG
CAACTTTATC
AGGCATCGTG
GCGGTTAGéT
TGCCATCCGT
ACGGGATAART
TCCAGTTCGA
CAAARARAGGG

ATACRTATTT
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1 ATGaccgtcg cgeggecgag  cgtgeccgeg
ctgctgetge tggtgetgtt gtgcctgeceg gecgtgtggl
101 GATCCGTGAC CCACGAATCC TATCAGGAGC
CCGTATTGAC AGGTTACTCC CTATTCCAGA AAGARAAGAT
201 GGTTTTAAAC GAAGAAGAAA TTACCACAAA
TCAGAGCGGA GCATCTGCTC AGAGTGGAGC AAGCGCCCAA
301 AGTGGAGCGT CTGCCCAGTC AGGCGCCTCA
CCTAGCGGTA CTTCTCCAAG TAGCCGGTCT AATACACTCC
401 CACGTTCCAA CACCTCCAGT GGAGCCTCCC
AGAGTTATGC AGACCTGAAG CACCGCGTGA GGAACTACCT
. 501 TTTCACTATC BAAAGAGTTGA AGTACCCIGA
ACTCTGTGAC AACATACATG GTTTCAAGTA TCTGATAGAT
601 GGGTATGAAG AAATTAACGA GCTGCTCTAT
GCCARGCTGA ACGATGTCTG TGCRAACGAT TACTGCCAGA
701, TCCCATTCAA CCTARAAGATA CGTGCGAACG
GGTATCGGAAR ACCCTTGGAC AACATTAAGG ACARTGIGGG
801 GAAGATGGAG GATTACATTA AGARARATAR
CGAGGGGAGC AAAAAGACCA TCGACCAGAA CAAGAATGCC
901 GACAATGAAG AGGGARARAAA GAAACTATAC

| 40

gecgetgeccee
100

TGGTTAAGAA -

200
GGGAGCATCC
300 -
GCTCAATCTG
400
CACCCGCCGA
500
ATTGTTCGAT
600
AARCTCAACT
700
AGCTGGATGT
800
AACAACAATC
900
CAAGCCCAGT

AARGCAACTAG AGGAAGCTCA CAACCTCATC AGCGTACTGG 1000

1001 AAAAGAGAAT TGACACCCTG AAAAARGARTG
ACGARATTARA BAACCCaCCt CCaGCGAATA GCGGAAATAC
1101 CCCGAATACC CTGCTGGATA AGAACAAAAR
AATCGCCAAG ACTATTAAGT TCAATATAGA TTCTCTGITC
1201 ACAGACCCtC TGGAGCTGGR ATACTACCTG
CCAARGAGCC AAGACCCAAC ARAAGTCCGTG CAGATCCCCA

1301 AAGTGCCCTA CCCAAACGGC ATCGTGTATC

TGGCAGCCGA TAACGACAAA AACAGCTATG GAGACCTGAT
1401 GAARCCCCCAC ACTAAGGRAAR AGATAAACGA
GATTTTTATC- AACAACATCA AGAAGAAAAT CGACCTGGAA
1501 GAGAAAAATA TCAATCACAC CAAAGAGCAA
‘AGCRAARAGG ATTATGAGGA ACTGITAGRG AAGTTCTATG
1601 AAATGAAATT CAACAACAAT TTCGATAAGG
ACACCTACARA CGTGGAGAAG CAGCGGTACA ACAATAAGIT
1701 CAGCAGCTCC AATAACTCGG TCTACARATGT
GGAAGACTAC TCGCTGAGGA . AAGGGATTTC TGAGAAGGAT
1801 TTCAACCACT ACTACACCCT CAAAACCGGC
GAGATCARAARA GTTCTGAGAA TAAGATACTG GAGAAGAACT
1901 TCAAGGGACT AACGCACTCT GCARACGGCT
.AAGTCCABRAA  GGTGCTGCTC ATCAAAAAAARA TCGAGGATCT
2001 GCGAAAGATC GAGCTGTTTC TTAAGAACGC
CATTTACARA CCGCAGAACA AACCAGAACC ATACTATCTG
. 2101 ATCGTGCTGA AGRAGGAGGT GGATAAGCTG
TTAAAGAAAG AGCAAGCCGT GCTGAGCAGC ATAACGCAGC
2201 CTCIGGTGGC CGCRAGCGAG™ ACAACCGAAG
AGTCTGGCGA AACAGAGGTG ACAGAAGAGA CAGAAGAGAC
2301 CGAAGRAACA GTGGGGCACA CCACTACTGT
TCCCCCAAAA GAGGTCAAAG TCGTGGAAAA CTCCATTGARA
2401 CAGAAGTCCA ACGACAACTC ACAGGCTCTG
GAGTTCCTGA CCARAAGCTA CATCTGCCAT AAATACATCC
2501 TCGTGTCTAA CAGCAGCATG GATCAGAAGC
AAGAGAACGA GTTAAAATCC TGTGATCCCT TAGACCTACT
2601 © GITTRACATT CAGAACAACA " TCCCCGCTIAT
CCTCCRGCAC CTGITCTTCG AGCTGTACCA GAAAGAGATG
2701 ATCTACTATC TGCATAAGCT GAAAGAGGAG
BAACBGATAA CTGGGACGTC CAGCACATCG TCACCTGGCA
2801 ACACGACAGT AAATACCGCC CAGTCTGCTA
ACGCTTCTAG CACCAARCACC CAGAATGGGG TAGCAGTTAG
2901 .TAGCGGCCCT GCTGTGGTGG AGGAATCGCA
CGACCTAAAA GGGATTGTGT CCCTCCTCAR TTTAGGTAAT

AAAACATTAA
1100
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1200
CGCGAGAAGA
1300
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2100
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2300
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2400 |
ACGAAGACCG
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TGTTGGAGGT
2600
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Figure 26

3001 AAGACCAAGG TCCCTAACCC CTTGACTATC AGCACTACGG AAATGGAGAA GTTTTATGAA
ARCATCCTGA AGAACBACGA CACCTATTTT AACGACGACA 3100

3101 TARAGCAGTT CGTGAAGAGT AACAGTAAAG TGATTACCGG GCTGACAGAR -  ACCCAGAARA
ATGCTTTARA TGATGAGATC AAGARAACTGA AAGACACACT 3200

3201 CCAGCTCTCC TTCGATCTGT ACAACBAAGTA CAAACTAAAG CTGGACAGAT TATTCAATARA
GAAGAAGGAG CTTGGGCAAG ATAAGATGCA GATTAAGAAG 3300 .

