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SEQUENCE LISTING 

<110> 	Crucell Holland B.V. 
Radosevic, 	Katarina 
widjojoatmodjo, Myra 
Custers, 	Jerome 
Vellinga, 	Jort 

<120> 	Vaccine against RSV 

<130> 	0200 EP P00 PRI 

<160> 	2 

<170> 	Patentln version 3.3 

<210> 	1 
<211> 	574 
<212> 	PRT 
<213> 	respiratory syncytial virus 

<220> 
<221> 	RSV F protein (A2 strain) 
<222> 	(1)..(574) 

<400> 	1 

Met Glu Leu Leu Ile Leu Lys Ala Asn Ala Ile Thr Thr Ile Leu Thr 
1 	 5 10 15 

Ala Val Thr Phe Cys Phe Ala Ser Gly Gln Asn Ile Thr Glu Glu Phe 
20 25 30 

Tyr Gln Ser Thr cys Ser Ala Val Ser Lys Gly Tyr Leu Ser Ala Leu 
35 40 45 

Arg Thr Gly Trp Tyr Thr Ser val Ile Thr Ile Glu Leu Ser Asn Ile 
50 55 60 

Lys Lys Asn Lys Cys Asn Gly Thr Asp Ala Lys Ile Lys Leu Ile Lys 
65 	 70 75 80 

Gln Glu Leu Asp Lys Tyr Lys Asn Ala Val Thr Glu Leu Gln Leu Leu 
85 90 95 

Met Gln Ser Thr Pro Ala Thr Asn Asn Arg Ala Arg Arg Glu Leu Pro 
100 105 110 

Arg Phe Met Asn Tyr Thr Leu Asn Asn Ala Lys Lys Thr Asn val Thr 
115 120 125 

Leu Ser Lys Lys Arg Lys Arg Arg Phe Leu Gly Phe Leu Leu Gly val 
130 135 140 

Gly Ser Ala Ile Ala Ser Gly Val Ala val Ser Lys val Leu His Leu 
145 	 150 155 160 
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Glu Gly Glu Val Asn Lys Ile Lys Ser Ala Leu Leu Ser Thr Asn Lys 

165 170 175 

Ala val val Ser Leu Ser Asn Gly Val Ser Val Leu Thr Ser Lys Val 
180 185 190 

Leu Asp Leu Lys Asn Tyr Ile Asp Lys Gln Leu Leu Pro Ile Val Asn 
195 200 205 

Lys Gln Ser Cys Ser Ile Ser Asn Ile Glu Thr Val Ile Glu Phe Gln 
210 215 220 

Gln Lys Asn Asn Arg Leu Leu Glu Ile Thr Arg Glu Phe Ser Val Asn 
225 230 235 240 

Ala Gly Val Thr Thr Pro val Ser Thr Tyr Met Leu Thr Asn Ser Glu 
245 250 255 

Leu Leu Ser Leu Ile Asn Asp Met Pro Ile Thr Asn Asp Gln Lys Lys 
260 265 270 

Leu Met Ser Asn Asn val Gln Ile val Arg Gln Gln Ser Tyr Ser Ile 
275 280 285 

Met Ser Ile Ile Lys Glu Glu Val Leu Ala Tyr Val val Gln Leu Pro 
290 295 300 

Leu Tyr Gly val Ile Asp Thr Pro Cys Trp Lys Leu His Thr Ser Pro 
305 310 315 320 

Leu Cys Thr Thr Asn Thr Lys Glu Gly Ser Asn Ile Cys Leu Thr Arg 
325 330 335 

Thr Asp Arg Gly Trp Tyr Cys Asp Asn Ala Gly Ser Val Ser Phe Phe 
340 345 350 

Pro Gln Ala Glu Thr Cys Lys val Gln Ser Asn Arg val Phe cys Asp 
355 360 365 

Thr Met Asn Ser Leu Thr Leu Pro Ser Glu val Asn Leu Cys Asn Val 
370 375 380 

Asp Ile Phe Asn Pro Lys Tyr Asp Cys Lys Ile Met Thr Ser Lys Thr 
385 390 395 400 

Asp Val Ser Ser Ser val Ile Thr Ser Leu Gly Ala Ile Val Ser Cys 
405 410 415 

Tyr Gly Lys Thr Lys Cys Thr Ala Ser Asn Lys Asn Arg Gly Ile Ile 
420 425 430 
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Lys Thr Phe Ser Asn Gly Cys Asp Tyr val Ser Asn Lys Gly val Asp 

435 	 440 	 445 

Thr val Ser val Gly Asn Thr Leu Tyr Tyr Val Asn Lys Gln Glu Gly 
450 	 455 	 460 

Lys Ser Leu Tyr val Lys Gly Glu Pro Ile Ile Asn Phe Tyr Asp Pro 
465 	 470 	 475 	 480 

