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Ala ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr phe Thr

20 25 30
Asn Tyr Gly met Asn Trp val Arg 6¢In Ala Pro Gly Gin Gly Leu
35 40 45

Glu Trp Met Gly Trp Ile asn Thr Tyr Thr Gly Glu Thr Thr Tyr
50 35 60

Ala Asp Asp Phe Lys Gly Arg Phe val Phe Ser Leu Asp Thr Ser
65 70 75

val ser Thr Ala Tyr Leu GIn Ile Ser Ser iteu Lys Ala Glu Asp

80 85 30
Thr aAla val Tyr Tyr Cys Glu Arg Glu Gly Gly val Asn Asn Trp
95 100 105
Gly ¢1n Gly Thr Leu val Thr val ser ser '
110 115
<210> 3 ‘
<211> 31
<212> PRT

<213> Artificial sequence

<220
<223> Sequence s synthesized (FR3 from VH acceptor human framework)

<400> 3
Arg pPhe val Phe Seg Ley Asp Thr Ser va'l Ser Thr Ala Tyr Leu
1 15

GIn ITe Ser Ser Leu Lys Ala Glu Asp Thr Ala val Tyr Tyr Cys
20 25 30

Ser

<210> 4
<211> 32
<21Z> PRT .
<Z213» artificial secuence

<220
<223» Sequence is synthesized (FR3 from VH acceptor human framework)

<400> 4
Arg Phe val Pha-Seg Leu Asp Thr Ser ng Ser Thr aAla Tyr Leu
i 15

Gin Tle sSer sSer Leu Lys ala Glu Asp Thr Ala val Tyr Tyr Cys
20 25 i 30
Ser APrg

<210> 5

<211> 10

<212> PRT

<213> Artificial sequence

<220>
«223> Seguence s synthesized (FR4 from VL acceptor human framework)

<400> 5
rhe Gly Glin Gly Thg Lys val Giu Ile L{g
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<210 ©

<Z211> 107

<Z212> PRT

<213> Artificial sequence

<220
<223> variable tight chain domain of modified humanized anti-Factor & Fab 238

<400> 6
Asp Ile GlIn val Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser val
£ L

3 10 15
Gly Asp Arg val Thr Ile Thr Cys Ile Thr Ser Thr Asp Ile Asp
20 25 30
Asp Asp Met Asn Trp Tyr Gin Gln Lys Pro Gly Lys val Pro Lys
35 - . ‘ 40 45
Leu Leu Ile Ser Gly Gly Asn Thr Leu Arg Pro Gly val Pro Ser
50 55 60
Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile
65 70 75
Ser Ser Leu GIn Pro Glu Asp val Ala Thr Tyr Tvr Cys Leu Gln
80 85 90
Ser Asp Ser Leu Pro Tyr Thr Phe Gly Gln Gly Thr Lys val Glu
95 160 105
ITe Lys
<210> 7
<211> 107
<212> PRT
<213> Artificial sequence
<220> . . o
<223> variable light chain domain of modified humanized anti-factor D Fab 238-1
<400> 7 .
Asp 1le GIn val Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser val
1 5 10 15
Gly Asp arg val Thr Ile Thr Cys Ile Thr Ser Thr Asp ile-Asp
_ 20 25 30
ASp Asp Met Asn Trp Tyr Gln GIn Lys Pro Gly Lys val Pro Lys
35 40 45
teu Leu Ile Ser Gly Gly Asn Thr Leu Arg Pro Gly val Pro Ser
50 35 60
Arg Phe Ser Gly ser Gly Ser Gly Thr Asp Phe Thr Leu Thr ile
65 70 75
Ser Sser Leu Gin Pro Glu Asp val Ala Thr Tyr Tyr Cys Leu GIn
80 35 50