3301 CTAACTTTAC TGAAGGAGCA GCTCGAGAGC AAGCTCAACT CCCTGAATAA  TCCACATAAT
GTGCTCCAGA ACTTTTCCGT ATTCTTCARAT AAGAAGAAAG 3400

3401 AAGCAGAGAT TGCCGAGACG GAAAATACCC TCGAAAACAC TAAGATATTA CTGARACACT
ATARBAGGGCT GGTGAAGTAT TACAACGGAG AGTCTAGCCC 3500

3501 ATTGAAGACT CTTTCAGAAG TGTCAATTCA AACCGAGGAT AACTACGCAA ACCTAGAAAA
_GTTCAGAGTG CTGAGCAAAA TCGACGGCAA ACTCAATGAT 3600

3601 AACCTACACC TCGGAAARAR ABRAGCTGAGC TTCCTGTCCA GTGGACTTCA TCATTTAATT
ACCGAATTGA AAGAAGTTAT CAAAAACAAA AACTACACTG 3700

3701 GGAACAGCCC ATCTGAAAAT AATAAAAAGG TCAACGAGGC CCTCAAGTCT TATGAAAATT
TCCTTCCAGA AGCAMAAGTG ACAACCGTCG TGACCCCCCC 3800

3801 CCAGCCCGAT GTCACCCCCA GCCCTCTAAG CGTGAGAGTG TCTGGATCARA GTGGCTCCAC
AABAGAAGAA ACCCAGATCC CCACATCAGG ATCTCTACTG 3900

3901 ACCGAGTTGC AGCAGGTCGT CCRACTCCAG AATTATGACG AGGAAGACGA . CAGCCTCGTG
GTTTTGCCAA TCTTCGGCGA ATCAGBAGAC AACGACGAGT 4000

4001 ACCTAGACCA AGTGGTCACC GGGGAAGCGA TTAGTGTCAC TATGGACAAT ATCCTCAGCG
GCTTCGAGAA CGAGTATGAC GTGATCTACC TCAARCCACT 4100

4101 AGCCGGAGTT TACAGAAGTC TCBAGBAGCA GATCGAAAAG AACATCTTCA CCTTTARTCT
BAACCTBAAC GACATCTTGA ATTCCCGGCT GAAAARGCGG 4200 )

4201 AAATACTTCC TCGACGTACT GGAGTCGGAT TTGATGCAGT TTAAGCACAT CTCCAGCRAC
GAATACATTA TCGAGGACTC GTTCABRACTG TTAAACTCCG 4300

4301 AGCAGAAGAA CACCCTGCTG AAGTCCTACA AATATATCAA AGAGTCAGTC GAGAACGATA
TTARATTCGC CCAAGBRAGGC ATAAGCTACT ACGAABAGGT 4400

4401 CCTCGCCAAA TACAAGGACG ATCTGGAGTC TATCAAAAMAG GTCATCAAAG AAGAGARAGA
GARATTTCCC AGTTCTCCCC CTACAACGCC GCCCTCTCCA 4500

4501 GCCAAGACTG ATGAACAGAA AAAAGAGTCT AAGTTCCTCC CTTTCCTCAC TAATATCGAG
ACTCTCTACA ATAACCTAGT GAACARGATT GACGACTACC 4600

4601 TGATCAACCT TABAGCCAAG ATAAACGACT GCAATGTCGA GRAGGATGAG GCTCATGTTA
AGATCACCAA ACTGTCCGAT CTGAAAGCCA TCGACGACAA 4700

4701 GATCGACTTA TTTARAAACC CATACGATTT CGAGGCTATC AAAAAGCTGA TCAATGATGA
CACCAAGAAA GATATGCTCG GCAAGCTGCT GAGCACGGGT 4800

4801 CTGGTGCAGA ACTTCCCTAA CACCATCATA TCABAGCTCA TAGAGGGCAA GTTCCAAGAC
ATGCTGAATA TTTCACAGCA TCAGTGCGTC AAGAAGCAGT 4900 . .

4901 GCCCCGAAAAR - TTCTGGATGC TTCCGGCACC TGGATGAGCG AGBRAGAGTGC BAGTGCCTGC
TTAACTATAA ACAGGAGGGC GACAAATGTG TGGAGAACCC 5000

5001 AAATCCGACG TGCARACGAGA ACAACGGTGG CTGCGATGCC GACGCGACTT GTACAGAGGA
AGACTCGGGG AGTTCTCGGA AAAAAATCAC GTGCGAGTGC 5100

5101 ACCAAACCCG ACAGTTATCC TCTGTTCGAT GGGATATTCT GCTCCTCCAG CaacgttACT
ACTTCCGGCA CTACCCGTCT TCTATCTGGT CACACGTGTT 5200

5201  TCACGTTGAC  AGGTTTGCTT  GGGACGCTAG  TAACCATGGG  CTTGCTGACT TAA
5253 R

| 10 { 20 ] 30 ! 40 ] 50 60 f
100
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1 ATGaccgteg cgcggecgag cgtgeecgeg
ctgctgetge tggtgetgtt gtgectgecg gecgtgtggg
101 gatcCGTGAC CCACGAATCC TATCAGGAGC
CCGTATTGAC AGGTTACTCC CTATTCCAGA AAGAAAAGAT
201 GGTTTTAAAC GAAGAAGAARA TTACCACARA
TCAGAGCGGA GCATCTGCTC AGAGTGGAGC AARGCGCCCAA
301 AGTGGAGCGT CTGCCCAGTC AGGCGCCTCA
CCTAGCGGTA CTTCTCCAAG TAGCCGGTCT AATACACTCC
401 CACGTTCCAA CACCTCCAGT GGAGCCTCCC
 AGAGTTATGC AGACCTGAAG CACCGCGTGA GGAACTACCT
501 TTTCACTATC AAAGAGTTGA AGTACCCTGA
ACTCTGTGAC AACATACATG GTTTCAAGTA TCTGATAGAT
601 GGGTATGAAG AAATTAACGA GCTGCTCTAT
GCCAAGCTGA ACGATGTCTG TGCAAACGAT TACTGCCAGA
701 TCCCATTCAA CCTAAAGATA CGTGCGBACG
GGTATCGGAA ACCCTTGGAC AACATTAAGG ACAATGTGGG
801 GAAGATGGAG GATTACATTA AGAAAAATAA
CGAGGGGAGC AAARAGACCA TCGACCAGAA CAAGBATGCC
801 GACAATGARG AGGGARAAARA GAAACTATAC
AAGCAACTAG AGGAAGCTCA CAACCTCATC AGCGTACTGG
1001 AAAAGAGAAT TGACACCCTG AARAAGAATG
ACGAAATTAA BAACCCaCCt CCaGCGAATA GCGGARATAC
1101 CCCGAATACC CTGCTGGATA AGAACAARAA
AATCGCCAAG ACTATTAAGT TCAATATAGA TTCTCTGITC
1201 ACAGACCCtC. TGGAGCTGGA ATACTACCTG
CCARAGAGCC AAGACCCRAC ABAGTCCGTG CAGATCCCCA
1301 AAGTGCCCTA CCCAAACGGC ATCGTGTATC
TGGCAGCCGA TAACGACAAA AACAGCTATG GAGACCTGAT
1401 GAACCCCCAC ACTAAGGAAA AGATARACGA
'GATTTTTATC ARCAACATCA AGBAGRAAAT CGACCTGGAA
1501 GAGAAAAATA TCAATCACAC CAAAGAGCAA
AGCAARAAGG ATTATGAGGA ACTGTTAGAG AAGTTCTATG
1601 AAATGRAATT CAACAACAAT TTCGATAAGG
ACACCTACARA CGTGGAGAAG CAGCGGTACA ACAATAAGTT
1701 CAGCAGCTCC AATAACTCGG TCTACAATGT
GGAAGACTAC TCGCTGAGGA AAGGGATTTC TGAGAAGGAT
1801 TTCAACCACT ACTACACCCT CARAACCGGC
GAGATCAAAA GTTCTGAGAA TAAGATACTG GAGAAGAACT
1901 TCAAGGGACT AACGCACTCT GCAAACGGCT
BAAGTCCRARA GGTGCTGCTC ATCAAAAAAR TCGBGGATCT
2001 GCGAAAGATC GAGCTGTTTC TTAAGAACGC
CATTTACAAA CCGCAGAACA AACCAGAACC ATACTATCTG
2101 ATCGTGCTGA AGARAGGAGGT GGATAAGCTG
TTAAAGAAAG. AGCAAGCCGT GCTGAGCAGC ATAACGCAGC
2201 CTCTGGTGGC CGCAAGCGAG ACAACCGAAG
AGTCTGGCGA AACAGAGGTG ACAGAAGAGA CAGAAGAGAC
2301 CGAAGARRAACA GTGGGGCACA CCACTACTGT
TCCCCCARAA GAGGTCAAAG TCGTGGAAAA CTCCATTGRA
2401 CAGAAGTCCA ACGACBACTC ACAGGCTCTG
GAGTTCCTGAR CCAAAAGCTA CATCTGCCAT AAATACATCC
2501 TCGTGTCTAA CAGCAGCATG GATCAGAAGC

