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Figure 2

(a) Light chain variable region of antibody A26 (SEQ ID NO:7)
DIOMTOSPSSLSASVGDRVTITCRATQSIYNALAWYQOKPGKAPKLLIYNANTLHTGVPSRE
SASGSGTDSTLTISSLOPEDFATYYCQQYYDYPLTFGGGTKVEIKR

(b) Heavy chain variable region of antibody A26 (SEQ ID NO:8)
EVOLVESGGGLVQPGGSLRLSCAASGFTFTNYGIHWIRQAPGKGLEWVASISPSGGLTYYRD
SVKGRFTISRDDAKNSPYLOMNSLRAEDTAVYYCATGGEGIFDYWGQGTLVTVSS

(c)

CDRHI1: NYGIH (SEQ ID NO:1)

CDRH2: SISPSGGLTYYRDSVKG (SEQ ID NO:2)
CDRH3: GGEGIFDY (SEQ ID NO:3)

CDRLI; RATQSIYNALA (SEQ ID NO:4)
CDRL2: NANTLHT (SEQ ID NO:5)

CDRL3: QQYYDYPLT (SEQ ID NO:6)

(d) Light chain of anti-OX40 antibody Fab component (SEQ ID NO:9)
DIOMTQOSPSSLSASVGDRVTITCRATQSIYNALAWYQQOKPGKAPKLLIYNANTLHTGVPSRFE
SASGSGTDSTLTISSLOPEDFATYYCQQYYDYPLTFGGGTKVEIKRTVAAPSVEFIFPPSDEQ
LKSGTASVVCLLNNEFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADY
EKHKVYACEVTHQGLSSPVTKSFNRGEC

(e) Heavy chain of anti-OX40 antibody Fab component (SEQ ID NO:10)
EVQLVESGGGLVQPGGSLRLSCAASGFTFTNYGIHWIRQAPGKGLEWVASISPSGGLTYYRD
SVKGRFTISRDDAKNSPYLOMNSLRAEDTAVYYCATGGEGIFDYWGQGTLVTVSSASTKGPS
VEPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEFPAVLQSSGLYSLSSVV
TVPSSSLOTQTYICNVNHKPSNTKVDKKVEPKSC
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Figure 3

(a) Heavy chain of anti-albumin Fv component (SEQ ID NO:11)
EVQLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVRQAPGKCLEWIGI IWASGTTFYATWAKGRET I SRDNSK
NTVYLQMNSLRAEDTAVYYCARTVPGY STAPYFDLWGQGTLYTVSS

(b) Light chain of anti-albumin Fv component (SEQ ID NO:12)
DIQMTQSPSSVSASVGDRVTITCQSSPSVWSNFLSWYQQKPGKAPKLLIYEASKLTSGVPSRFSGSGSGTDFTLT
ISSLQPEDFATYYCGGGYSSISDTTFGCGTKVEIKRT

(c) Linker 1 (SEQ 1D NO:13)
SGGGGSGGGGTGGGGES

(d) Linker 2 (SEQ ID NO:14)
GGGGSGGGGSGGGGES

(e) A26 Fab Heavy-(G4S,GAT,G4S)-645dsFv(gH5) (SEQ ID NO:15)
EVQLVESGGGLVQPGGSLRLSCAASGFTFTNYGIHWIRQAPGKGLEWVASISPSGGLTYYRDSVKGRFTISRDDA
KNSPYLOMNSLRAEDTAVYYCATGGEGIFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCSGGGG
SGGGGTGGGGSEVQLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVRQAPGKCLEWIGI IWASGTTEYATWAK
GRETISRDNSKNTVYLOMNSLRAEDTAVYYCARTVPGYSTAPYFDLWGQGTLVTVSS