Leu val Phe Pro Ser Asp Glu Phe Asp Ala Ser Ile Ser Gln val Asn 
485 	 490 	 495 

Glu Lys Ile Asn Gin Ser Leu Ala Phe Ile Arg Lys Ser Asp Glu Leu 
500 	 505 	 510 

Leu His Asn val Asn Ala Val Lys Ser Thr Thr Asn Ile Met Ile Thr 
515 	 520 	 525 

Thr Ile Ile Ile val Ile Ile val Ile Leu Leu ser Leu Ile Ala val 
530 	 535 	 540 

Gly Leu Leu Leu Tyr Cys Lys Ala Arg Ser Thr Pro val Thr Leu Ser 
545 	 550 	 555 	 560 

Lys Asp Gln Leu Ser Gly Ile Asn Asn Ile Ala Phe Ser Asn 
565 	 570 

<210> 	2 
<211> 	1722 
<212> 	DNA 
<213> 	respiratory syncytial virus 

<220> 
<221> 	codon optimized sequence encoding RSV F protein (A2 strain) 
<222> 	(1)..(1722) 

<400> 	2 
atggaactgc tgatcctgaa ggccaacgcc atcaccacca tcctgaccgc cgtgaccttc 60 

tgcttcgcca gcggccagaa catcaccgag gaattctacc agagcacctg tagcgccgtg 120 

tccaagggct acctgagcgc cctgcggacc ggctggtaca ccagcgtgat caccatcgag 180 

ctgagcaaca tcaaaaagaa caagtgcaac ggcaccgacg ccaaaatcaa gctgatcaag 240 

caggaactgg acaagtacaa gaacgccgtg accgagctgc agctgctgat gcagagcacc 300 

cccgccacca acaaccgggc cagacgggag ctgccccggt tcatgaacta caccctgaac 360 

aacgccaaaa agaccaacgt gaccctgagc aagaagcgga agcggcggtt cctgggcttc 420 

ctgctgggcg tgggcagcgc cattgctagc ggagtggctg tgtctaaggt gctgcacctg 480 

gaaggcgaag tgaacaagat caagtccgcc ctgctgagca ccaacaaggc cgtggtgtcc 540 

ctgagcaacg gcgtgtccgt gctgaccagc aaggtgctgg atctgaagaa ctacatcgac 600 

aagcagctgc tgcccatcgt gaacaagcag agctgcagca tcagcaacat cgagacagtg 660 
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ZZLT DP P371011076 D1P1PPDPPD 1PD66D6P61 D6PDDP66PP 

089T DD163DDE.6 1.61DDDDPDD 1.66DDD66pp D6app161D6 1D61DD6661 Eop6ple61D 

OZ9T Dp161D61DD appl6D1pD1 p616D1pplp D1PPDPDDPD 1P61PD11?P PDDPDDPDD1 

09ST 6pp646iD61 pu6161upDu )6136136p6 DP6D6P6PPP 6PD1PD11DD 661Dp6p6pD 

OOST DPPD1P6PP6 P6DPPD16bP DD6PD1PD6P Dp6Dp6D11.6 P6DP6D6PDD DD1161661D 

OPVT DDDDP6DPaD 11DPPD1PDI. PDDD6P6D66 6PP616DP16 1DD6P6PPD6 6PPE6PDPPP 

08E-1 Dpu616DpaD P161DDDPDP P3666;6771 616DDPDP66 16D666PPDP ppD1616DE1 

OZET DP6361D66D PPD6PD11DD P6PPD1PDaP D6666DDPP6 PPDPPD6PDD 6DDPD616PP 

09ZT DDP6PPD66D P1361DD161 6D1PDD6D66 blDDDIODPD 1p6a6DDI.D6 pD31616DE6 

0OZT DDP6PPDD1D Dp61-epau6E up61Dpeopl 6PP1DDDPPD 11D1PDP661 6DEED6164D 

0.17TT DPP6166P6D 6PDDD61DDD P61DD6PDPP 61PDDPDP6D 6171161666 DDETD6P6PD 

080T 6466yep6lp DE6e6DDETE DEDDlalill p31616D6ED 66DD6applp 6361Dp1661 

OZOT )6666DDE.6D Dp66DpDp61 DD6131.PDPP DETD666PEIP PPDDPDPPDD PDDPD61.61.D 

096 DDDD6PDDPD PD61D6PP66 1D613DDDDP DP6D1P516D 66DP61DDD D6aD6pD616 

006 616Dplop66 1761.66E6EE 6.PPPD1PD1P DD1.61PD1PD D1DP1D6P6P D6PD66D616 

O179 D1p6pD616D PPDPPD6P61 P61D6PPPPP 6PDDP6DPPD DPD1P3DD61 PDP6DPPD1P 

08L 61.DD6u61D6 ap6p6D6pDp PDDP6lD61P DP1DDPDD16 1.6DDDDDPDD P616D66DD6 

OZL DPP616D6PD 116P6D6DDD PD1PPP664D 64766DDPPD PP6PP6PD6P DD1a6P6D1P 

Lbas-Rop 