ARGAGARCGA GTTAAAATCC TGTGATCCCT TAGACCTACT -

2601 GTTTAACATYT CAGAACAACR TCCCCGCTAT
CCTCCAGCAC: CTGTTCTTCG AGCTGTACCA GAAAGAGATG
2701 ATCTACTATC TGCATAAGCT GAAAGAGGAG
ARACAGATAA CTGGGACGTC CAGCACATCG TCACCTGGCA
2801 ACACGACAGT ABRATACCGCC CAGTCTGCTA
ACGCTTCTAG CACCARCACC CAGBATGGGG TAGCAGTTAG
. 2901 . TAGCGGCCCT GCTGTGGTGG AGGAATCGCA
CGACCTABAR GGGATTGTGT .CCCTCCTCAA TTTAGGTARAT
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3001 AAGACCAAGG TCCCTAACCC CTTGACTATC
AACATCCTGA AGAACAACGA CACCTATTTT AACGACGACA
3101 TARAGCAGTT CGTGAAGAGT AACAGTAAAG
ATGCTTTAAA TGATGAGATC AAGAAACTGA AAGACACACT
3201 CCAGCTCTCC TTCGATCTGT ACAACAAGTA
GAAGAAGGAG CTTGGGCAAG ATAAGATGCA GATTAAGAAG
3301 CTAACTTTAC TGAAGGAGCA GCTCGAGAGC
GTGCTCCAGA ACTTTTCCGT ATTCTTCAAT AAGAAGAAAG
3401 AAGCAGAGAT TGCCGAGACG GAAAATACCC
ATAAAGGGCT GGTGAAGTAT TACAACGGAG AGTCTAGCCC
3501 ATTGAAGACT CTTTCAGAAG TGTCAATTCA
GTTCAGAGTG CTGAGCAARA TCGACGGCAA ACTCAATGAT
3601 AACCTACACC. TCGGAAAAAA AARGCTGAGC
ACCGAATTGA AAGAAGTTAT CAAARACAAR AACTACACTG
3701 GGAACAGCCC ATCTGAAAAT ARTAAAAAGG
TCCTTCCAGA AGCAAAAGTG ACAACCGTCG TGACCCCCCC
3801 CCAGCCCGAT GTCACCCCCA GCCCTCTAAG
ARARAGAAGAA ACCCAGATCC CCACATCAGG ATCTCTACTG
3901 ACCGAGTTGC.. AGCAGGTCGT CCAACTCCAG
GTTTTGCCAA TCTTCGGCGA ATCAGAAGAC AACGACGAGT
4001 ACCTAGACCA AGTGGTCACC GGGGAAGCGA
GCTTCGAGAA CGAGTATGAC GTGATCTACC TCAAACCACT
4101 AGCCGGAGTT TACAGRAGTC TCAAGAAGCA
AAACCTARAC GACATCTTGA ATTCCCGGCT GAAAAAGCGG
4201 AAATACTTCC TCGACGTACT GGAGTCGGAT
GAATACATTA TCGAGGACTC GTTCAAACTG TTAAACTCCG
4301 AGCAGAAGAA CACCCTGCTG AAGTCCTACA
TTARATTCGC CCAAGAAGGC ATAAGCTACT ACGAAAAGGT
4401 CCTCGCCAAA TACAAGGACG ATCTGGAGTC
GAAATTTCCC AGTTCTCCCC CTACAACGCC GCCCTCTCCA
4501 GCCAAGACTG ATGAACAGAA AAAAGAGTCT
ACTCTCTACA ATAACCTAGT GAACAAGATT GACGACTACC
4601 TGATCAACCT TARAGCCAAG ATARACGACT
AGATCACCRA ACTGTCCGAT CTGAAAGCCA TCGACGACAA
4701 GATCGACTTA TTTRAAAACC CATACGATTT
CACCAAGRAA GATATGCTCG GCAAGCTGCT GAGCACGGGT
4801 CTGGTGCAGA ACTTCCCTAA CACCATCATA
ATGCTGAATA TTTCACAGCA TCAGTGCGTC AAGAAGCAGT
4901 GCCCCGARAA TTCTGGATGC TTCCGGCACC
TTAACTATAA ACAGGAGGGC GACAAATGTG TGGAGAACCC
5001 ARATCCGACG TGCAACGAGA ACAACGGTGG
AGACTCGGGG AGTTCTCGGA AAAAAATCAC GTGCGAGTGC
5101 ACCARACCCG ACAGTTATCC TCTGTTCGAT
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1 ATGaccgtcy cgcggecgag cgtgeccgeg
ctgctgetge tggtgetgtt gtgcctgecg geogtgtgaG
101 GATCCGTGAC CCRCGAATCC TATCAGGAGC
CCGTATTGAC AGGTTACTCC CTATTCCAGA AAGAAAAGAT
201 GGTTTTARAC GAAGAAGAAR TTACCACAARA
TCAGAGCGGA GCATCTGCTC AGAGTGGAGC AAGCGCCCAA
301 AGTGGAGCGT CTGCCCAGTC AGGCGCCTCA
CCTAGCGGTA CTTCTCCBAG TAGCCGGTCT AATACACTCC
401 CACGTTCCRA CACCTCCAGT GGAGCCTCCC
AGAGTTATGC AGACCTGAAG CACCGCGTGA GGAACTACCT
501 TTTCACTATC AAAGAGTTGA AGTACCCTGA
ACTCTGTGAC AACATACATG GTTTCAAGTA TCTGATAGAT
601 GGGTATGAAG ARARTTAACGA GCTGCTCTAT
GCCAAGCTGA ACGATGTCTG TGCARACGAT TACTGCCAGA
) 701 TCCCATTCRAA CCTARAAGATA CGTGCGAACG
GGTATCGGAA ACCCTTGGAC AACATTAAGG ACAATGTGGG
801 GAAGATGGAG GATTACATTA AGAARAATAA
CGAGGGGAGC AARARGACCA TCGACCAGAA CBAGAATGCC
901 GACAATGAAG AGGGAAABBRA GAAACTATAC
AAGCAACTAG AGGAAGCTCA CAACCTCATC AGCGTACTGG
1001 AAAAGAGRAT TGACACCCTG AAABAGARTG
ACGAAATTAA AAACCCaCCt CCaGCGAATA GCGGAAATAC
1101 CCCGRATACC CTGCTGGATA AGAACARAAA
AATCGCCARAG ACTATTBAAGT TCAATATAGA TTCTCTGTTC
-1201 ACAGACCCtC TGGAGCTGGA ATACTACCTG
CCRAAGAGCC AAGACCCAAC AAAGTCCGTG CAGATCCCCA
1301 AAGTGCCCTA CCCAAACGGC ATCGTGTATC
TGGCAGCCGA TAACGACAARAR AARCAGCTATG GAGACCTGAT
1401 GAACCCCCAC ACTAAGGAAA AGATAAACGA
.GATTTTTATC AACAACATCA AGAAGAAAAT CGACCTGGRA
1501  GAGAARAATA TCAATCACAC CAAAGAGCAA
AGCARAAAGG ATTATGAGGA ACTGTTAGAG AAGTTCTATG
. 1601 AAATGAAATT CAACAACBAT TTCGATAAGG