(f) A26 Fab Light-(3xG4S)-645dsFv(gl4) (SEQ ID NO:16)
DIQMTQSPSSLSASVGDRVTITCRATQSITYNALAWYQQKPGKAPKLLIYNANTLHTGVPSRFSASGSGTDSTLTI
SSLOPEDFATYYCQQYYDYPLTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFY PREAKVOWKY
DNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGGGSGGGGSG
GGGSDIQMTQSPSSVSASVGDRVTITCQSSPSVWSNFLSWYQQKPGKAPKLLI YEASKLTSGVPSRFSGSGSGTD
FTLTISSLQPEDFATYYCGGGYSSISDTTFGCGTKVEIKRT
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Figure 4
(a) 645gH 1 heavy chain variable domain (SEQ ID NO:17)
EVQLLESGGGLYQPGGSLRLSCAVSGIDLSNYAINWVRQAPGKCLEWIGI INASGTTFYATWAKGRFTISRDSTT
VYLOMNSLRAEDTAVYYCARTVPGYSTAPYFDLWGQGTLVTVSS

(b) 645glL1 light chain variable domain (SEQ 1D NO:18)

DIVMTQSPSSVSASVGDRVTITCQSSPSVWSNFLSWYQQOKPGKAPKLLIYEASKLTSGVPSRFKGSGSGTDFTLT
ISSLOPEDFATYYCGGGYSSISDTTFGCGTKVEIK

() A26 Fab Heavy-( 3xG4S)-645dsFv(gH1) (SEQ ID NO:19)
EVQLVESGGGLVQPGGSLRLSCAASGFTFTNYGIHWIRQAPGKGLEWVASI SPSGGLTYYRDSVKGRFTISRDDA
KNSPYLOMNSLRAEDTAVYYCATGGEGIFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKKVE PKSCSGGGG
SGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAVSGT DLSNYATNWVRQAPGKCLEWIGT IWASGTTFYATWAK
GRFTISRDSTTVYLOMNSLRAEDTAVYYCARTVPGYSTAPYFDLWGQGTLVTVSS

(d)  A26 Fab Light-(3xG4S)-645dsFv(gL1) (SEQ ID NO:20)
DIQMTQSPSSLSASVGDRVTITCRATQSIYNALAWYQQKPGKAPKLLIYNANTLHTGVPSRFSASGSGTDSTLTI
SSLOPEDFATYYCQQYYDYPLTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKY
DNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECSGGGGSGGGGS
GGGGSDIVMTOSPSSVSASVGDRVTITCQOSSPSVWSNELSWYQQKPGKAPKLLIYEASKLTSGVPSRFKGSGSGT
DFTLTISSLOQPEDFATYYCGGGYSSISDTTFGCGTKVEIK
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Figure 5
a) DNA encoding Heavy chain A26-645(gH5) including E.coli OmpA leader (SEQ ID
NO:21)

ATGAAGAAGACTGCTATAGCGATCGCAGTGGCGCTAGCTGGTTTCGCCACCGTGGCGCAAGCTGAAGTTCAGCTG

GTCGAGTCTGGAGGCGGGCTTGTCCAGCCTGGAGGGAGCCTGCGTCTCTCTTGTGCAGCAAGCGGTTTCACGTTC
ACCAACTACGGTATCCACTGGATTCGTCAGGCACCAGGTAAAGGTCTGGAATGGGTAGCCTCTATCTCTCCGTCT
GGTGGTCTGACGTACTACCGTGACTCTGTCAAAGGTCGTTTCACCATCTCTCGTGATGACGCGAAAAACTCTCCG
TACCTGCAAATGAACTCTCTGCGTGCAGAAGATACCGCAGTGTACTACTGCGCTACTGGTGGTGAAGGTATCTTC
GACTACTGGGGTCAGGGTACCCTGGTAACTGTCTCGAGCGCTTCTACARAGGGCCCAAGCGTTTTCCCACTGGCT
CCGTCCTCTARATCCACCTCTGGTGGTACGGCTGCACTGGGTTGCCTGGTGAAAGACTACTTCCCAGAACCAGTT
ACCGTGTCTTGGAACTCTGGTGCACTGACCTCTGGTGTTCACACCTTTCCAGCAGTTCTCCAGTCTTCTGGTCTG
TACTCCCTGTCTAGCGTGGTTACCGTTCCGTCTTCTTCTCTGGGTACTCAGACCTACATCTGCAACGTCAACCAC
AAACCGTCCAACACCAAGGTCGACAAAAAAGTCGAGCCGAAATCCTGTAGTGGAGGTGGGGGCTCAGGTGGAGGC
GGGACCGGTGGAGGTGGCAGCGAGGTTCAACTGCTTGAGTCTGGAGGAGGCCTAGTCCAGCCTGGAGGGAGCCTG
CGTCTCTCTTGTGCAGTAAGCGGCATCGACCTGAGCAATTACGCCATCAACTGGGTGAGACAAGCTCCGGGGAAG
TGTTTAGAATGGATCGGTATAATATGGGCCAGTGGGACGACCTTTTATGCTACATGGGCGAAAGGAAGGTTTACA
ATTAGCCGGGACAATAGCAAAARACACCCTGTATCTCCAAATGAACTCCTTGCGAGCAGAGGACACGGCGGTGTAC
TATTGTGCTCGCACTGTCCCAGGTTATAGCACTGCACCCTACTTCGATCTGTGGGGACAAGGGACCCTGGTGACT
GTTTCAAGTTAA

b) DNA encoding Heavy chain A26-645(gH5) (SEQ ID NO:22)
GRAGTTCAGCTGGTCGAGTCTGGAGGCGGGCTTGTCCAGCCTGGAGGGAGCCTGCGTCTCTCTTGTGCAGCARGC
GGTTTCACGTTCACCAACTACGGTATCCACTGGATTCGTCAGGCACCAGGTAAAGGTCTGGAATGGGTAGCCTCT
ATCTCTCCGTCTGGTGGTCTGACGTACTACCGTGACTCTGTCAAAGGTCGTTTCACCATCTCTCGTGATGACGCG
AARAACTCTCCGTACCTGCAAATGAACTCTCTGCGTGCAGAAGATACCGCAGTGTACTACTGCGCTACTGGTGGT
GAAGGTATCTTCGACTACTGGGGTCAGGGTACCCTGGTARCTGTCTCGAGCGCTTCTACAAAGGGCCCAAGCGTT
TTCCCACTGGCTCCGTCCTCTAAATCCACCTCTGGTGGTACGGCTGCACTGGGT TGCCTGGTGAARGACTACTTC
CCAGAACCAGTTACCGTGTCTTGGAACTCTGGTGCACTGACCTCTGGTGTTCACACCTTTCCAGCAGTTCTCCAG
TCTTCTGGTCTGTACTCCCTGTCTAGCGTGGTTACCGTTCCGTCTTCTTCTCTGGGTACTCAGACCTACATCTGC
ARCGTCAACCACAAACCGTCCAACACCAAGGTCGACARAAAAGTCGAGCCGAAATCCTGTAGTGGAGGTGGGGGC
TCAGGTGGAGGCGGGACCGGTGGAGGTGGCAGCGAGGTTCAACTGC TTGAGTCTGGAGGAGGCCTAGTCCAGCCT
GGAGGGAGCCTGCGTCTCTCTTGTGCAGTAAGCGGCATCGACCTGAGCAAT TACGCCATCARCTGGGTGAGACAA
GCTCCGGGGAAGTGTTTAGAATGGATCGGTATAATATGGGCCAGTGGGACGACCTTTTATGCTACATGGGCGAAA
GGAAGGTTTACAATTAGCCGGGACAATAGCAAAAACACCGTGTATCTCCAAATGAACTCCTTGCGAGCAGAGGAC
ACGGCGGTGTACTATTGTGCTCGCACTGTCCCAGGTTATAGCACTGCACCCTACTTCGATCTGTGGGGACAAGGG
ACCCTGGTGACTGTTTCAAGTTAA
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Figure 6
a) DNA encoding Light chain A26-645(gL4) including E.coli OmpA leader (SEQ ID NO:23)
ATGAAAAAGACAGCTATCGCAATTGCAGTGGCGTTGGCTGGTTTCGCGACCGTTGCGCAAGCTGATATCCAGATG