ACACCTACAA CGTGGAGAARG CAGCGGTACA ACAATAAGTT
1701 CAGCAGCTCC AATAACTCGG TCTACARATGT
GGAAGACTAC TCGCTGAGGA AAGGGATTTC. TGAGARGGAT
1801 TTCAACCACT ACTARCACCCT CAAAACCGGC
GAGATCAAAA GTTCTGAGAA TRAGATACTG GAGAAGAACT
1901 TCAAGGGACT AACGCACTCT GCARACGGCT
AAGTCCAAAA GGTGCTGCTC ATCARAAAAA TCGAGGATCT
2001 GCGAAAGATC GAGCTGTTTC TTAAGRACGC
CATTTACAAA CCGCAGAACA AACCAGAACC ATACTATCTG
2101 ATCGTGCTGA AGAAGGAGGT GGATAAGCTG
- TTARAGRAAG AGCBAGCCGT GCTGAGCAGC ATAACGCAGC
2201 CTCTGGTGGC CGCAAGCGAG ACAACCGRAG
AGTCTGGCGA AACAGAGGTG ACAGAAGAGA CAGAAGAGAC
2301 CGARGAAACA GTGGGGCACA CCACTACTGT
TCCCCCAAAR GAGGTCABAG TCGTGGAAAA CTCCATTGAA
2401 CAGAAGTCCA RACGACAACTC ACAGGCTCIG
GAGTTCCTGA CCARBAGCTA CATCTGCCAT AAATACATCC
2501 TCGTGTCTAA CAGCAGCATG GATCAGAAGC
ARGAGAACGA GTTAAAATCC TGTGATCCCT TAGACCTACT
2601 GTTTAACATT CAGAACARCA TCCCCGCTAT
CCTCCAGCAC CTGTTCTTCG AGCTGTACCA GAAAGAGATG
2701 . ATCTACTATC TGCATRAGCT GAAAGAGGAG
ARACAGATAA CTGGGACGTC CAGCACATCG TCACCTGGCA
" 2801 ACACGACAGT AAATACCGCC CAGTCTGCTA
. ACGCTTCTAG CACCAACACC CAGAATGGGG TAGCAGTTAG
2901 TAGCGGCCCT GCTGTGGTGG AGGAATCGCA
. -CGACCTARAR GGGATTGTGT CCCTCCTCAA TTTAGGTAAT
: : Figure 28
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3001 AAGACCAAGG TCCCTAACCC CTTGACTATC
AACATCCTGA AGAACARCGA CACCTATTTT AACGACGACA
3101 TAAAGCAGTT CGTGAAGAGT AACAGTAAAG
ATGCTTTARR TGATGAGATC AAGAAACTGA AAGACACACT
3201 CCAGCTCTCC TTCGATCTGT ACAACAAGTA
GAAGAAGGAG CTTGGGCAAG ATAAGATGCA GATTAAGAAG
3301 CTAACTTTAC TGARAGGAGCA GCTCGAGAGC
GTGCTCCAGA ACTTTTCCGT ATTCTTCAAT AAGAAGAAAG
3401 AAGCAGAGAT TGCCGAGACG GAAAATACCC
ATARAGGGCT GGTGAAGTAT TACAACGGAG AGTCTAGCCC
3501 ATTGAAGACT CTTTCAGAAG TGTCAATTCA
GTTCAGAGTG CTGAGCAARA TCGACGGCAA ACTCAATGAT
3601 AACCTACACC TCGGAAAAAA AMAGCTGAGC
ACCGAATTGA AAGAAGTTAT CAAAAACAAA AACTACACTG
3701 GGAACAGCCC ATCTGAAAAT AATAARAAGG
TCCTTCCAGA AGCAAAAGTG ACAACCGTCG TGACCCCCCC
3801 CCAGCCCGAT GTCACCCCCA GCCCTCTBAG
AARAGAAGAA ACCCAGATCC CCACATCAGG ATCTCTACTG
3501 ACCGAGTTGC AGCAGGTCGET CCAACTCCAG
GTTTTGCCAA TCTTCGGCGA ATCAGRAGAC ARACGACGAGT
4001 ACCTAGACCA AGTGgtcacC aacgttACTA
ACACGTGTTT CACGTTGACA GGTTTGCTTG GGACGCTAGT
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1 ATGaccgteg cgoggecgag cgtgeccegeg
"ctgctgetge tggtgetgtt gtgectgecg geoegtgtggG
101 GATCCGTGAC CCACGAATCC TATCAGGAGC
CCGTATTGAC AGGTTACTCC CTATTCCAGA AAGAAAAGAT
201 GGTTTTAAAC GAAGAAGAARA TTACCACAAA
TCAGAGCGGA GCATCTGCTC AGAGTGGAGC AAGCGCCCAA
301 AGTGGAGCGT CTGCCCAGTC AGGCGCCTCA
CCTAGCGGTA CTTCTCCAAG TAGCCGGTCT AATACACTCC
401 CACGTTCCAA CACCTCCAGT GGAGCCTCCC
AGAGTTATGC AGACCTGAAG CACCGCGTGA GGAACTACCT
, 501 TTTCACTATC AAAGAGTTGA AGTACCCTGA
ACTCTGTGAC AACATACATG GTTTCAARGTA TCTGATAGAT
601 GGGTATGAAG AAATTAACGA GCTGCTCTAT
GCCAAGCTGA ACGATGTCTG TGCAAACGAT TACTGCCAGA
701 TCCCATTCAA CCTAAAGATA CGTGCGAACG
GGTATCGGAA ACCCTTGGAC AACATTAAGG ACAATGTGGG
801 GRAGATGGAG GATTACATTA AGAAAARATAA
CGAGGGGAGC AAABAGACCA TCGACCAGAA CAARGRATGCC
901 GACAATGAAG AGGGAAAARAA GAAACTATAC
AAGCAACTAG AGGAAGCTCA CAACCTCATC AGCGTACTGG
1001 AAAAGAGAAT TGACACCCTG AAARAGAATG
ACGAAATTAA ARACCCaCCt CCaGCGAATA GCGGAAATAC
1101 CCCGAATACC CTGCTGGATA AGARCAAAAA
AATCGCCAAG ACTATTAAGT TCAATATAGA TTCTCTGTTC
1201 ACAGACCCtC TGGAGCTGGA ATACTACCTG
CCAAAGAGCC- AAGACCCAAC AAAGTCCGTG CAGATCCCCA
1301 BAAGTGCCCTA CCCARACGGC ATCGTGTATC
TGGCAGCCGA TAACGACAAR AACAGCTATG GAGACCTGAT
1401 GAACCCCCAC ACTAAGGAAR AGATAAACGA
GATTTTTATC AACAARCATCA AGAAGAARAAT CGACCTGGAA
15061 GAGAAAARATA TCAATCACAC CARAGAGCAA
‘AGCRARRAGG ATTATGAGGA ACTGTTAGAG AAGTTCTATG
- 1601 ARATGAAATT CAACAACART TTCGATAAGG
ACACCTACAA CGTGGAGAAG CAGCGGTACA ACAATBAGTT
1701 CAGCAGCTCC AATAACTCGG TCTACAATGT