ACCCAGAGCCCRAAGCAGTCTCTCCGCCAGCGTAGGCGATCGTGTGACTATTACCTGTCGTGCAACCCAGAGCATC
TACAACGCTCTGGCTTGGTATCAGCAGAAACCGGGTAAAGCGCCAAAACTCCTGATCTACAACGCGAACACTCTG
CATACTGGTGTTCCGTCTCGTTTCTCTGCGTCTGGTTCTGGTACGGACTCTACTCTGACCATCTCCTCTCTCCAG
CCGGAAGATTTCGCGACCTACTACTGCCAGCAGTACTACGATTACCCACTGACGTTTGGTGGTGGTACCAAAGTT
GAGATCAAACGTACGGTTGCAGCTCCATCCGTCTTCATCTTTCCACCGTCTGACGAACAGCTCAAATCTGGTACT
GCTTCTGTCGTTTGCCTCCTGAACAACTTCTATCCGCGTGAAGCGAAAGTCCAGTGGAAAGTCGACAACGCACTC
CAGTCTGGTAACTCTCAGGAATCTGTGACCGAACAGGACTCCARAGACTCCACCTACTCTCTGTCTAGCACCCTG
ACTCTGTCCAAAGCAGACTACGAGAAACACARAGTGTACGCTTGCGAAGTTACCCATCAGGGTCTGAGCTCTCCG
GTTACCAAATCCTTTAATAGAGGGGAGTGTGGTGGCGGTGGCAGTGGTGGTGGAGGT TCCGGAGGTGGCGGTTCA
GACATACAAATGACCCAGAGTCCTTCATCGGTATCCGCGTCCGTTGGCGATAGGGTGACTATTACATGTCAAAGC
TCTCCTAGCGTCTGGAGCAATTTTCTATCCTGGTATCAACAGAAACCGGGGAAGGCTCCAAAACTTCTGATTTAT
GAAGCCTCGAAACTCACCAGTGGAGTTCCGTCAAGATTCAGTGGCTCTGGATCAGGGACAGACTTCACGTTGACA
ATCAGTTCGCTGCAACCAGAGGACTTTGCGACCTACTATTGTGGTGGAGGTTACAGTAGCATAAGTGATACGACA
TTTGGGTGCGGTACTAAGGTGGARATCAAACGTACCTAA

b) DNA encoding Light chain A26-645(gl4) (SEQ ID NO:24)

GATATCCAGATGACCCAGAGCCCAAGCAGTCTCTCCGCCAGCGTAGGCGATCGTGTGACTATTACCTGTCGTGCA
ACCCAGAGCATCTACAACGCTCTGGCTTGGTATCAGCAGARACCGGGTAAAGCGCCAARACTCCTGATCTACAAC
GCGAACACTCTGCATACTGGTGTTCCGTCTCGTTTCTCTGCGTCTGGTTCTGGTACGGACTCTACTCTGACCATC
TCCTCTCTCCAGCCGGAAGATTTCGCGACCTACTACTGCCAGCAGTACTACGATTACCCACTGACGTTTGGTGGT
GGTACCAAAGTTGAGATCAAACGTACGGTTGCAGCTCCATCCGTCTTCATCTTTCCACCGTCTGACGAACAGCTC
AAATCTGGTACTGCTTCTGTCGTTTGCCTCCTGAARCAACTTCTATCCGCGTGAAGCGAAAGTCCAGTGGAAAGTC
GACAACGCACTCCAGTCTGGTAACTCTCAGGAATCTGTGACCGARCAGGACTCCARAGACTCCACCTACTCTCTG
TCTAGCACCCTGACTCTGTCCAAAGCAGACTACGAGAAACACAAAGTGTACGCTTGCGAAGTTACCCATCAGGGT
CTGAGCTCTCCGGTTACCAAATCCTTTAATAGAGGGGAGTGTGGTGGCGGTGGCAGTGGTGGTGGAGGTTCCGGA
GGTGGCGGTTCAGACATACAAATGACCCAGAGTCCTTCATCGGTATCCGCGTCCGTTGGCGATAGGGTGACTATT
ACATGTCAAAGCTCTCCTAGCGTCTGGAGCAATTTTCTATCCTGGTATCAACAGARACCGGGGARGGCTCCARAA
CTTCTGATTTATGAAGCCTCGAAACTCACCAGTGGAGT TCCGTCAAGATTCAGTGGC TCTGGATCAGGGACAGAC
TTCACGTTGACAATCAGTTCGCTGCAACCAGAGGACTTTGCGACCTACTATTGTGGTGGAGGT TACAGTAGCATA
AGTGATACGACATTTGGGTGCGGTACTAAGGTGGAAATCAAACGTACCTAR
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Figure 7
a) DNA encoding Heavy chain A26-645(gH5) including B72.3 leader sequence (SEQ 1D
NO:25)

ATGGAATGGTCCTGGGTCTTCCTGTTTTTCCTTTCTGTCACAACCGGGGTGCACAGCGAGGTGCAGCTCGTCGAG

TCTGGAGGCGGGCTTGTCCAGCCTGGAGGGAGCCTGCGTCTCTCTTGTGCAGCAAGCGGTTTCACGTTCACCAAC
TACGGTATCCACTGGATTCGTCAGGCACCAGGTAAAGGTCTGGAATGGGTAGCCTCTATCTCTCCGTCTGGTGGT
CTGACGTACTACCGTGACTCTGTCAARAGGTCGTTTCACCATCTCTCGTGATGACGCGAAAAACTCTCCGTACCTG
CAGATGAACTCTCTGCGTGCAGAAGATACCGCAGTGTACTACTGCGCTACTGGTGGTGAAGGTATCTTCGACTAC
TGGGGTCAGGGTACCCTGGTAACTGTCTCAAGCGCTTCTACAAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCC
TCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTG
TCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTCTGGACTCTACTCC
CTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCC
AGCAACACCAAGGTGGACAAGAAAGTTGAGCCCAAATCTTGTTCCGGAGGTGGCGGTTCCGGAGGTGGCGGTACC
GGTGGCGGTGGATCCGAAGTCCAGCTGCTTGAATCCGGAGGCGGACTCGTGCAGCCCGGAGGCAGTCTTCGCTTG
TCCTGCGCTGTATCTGGAATCGACCTGAGCAATTACGCCATCAACTGGGTGAGACAGGCACCTGGGARATGCCTC
GAATGGATCGGCATTATATGGGCTAGTGGGACGACCTTTTATGCTACATGGGCGAAGGGTAGATTCACAATCTCA
CGGGATAATAGTAAGAACACAGTGTACCTGCAGATGAACTCCCTGCGAGCAGAGGATACCGCCGTTTACTATTGT
GCTCGCACTGTCCCAGGTTATAGCACTGCACCCTACTTTGATCTGTGGGGGCAGGGCACTCTGGTCACCGTCTCG
AGTTGA