GGAAGACTAC TCGCTGAGGA AAGGGATTTC TGAGAAGGAT
1801 TTCAACCACT ACTACACCCT CAARACCGGC
GAGATCAAAA GTTCTGAGAA TAAGATACTG GAGAAGAACT
1801 TCAAGGGACT AACGCACTCT GCAARACGGCT
-BAGTCCAARA GGTGCTGCTC ATCARAARAA TCGAGGATCT
2001 GCGAARGATC GAGCTGTTTC -TTAAGAACGC
CATTTACABA CCGCAGAACA AACCAGAACC ATACTATCTG
- 2101 ATCGTGCTGA AGAAGGAGGT GGATARAGCTG
TTAAAGAAAG AGCAAGCCGT GCTGAGCAGC ATAACGCAGC
2201 . CTCTGGTGGC CGCAAGCGAG ACAACCGAAG
AGTCTGGCGR AACAGAGGTG ACAGAAGAGR CAGARGAGAC
2301 CGAAGAAACA GTGGGGCACA CCACTACTGT
TCCCCCAARA GAGGTCARAG TCGTGGARARA CTCCATTGAA
2401 CAGAAGTCCR ACGACAACTC ACAGGCTCTG
GAGTTCCTGA CCAARAGCTA CATCTGCCAT AARATACATCE
2501° TCGTGTCTAA CAGCAGCATG GATCAGRAGC
AAGAGAACGA -GTTARAATCC TGTGATCCCT TAGACCTACT
2601 ° GTTTAACATT CAGAACRACA  TCCCCGCTAT
CCTCCAGCAC CTGTTCTTCG AGCTGTACCA GAARAGAGATG
2701 ATCTACTATC TGCATAAGCT ° GARAGAGGAG
AARCAGATAR CTGGGACGTC CAGCACATCG TCACCTGGCA
2801 ACACGACAGT AAATACCGCC CAGTCTGCTA
ACGCTTCTAG CACCAACACC CAGAATGGGG TAGCAGTTAG
.. . 2901 TAGCGGCCCT GCTGTGGTGG AGGAATCGCA
" CGACCTAAAR GGGATTGTGT CCCTCCTCAA TTTAGGTAAT
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3001 BAAGACCAAGG TCCCTAACCC CTTGACTATC
AACATCCTGA AGAACAACGA. CACCTATTTT AACGACGACA
3101 TAARGCAGTT CGTGAAGAGT AARCAGTARAG
ATGCTTTAAA TGATGAGATC AAGAAACTGA AAGACACACT
3201 CCAGCTCTCC TTCGATCTGT ACAACAAGTA
GAAGAAGGAG CTTGGGCAAG ATAAGATGCA GATTAAGAAG
3301° CTAACTTTAC TGAAGGAGCA GCTCGAGAGC
GTGCTCCAGA ACTTTTCCGT ATTCTTCAAT AAGARAGARAG
3401 AAGCAGAGAT TGCCGAGACG GAAAATACCC
ATARAGGGCT GGTGAAGTAT TACRACGGAG AGTCTAGCCC
3501 ATTGAAGACT CTTTCAGARAG TGTCAATTCA
_GTTCAGAGTG CTGAGCAAAA TCGACGGCAA ACTCAATGAT
3601 AACCTACACC TCGGAAAARAA AAAGCTGAGC
ACCGAATTGA AAGAAGTTAT CAABAACARAA AACTACACTG
3701 GGAACAGCCC ATCTGAARAT AATAAAAAGG
TCCTTCCAGA AGCAAAAGTG ACAACCGTCG TGACCCCCCC
3801 CCAGCCCGAT GTCACCCCCA GCCCTCTAAG
ARARGAAGAA ACCCAGATCC CCACATCAGG ATCTCTACTG
3901 ACCGAGTTGC AGCAGGTCGT CCAACTCCAG
GTTTTGCCAA TCTTCGGCGA ATCAGAARGAC AACGACGAGT
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1 ATGaccgtcg cgeggecgag cgtgececgeg
ctgctgetgc tggtgectgtt gtgectgecg gecgtgtgylG
101 GATCCGTGGT CACCGGGGAA GCGATTAGTG
AGAACGAGTA TGACGTGATC TACCTCAAAC CACTAGCCGG
201 AGTTTACAGA AGTCTCAAGA AGCAGATCGA
AAACGACATC TTGAATTCCC GGCTGAAARAR GCGGAAATAC
301 TTCCTCGACG TACTGGAGTC GGATTTGATG
ATTATCGAGG ACTCGTTCAA ACTGTTAAAC TCCGAGCAGA
401 AGRACACCCT GCTGAAGTCC TACARATATA
TCGCCCAAGA AGGCATARGC TACTACGARA AGGTCCTCGC
501 CAAATACAAG GACGATCTGG AGTCTATCAA
TCCCAGTTCT CCCCCTACAA CGCCGCCCTC TCCAGCCAAG
601 ACTGATGAAC AGAAAAAAGA GTCTAAGTTC
TACAATAACC TAGTGAACAA GATTGACGAC TACCTGATCA
701 ACCTTAARAGC CAAGATAAAC GACTGCAATG
CCRAACTGTC CGATCTGARAA GCCATCGACG ACAAGATCGA
801 CTTATTTAAA AACCCATACG ATTTCGAGGC
GARAAGATATG CTCGGCAAGC TGCTGAGCAC GGGTCTGGTG
901 CAGAACTTCC CTAACACCAT CATATCRAAG
AATATTTCAC AGCATCAGTG CGTCAAGAAG CAGTGCCCCG
1001 AAAATTCTGG ATGCTTCCGG CACCTGGATG
ATAAARCAGGA GGGCGACAAA TGTGTGGAGA ACCCAAATCC
1101 :GACGTGCAAC GAGAACAACG GTGGCTGCGA
GGGGAGTTCT CGGAAAAAAA TCACGTGCGA GTGCACCAAA
1201 CCCGACAGTT ATCCTICTGTT CGATGGGATA
GGCACTACCC GTCTTCTATC TGGTCACACG TGTTTCACGT
1301 TGACAGGTTT GCTTGGGACG
1347
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Figure 31
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1 ATGaccgtcg cgcggccgag cgtgecccgeg gegetgecce tectegggga gctgeeecegy
ctgctgetge tggtgctgtt gtgecetgeceg geocgtgtggg 100
101 gatcCGTGGT CACCGGGGRA GCGATTAGTG TCACTATGGR CAATATCCTC AGCGGCTTCG
AGAARCGAGTAR TGACGTGATC TACCTCAAAC CACTAGCCGG 200
201 AGTTTACAGA AGTCTCAAGA AGCAGATCGA AARGAACATC TTCACCTTTA ATCTBAACCT
AARCGACATC TTGAATTCCC GGCTGAARAA GCGGARATAC 300
301 TTCCTCGACG TACTGGAGTC GGATTTGATG CAGTTTAAGC ACATCTCCAG CAACGAATAC