b) DNA encoding Heavy chain A26-645(gHS) (SEQ ID NO:26)
GAGGTGCAGCTCGTCGAGTCTGGAGGCGGGCTTGTCCAGCCTGGAGGGAGCCTGCGTCTCTCTTGTGCAGCARGC
GGTTTCACGTTCACCAACTACGGTATCCACTGGATTCGTCAGGCACCAGGTARAGGTCTGGARATGGGTAGCCTCT
ATCTCTCCGTCTGGTGGTCTGACGTACTACCGTGACTCTGTCAAAGGTCGTTTCACCATCTCTCGTGATGACGCG
AAARAACTCTCCGTACCTGCAGATGAACTCTCTGCGTGCAGAAGATACCGCAGTGTACTACTGCGCTACTGGTGGT
GAAGGTATCTTCGACTACTGGGGTCAGGGTACCCTGGTAACTGTCTCAAGCGCTTCTACAAAGGGCCCATCGGTC
TTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTC
CCCGRACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCT TCCCGGCTGTCCTACAG
TCCTCTGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCT TGGGCACCCAGACCTACATCTGC
AACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAAAGTTGAGCCCAAATCTTGTTCCGGAGGTGGCGGT
TCCGGAGGTGGCGGTACCGGTGGCGGTGGATCCGAAGTCCAGCTGCTTGAATCCGGAGGCGGACTCGTGCAGCCC
GGAGGCAGTCTTCGCTTGTCCTGCGCTGTATCTGGAATCGACCTGAGCAAT TACGCCATCARCTGGGTGAGACAG
GCACCTGGGARATGCCTCGAATGGATCGGCATTATATGGGCTAGTGGGACGACCTTTTATGC TACATGGGCGAAG
GGTAGATTCACAATCTCACGGGATAATAGTARGAACACAGTGTACCTGCAGATGAACTCCCTGCGAGCAGAGGAT
ACCGCCGTTTACTATTGTGCTCGCACTGTCCCAGGTTATAGCACTGCACCCTACTTTGATCTGTGGGGGCAGGGC
ACTCTGGTCACCGTCTCGAGTTGA
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Figure §
a) DNA encoding Light chain A26-645(gL4) including B72.3 leader sequence (SEQ ID
NO:27)

ATGTCAGTTCCCACACAGGTGCTGGGCCTGCTTCTGTTGTGGCTCACCGATGCTAGGTGTGATATCCAGATGACC

CAGAGTCCAAGCAGTCTCTCCGCCAGCGTAGGCGATCGTGTGACTATTACCTGTCGTGCAACCCAGAGCATCTAC
AACGCTCTGGCTTGGTATCAGCAGAAACCGGGTAAAGCGCCARAAACTCCTGATCTACAACGCGAACACTCTGCAT
ACCGGTGTTCCGTCTCGTTTCTCTGCGTCTGGTTCTGGTACGGACTCTACTCTGACCATCTCCTCTCTGCAGCCG
GAAGATTTCGCGACCTACTACTGCCAGCAGTACTACGATTACCCACTGACGTTTGGTGGTGGTACCAAAGTTGAG
ATCAAACGTACGGTGGCTGCACCATCTGTCTTCATCTTCCCCCCATCTGATGAGCAGTTGAAGTCTGGCACTGCC
TCTGTTGTGTGCCTGCTGAATAACTTCTACCCTAGAGAGGCCAAAGTCCAGTGGAAGGTGGATAACGCCCTTCAA
TCCGGAAACTCCCAGGAGAGTGTCACTGAGCAGGACTCAAAGGACTCCACCTATAGCCTTAGCAGCACACTGACA
CTGAGCAAGGCTGACTACGAGAAACACAAGGTCTACGCCTGCGAAGTGACACATCAAGGCCTGAGCTCACCCGTG
ACAAAGAGCTTTAACAGGGGAGAGTGTGGTGGAGGTGGCTCTGGCGGTGGTGGCTCCGGAGGCGGAGGAAGCGAC
ATCCAGATGACCCAGAGCCCTTCCTCTGTAAGCGCCAGTGTCGGAGACAGAGTGACTATTACCTGCCARAGCTCC
CCTTCAGTCTGGTCCAATTTTCTATCCTGGTACCAGCAAAAGCCCGGARAGGCTCCTAAATTGCTGATCTACGAA
GCAAGCAAACTCACCAGCGGCGTGCCCAGCAGGTTCAGCGGCAGTGGGTCTGGAACTGACTTTACCCTGACAATC
TCCTCACTCCAGCCCGAGGACTTCGCCACCTATTACTGCGGTGGAGGTTACAGTAGCATAAGTGATACGACATTT
GGATGCGGCACTAAAGTGGAAATCAAGCGTACCTGA