ATTATCGAGG ACTCGTTCAA ACTGTTARAC TCCGAGCAGA 400
401 AGAACACCCT GCTGAAGTCC TACRAATATA TCARAGAGTC AGTCGAGAAC GATATTAAAT
TCGCCCAAGA AGGCATAAGC TACTACGAAA AGGTCCTCGC, 500
501 CAAATACAAG GACGATCTGG AGTCTATCAA AAAGGTCATC AAAGAAGAGA AAGAGAAATT
TCCCAGTTCT CCCCCTACAA CGCCGCCCTC TCCAGCCAAG 600
601 ACTGATGAAC AGAARRARGA GTCTAAGTTC CTCCCTTICC TCACTAATAT CGAGACTCTC
TACAATAACC TAGTGBACAA GATTGACGAC TACCTGATCA 700
701 ACCTTAAAGC CAAGATARAC GACTGCAATG TCGAGAAGGA TGAGGCTCAT GTTAAGATCA
_CCAARCTGTC CGATCTGAAA GCCATCGACG ACAAGATCGA 800
801 CTTATTTAAA® AACCCATACG ATTTCGAGGC TATCAAAAAG CTGATCAATG ATGACACCAR
GARAGATATG CTCGGCAAGC TGCTGAGCAC GGGTCTGGTG 900 .
901 CAGAACTTCC CTAACACCAT CATATCAAAG CTCATAGAGG GCARAGTTCCA AGACATGCTG
AATATTTCAC AGCATCAGTG CGTCAAGARAG CAGTGCCCCG 1000
1001 AAAATTCTGG ATGCTTCCGG - CACCTGGATG AGCGAGAAGA GTGCAAGTGC CTGCTTAACT
ATAAACAGGA GGGCGACARAR TGTGTGGAGA ACCCAAATCC 1100
1101 GACGTGCAAC GAGAACAACG GTGGCTGCGA TGCCGACGCG ACTTGTACAG RGGAAGACTC
GGGGAGTTCT CGGAARAAARA TCACGTGCGA GTGCACCAAR 1200
1201 CCCGACAGTT  ATCCTCTGTT CGATGGGATA  TTCTGCTCCT  CCAGCAACGT TTAG
1254 .
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. 1 ATGacegtcg cgcggecgag cgtgeccgeg
rctgetgetge tggtgetgtt gtgcctgecg goegtgtggG
101 GATCCGTGAC CCACGAARTCC TATCAGGAGC
CCGTCCTTAC CGGATACAGC CTGTTCCAGA AGGAGAAGAT
201 GGTGCTGAAT GAAGGGACGA GTGGCACGGC
GTCTGTGGCT AGCGGTGGCT CCGGTGGGTC TGTGGCCTCT
301 GGGGGTTCCG TCGCCTCCGG CGGCAGCGTG
TCCGGGAACA GTCGAAGAAC CAATCCATCT GACAACTCTA
401 GCGATTCCGA CGCCAAGTCC TACGCCGACC
CTATCAAGGA GCTGBAGTAC CCACAGTTGT TCGACCTCAC
501 TAATCATATG CTGBCACTGT GTGATAACAT
CGAAGAGATC AATGAACTCC TGTACAAGTT GAATTTCTAC
601
TTCABATTTGA AGATCAGAGC CAACGAGTTG GACGTATIGAR
701 AGAAGTTGGT CTTCGGATAT CGCBAGCCTC
TGGAAGATTA TATTARAAAG AATAAGAAGA CCATCGAGAA
801 CATTAACGAG CTGATCGAAG AATCCAAAAR
GGAGGAAGAA AAGAAGAAGT TGTACCAGGC CCAGTACGAC
801 CTGTCCATCT ATAACAAACA GCTTGRAGAA
CGCATAGACA CCCTCARAGAA GAATGAAAAT ATCAAAGAAC
1001 TGCTCGACAA GATTAATGAR ATTAAGBATC
ACACGCTGCT GGACAAGAAC AAGBAGATAG AGGAGCACGA
1101 GAAAGAGATC AAAGAGATCG CCAAAACCAT
TCCCCTTGAG CTGGAGTACT ACTTGAGAGA GAAGAATAAG
1201 AATATAGACA TCTCCGCCAA AGTCGAGACA
AAtGGTGTGA CGTACCCTCT GTCTTATAAC GATATCAARCA
1301 ACGCTCTCAA CGAGCTCAAT AGCTTCGGTG
AACCCTCTAA GAATATCTAC ACAGACAATG AGAGARAGARA
1401 . GTTTATCAARC GARAATCAAGG AGAAGATCAA
GAAAAGTTAC GAAGACCGCA GCAABAGTCT ARACGATATC
1501 ACTARAGAGT ATGAABAGCT GCTGAACGAG
‘GACCTGACCA ACTTCGAGAA AATGATGGGA AAACGGTACT
1601 CTTACAAAGT GGAGAAACTG ACACACCATA
ATARtCTTGA GABGCTCACC AAAGCTCTTA AGTATATGGA
1701 GGACTATTCT CTGCGGARACA TIGTTGTGGA
BAGTBAAGATC GAAAACGAGA TCGAGACGCT TGTTGAGAAC
1801 ATTARGAAGG ATGAAGAACA GTTGTTTGAG
GAcGAaAAGA TCCTGGAGGT CTCCGAcATc GTTAAAGTCC
1901 AAGTGCAaBA aGTaCTCCTC ATGAACAAGA
. TGAAGAACGT GGAGTTAAAR CATAATATAC ATGTGCCGAA
2001 TAGTTATARG CAGGAGAATA AGCAGGAACC
AGACAAACTG ARAGTGTTCA TGCCcAARaGT cGAGAGCCTG
2101 ATCAACGAAG AGARGAARGAAR CATTAAaACT
ACAGAAGGAG AGATAACCGG aCAGGCTACC ACCAAGCCcG
2201 GaCBRaCaGGC CGGTTCaGCt CTCGRaGGCG
AGCAGGCACA GCCLCCAGTG CCAGTgCCcG TtCCAGAGGC
2301 TARaGCtCAA GTGCCELACAC CACCAGCECC
aCTGGACTAC CTtGAGAAGC TCTATGAGTT CCTGAATACa
2401 TCCTACATCT GCCACAAaTA TATCCTCGTC
ARAACAGTACA AGATAACCAAR GGAAGAGGAG AGTAAaCTGT
2501 CCTCTTGTGA tCCActgGAC CTGCTGTTCA
CTATGTTcGA .TAGCCTCAAC AATTCECTCT CTCARActgTT
2601 CATGGAGATa TATGAGAAGG AGATGGTcTG
GATTAAGAAC cttctgGAGG AAGCTAAGARA GGTCTCCACC
2701 TCtGTtARaA CTCTCTCTTC CAGCcTCCATG
CCcGAAGTgR GCGCTAACGA. CGACACCTCT CACTCGACCA
2801 ACCTtAATAA CTCaCTGARa CTGTTtGAGA
TCTACCAAGA aCTtATTGGA CAGAAaTCgT CCGAGAACTT
. 2901 CTACGRGAAG ATACTGAAaG ACAGCGACARC
gARaTCTARa GCCGATGATA TcAACTCtCT tAACGATGAa