b) DNA encoding Light chain A26-645(gL4) (SEQ ID NO:28)
GATATCCAGATGACCCAGAGTCCAAGCAGTCTCTCCGCCAGCGTAGGCGATCGTGTGACTATTACCTGTCGTGCA
ACCCAGAGCATCTACAACGCTCTGGCTTGGTATCAGCAGARACCGGGTARAAGCGCCAAAACTCCTGATCTACAAC
GCGAACACTCTGCATACCGGTGTTCCGTCTCGTTTCTCTGCGTCTGGTTCTGGTACGGACTCTACTCTGACCATC
TCCTCTCTGCAGCCGGAAGATTTCGCGACCTACTACTGCCAGCAGTACTACGATTACCCACTGACGTTTGGTGGT
GGTACCAAAGTTGAGATCAAACGTACGGTGGCTGCACCATCTGTCTTCATCTTCCCCCCATCTGATGAGCAGTTG
AAGTCTGGCACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTACCCTAGAGAGGCCRAAAGTCCAGTGGAAGGTG
GATAACGCCCTTCAATCCGGAAACTCCCAGGAGAGTGTCACTGAGCAGGACTCARAGGACTCCACCTATAGCCTT
AGCAGCACACTGACACTGAGCAAGGCTGACTACGAGAAACACAAGGTCTACGCCTGCGAAGTGACACATCAAGGC
CTGAGCTCACCCGTGACAAAGAGCTTTAACAGGGGAGAGTGTGGTGGAGGTGGCTCTGGCGGTGGTGGCTCCGGA
GGCGGAGGAAGCGACATCCAGATGACCCAGAGCCCTTCCTCTGTAAGCGCCAGTGTCGGAGACAGAGTGACTATT
ACCTGCCAAAGCTCCCCTTCAGTCTGGTCCAATTTTCTATCCTGGTACCAGCAARAGCCCGGARAAGGCTCCTARAA
TTGCTGATCTACGAAGCAAGCAAACTCACCAGCGGCGTGCCCAGCAGGTTCAGCGGCAGTGGGTCTGGAACTGAC
TTTACCCTGACAATCTCCTCACTCCAGCCCGAGGACTTCGCCACCTATTACTGCGGTGGAGGTTACAGTAGCATA
AGTGATACGACATTTGGATGCGGCACTAAAGTGGAAATCAAGCGTACCTGA
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Figure 9
A

Specific binding of A26Fab-Fv in 5% HSA
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Figure 10
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Figure 11
A

Inhibition of OX40L binding to human activated
CD4'0X40™ T cells by A26 Fab-Fv
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Figure 12

A A26 Fab-Fv inhibits a human missed lymphocyte reaction

709 ECqy = 0.56 M
60+

50- I
40+
30+

® A26 Fab-Fv
m  Ctrl Fab-Fv

% inhibition of proliferation

-3 0.01 0.1 1 10 100 1000
Antibody concentration (nM)

B A26 Fab-Fv inhibits IFN-y production during a human MLR
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Figure 14A
A26 Fab-Fv administered prior to cell transfer dose dependently inhibits CD4" T cell

proliferation in the Hu-NSG model
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Figure 14B
A26 Fab-Fv administered prior to cell transfer dose dependently inhibits CD8" T cell

proliferation in the Hu-NSG model
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Figure 14C
A26 Fab-Fv administered prior to cell transfer dose dependently inhibits CD4™ T cell
proliferation in the Hu-NSG model
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Figure 14D
A26 Fab-Fv administered prior to cell transfer dose dependently inhibits CD4" T cell

proliferation in the Hu-NSG model
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