| 10 !
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Figure 32 (Contd..)
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3001 TCTARaCGtA AGAAgCTGGA aGAGGACATC
TTCGACCcTGT AcAACAAGTA cARaCTGAAa CTGGAGAGAC
3101 TCTTCGACAA GAAgAAGACA GTCGGCARAGT
TCAAGGAGCA GCTtGAaAGC AARaCTCAACt caCTGAACAA
3201 TCCgARaCAC GTaCTGCAgA ACTTCtcaGT
CGCCGAGACA GAGAACACTC TGGAGAACAC CAAGATTCTt
3301 CTCARACACT ACARaGGCCT CGTCAAGTAT
CTCTCCGAGG AGAGCATCCA GACCGAGGAT AACTACGCCA
3401 GCCTCGAGAA CTTCAAGGTC CTGTCTAAGC
TGGAGAARGAA GAAGCTCAGC TACCTCTCTA GCGGACTGCA
3501 TCACCTGATC GCCGAGCTCA AGGAAGTCAT
AAGCGAGAAT AATACAGACG TGAATAACGC ACTGGAATCT
3601 TAtAAGAAGT TCCTGCCTGA AGGAACAGAT
GACACACTGG AGCAGTCTCA ACCTARGAAG CCTGCATCTA
3701 CTCATGTCGG AGCCGAGTCC AATACRATTA
ATGACGTCAT CATTGTGCCT ATCTTCGGCG AGAGCGAGGA
3801 GGACTACGAT GRCCTCGGCC AGGTGGTCAC
TAACATTCTG TCCAAAATCG AGAACGAATA CGAAGTGCTC
3801 TATCTGAAAC CTCTGGCAGG CGTCTATAGG
ATGACCTTCA ATGTCAACGT GAAGGACATT CTGAACAGCC
4001 GCTTTAATAR GAGAGAABAT TTCAAGAACG
ACCTGACCTC CTCTAACTAt GTTGTCAAGG ACCCATACAA
4101 GTTCCTCAAT AAAGAGAAGA GGGATAAATT
CATCGARCACC GATATCAATT TCGCTAATGA TGTGCTGGGG
4201 TATTACAAGA TCCTGAGCGA AAAATACAAG
ARCGATAAGC ARGGCGAGAA TGAAAARATAT CTGCCCTTCC
4301 TGAATAACAT CGABACCCTG TACAAGACAG
ACCTGGAGGC CAAGGTCCTC AACTATACTT ACGAGARAGAG
4401 CAATGTGGAA GTTAAAATCA AGGAGCTGARA
AGATTTCAAG AAAAATAACA ATTTCGTCGG AATTGCAGAC
4501 CTGTCtACCG ATTATAACCA CAACAATCTIC
TTCGAARAACC TCGCCAAMAC AGTGCTGAGC AARTCTGCTCG
4601 ACGGCAACCT GCAGGGCATG CTGAACATCT
CCCAGAATAG CGGCTGTTTC AGGCATCTGG ACGAGCGCGA
4701 AGAGTGCAAG TGTCTCCTGA ACTACAAACA
CCCTACCTGC AATGAAAACA ATGGCGGGTG TGACGCCGAT
4801 GCTAAATGCA CCGAGGAARGA CAGCGGCTCT
AAGCCCGACT CCTATCCACT CTTcgacggg atCttCtget
4901 ccagctctAG CAAcgttACT ACTTCCGGCA
TCACGTTGAC AGGTTTGCTT GGGACGCTAG TAACCATGGG

5001

5013
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Figure 32
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Figuré 33

| 10 i 20 { 30 | 40 { 50
) | 80 | 90 {100
1 atgatgagga aactggccat cctgagegtg agcagcttce
caggagtacc agtgctacgg cagcagcagce aacacceggg 100
101 tgctgaacga gectgaactac gacaacgccg gcaccaacct
actactacgg caagcaggag aactggtaca gcctgaagaa 200
201 gaacagccgg tctctgggeg agaacgacga cggcaacaac
ggagggcaag gacgaggaca agegggacgg caacaacgag 300 ’
301 gacaacgaga agctgcggaa gcccaagcac aagaaactta
cccgacceca acgccaaccee caacgtggac cccaacgeca 400
401 atcctaatgt cgaccccaat gecaatccga acgttgatce
accccaatgc caacccaaat gccaatccaa atgecaaatcec 500 ’
501 caacgccaat ccaaacgcaa accctaatge taatccaaac
caatgctaac ccaaacgtcecg atcctaacge -aaatccgaac 600
601 gctaaccceca acgcaaatcce caacgctaac ccgaacgcaa
gccaacccaa acgccaacce gaacgctaat ccgaatgcta 700
701 acccgaatgc taatcectaac gcaaacccaa aCgcaaacce
atcccaacgc caatcctaat gccaacaaga acaatcaggg 800
801 caacggccag ggccacaaca tgcccaacga ccccaaccgg
cgccaacagce gccgtgaaga acaacaacaa cgaggagecce 900
901 agcgacaagc acatcaagga gtacctgaac aagatccaga
ageccectgea gegtgacctyg cggcaacgge attcaggtge 1000
1001 ggatcaagcc cggcagcgec aacaagccca aggacgagcet
agaagaagat ctgcaagatg gagaagtgca gcagcgtgtt 1100
1101 ) caacgtggtg
1119
| 10 i 20 | 30 { 40
70 f 80 | 90 | |~ 100
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; 10 | 20 I 30
70 | 80 | 90 I 100
1 GGTACCGTCA CGCGTCACCG GTGTCATCAT
CCTGCCCCTG CTGGGCGAGC TGCCCCGGCT GCTGCTCCTG
101 GTGCTGCTGT GCCTGCCCGC —CGTGTGGGGA
TACATGGGCA ACCCCTGGAC CGAGTACATG GCCAAGTACG
201 ACATCGAGGA AGTGCACGGC AGCGGCATCC
CCGGCACCCA GTACAGGCTG CCCAGCGGCA AGTGCCCCGT
301 GTTCGGCAAG GGCATCATCA TCGAGAACAG
CGAGAACCAG GACCTGAAGG ACGGCGGCTT CGCCTTCCCC
401 CCCACCARGC CCCTGATGAG CCCCATGACC
AACGAGTACG TGAAGAACCT GGACGAGCTG ACCCTGTGCA
501 GCCGGCACGC CGGCAACATG AACCCCGACA
CCGTGTACGA CGACAAGGAT AAGAAGTGCC ACATCCTGTA
601 TATCGCCGCC CAGGAARACA ACGGCCCCAG
CAGCATGITC TGCTTCAGAC CCGCCAAGGA CAAGAGCTTC
701 CAGAACTACG TGTACCTGAG CAAGRACGTG
AAGAATCTGG AARACGCCRA GTTCGGCCTG TGGGTGGACG
801 GCAACTGCGA GGACATCCCC CACGTGAACG
ACAAGCTGGT GTTCGAGCTG TCCGCCAGCG, ACCAGCCCAA
901 GCAGTACGAG CAGCACCTGA CCGACTACGA
CGCCGACATG ATCAAGAGCG CCTTTCTGCC RACTGGCGCC
1001 TTCAAGGCCG ACAGATACAA GAGCCACGGC
AAGACCCAGA AGTGCGAGAT CTTCAACGTG AAGCCCACCT
1101 GCCTGATCAA CGACAAGTICC TATATCGCCA
'AGCACAACTT CCCTTGCAGC CTGTACAAGG ATGAGATCAA
1201 GAAAGAGATC - GAGCGGGAGA GCAAGAGGAT
CAAGAAGATC ATTGCCCCCA GGATCTTCAT CAGCGACGAT
1301 AAGGACAGCC TGAAGTGCCC CTGCGACCCC
TTCGTGTGCA AATGCETGGA GAAGCGGGCC GAAGTGACCA
1401 GCAACAACGA GGTGGTGGTG AAAGAGGAAT
ACAAGCCCAC CTACGACAAG ATGAAGATCA TCATTGCCAG
1501 CTCTGCCGCC GTGGCCGTGC TGGCCACCAT
CAACGCCGAG AAGTACGATA AGATGGACCA GCCTCAGCAC
1601 TACGGCAAGA GCACCAGCCG GAACGACGAG
.GAGGAAAAGA GAGCTAGCCA CACCACCCCC GTGCTGATGG
1701 ARAAAGCCCTA
1734 ,
: {10 | 20 {30
70 | 80 I 90 | 100

Figure 34
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20 { 30 |
1 80 | 90
1 GGTACCGTCA CGCGTCACCG GTGTCATCAT
CCTGCCCCTG CTGGGCGAGC TGCCCCGGCT GCTGCTCCTG
101 GTGCTGCTGT GCCTGCCCGC CGTGTGGGGA
TACATGGGCA ACCCCTGGAC CGAGTACATG GCCAAGTACG
201 ACATCGAGGA AGTGCACGGC AGCGGCATCC
CCGGCACCCA GTACAGGCTG CCCAGCGGCA AGTGCCCCGT
301 GTTCGGCAAG GGCATCATCA TCGAGAACAG
CGAGAACCAG GACCTGAAGG ACGGCGGCTT CGCCTTCCCC
401 CCCACCAAGC CCCTGATGAG CCCCATGACC
AACGAGTACG TGAAGAACCT GGACGAGCTG ACCCTGTGCA
501 GCCGGCACGC CGGCAACATG AACCCCGACA
CCGTGTACGA CGACAAGGAT AAGAAGTGCC ACATCCTGTA
601 TATCGCCGCC CAGGAAAACA ACGGCCCCAG
CAGCATGTTC TGCTTCAGAC CCGCCAAGGA CAAGAGCTIC
701 CAGAACTACG TGTACCTGAG CAAGAACGTG
AAGAATCTGG ARAACGCCARA GTTCGGCCTG TGGGTGGACG
801 GCAACTGCGA GGACATCCCC CACGTGAACG
ACAAGCTGGT GTTCGAGCTG TCCGCCAGCG ACCAGCCCAA
901 GCAGTACGAG CAGCACCTGA CCGACTACGA
CGCCGACATG ATCAAGAGCG CCTTTCTGCC AACTGGCGCC
1001 TTCAAGGCCG ACAGATACAA GAGCCACGGC
ARGACCCAGA AGTGCGAGAT CTTCAACGTG AAGCCCACCT
1101 GCCTGATCAAR CGACAAGTCC TATATCGCCA
AGCACAACTT CCCTTGCAGC CTGTACAAGG ATGAGATCAA
1201 GAAAGAGATC GAGCGGGAGA GCAAGAGGAT
CAAGAAGATC ATTGCCCCCA GGATCTTCAT CAGCGACGAT
1301 AAGGACAGCC TGAAGTGCCC CTGCGACCCC
TTCGTGTGCA AATGCGTGGA GAAGCGGGCC GAAGTGACCA
1401 GCAACAACGA GGTGGTGGTG AAAGAGGAAT
ACAAGCCCAC CTACGACARG ATGTGATGAT GAGCGCGCCT
1501
1506

! 10 !

| 10 - !

Figure 35

40 |

{ 100
GACCGTGGCC
100 .
TCCGTGATCG
200
GGGTGGACCT
300
CCAGACCACC
400
CTGGACCAGA
500
ACGACAAGAA
600
GTACTGCAAC
700
GTGGACAACT
800
AGTTCAGCGC
200
GRAGATCAAA
1000
AARGGGCTACA
1100
CCACCGCCCT
1200
CARGCTGAAC
1300
GAGATCGTGT
1400
ATAAGGACGA
1500

40 o
| 160

50 ]
AGGCCCTCTG
AGATCGTGGA
GGGCGAGGAC
TTCCTGACCC
TGCGGCACTT
CAGCAACTAC
AAGGACGAGA
GGGAGAAAGT
CARCGACCTG
GAGGGCTTCA
ACTGGGGCRA
GAGCCACCCC
GACAACGACG
CCCAGAGCRAC

GTACGCCGAC

50 !

60

60

| 70
TGCCTGCCGC
GCGGAGCARC
GCCGAGGTGG
CCGTGGCCAC
CTACAAGGAC
ARGTACCCCG
GCAAGCGGAA
GTGCCCCCGG
TTCGAG&GCA
AGAACAAGAA
CTACAACAGA
ATCGAGGTGG
ACGAGGGCAA
CTGCAATTTC
ATCCCCGAGC -

GAGCTC

| 70



51/66 58

Figure 36
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Figure 39
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Humoral response against Measles
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Blood was taken regularly and tested for Measles IgG Titeré.
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Blood was taken regularly and tested for Malaria IgG Titers

Figure 43
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