Ser Asp Ser teu Pro Tyr Thr Phe Gly GIn Gly Thr Lys val 6lu
95 100 105

ite Lys

<210> 8
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<211> 107

<Z212» PRT
<213> Artificial sequence

<220

P4188RIWO_PCTSequencelisting. txt

<223> variable 1ilght chain domain of modified humanized

<400> 8
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1 5
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<223> variable Tight chain domain of
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<213> Artificial sequence

<220
<223> variable light chain domain of modified humanized anti-Factor b Fab 238-4

<400> 10
Asp Ile GIn val Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser val
1

5 10 15
Gly Asp Arg val Thr ITe Thr Cys Ile Thr Ser Thr Asp Ile Asp
: 20 25 30
Asp Asp Met Ala Trp Tyr Gin GlIn Lys Pro Gly Lys val Pro Lys
35 40 _ 45
teu teu ITe Ser Gly Gly Asn Thr Leu Arg Pro Gly val Pro Ser
50 55 60
Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr teu Thr Ile
65 70 75
Ser Ser Leu GlIn Pro Glu Asp val ala Thr Tyr Tyr Cys Leu Glin
80 g5 g0
ser Asp Ser Leu Pro Tyr Thr Phe Gly GIn Gly Thr Lys Leu Glu
95 100 105
Ile Lys
<210> 11
<211> 107
<212> PRT
<213> Artificial seguence
<220»

<223> variable Tight chain domain of modified humanized anti-rFactor D Fab 238-5

<400> 11
Asp rle Gln val Thr Glin Ser Pro Ser Ser Leu Ser Ala Ser val
1 5 15

Giy Asp Arg val Thr I'le Thr Cys Ile Thr Ser Thr Asp Ile asp
20 25 30

ASp Asp Met Gln ng Tyr Gln GIn Lys Prg Gly tys val Pro Lys
4 45

Leu Leu Ile Ser Gly Gly Asn Thr Leuy Arg Pro Gly val pro Ser
50 55 60

Arg phe Ser Gly Ser Gly ser Gly Thr Asp Phe Thr Leu Thr Ile
65 70 75

Ser Ser iteu Gln Pro Glu Asp val Ala Thr Tyr Tyr Cys tLeu Gin
: 80 85 80

Ser Asp Ser Leu Pro Tyr Thr Phe Gly Gin Gly Thr Lys Leu Glu
95 100 105

1le Lys
<210> 12
<211> 107
<212> PRT
<213> Artificial seguence
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<220 '
<2?23> variable 1ight chain domain of modified humanized anti-Factor D Fab 238-6
<400> 12
Asp Ile GIn val Thr Gln Ser Pro Ser Ser teu Ser Ala Ser val

1 5 10 15

Gly asp Arg val Thr Ile Thr Cys Ile Thr Ser Thr Asp Ile Asp
20 25 30

Asp ASp Met Asn Trp Tyr Glin Gln Lys Pro Gly Lys val Pre Lys

35 40 45
Leu Leu Ile ser Gly Gly Ser Thr Leu Arg Pro Gly val Pro Ser
50 55 60
Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile
65 o 70 .. - : 75
Ser Ser lLeu Gln Pro Glu Asp val Ala Thr Tyr Tyr Cys Leu Gin
80 - 85 30
Ser Asp Ser Leu Pro Tyr Thr Phe Gly Gin Gly Thr Lys Leu Glu
95 100 105
Ele Lys
<210> 13
<211> 107
<212> PRT
«213> arvificial seguence
<220>

<223> variable Tight chain domain of mwodified humanized anti-Factor D Fab 238-7

<400> 13
Asp Ite GIn val Thr glIn Ser Pro Ser Seg Leu Ser Ala Ser val
1 5 1 15

Gly Asp Arg val Thr Ile Thr Cys Ile Thr Ser Thr Asp Ile Asp
20 25 30

ASD ASP Met Asn Trp Tyr Gin GIn Lys Pro Gly Lys val Pro Lys
35 40 45

Leu Leu ITe Ser Gly Gly Ala Thr Leu Arg Pro Gly val Pro Ser
50 55 B0

Arg Phe sar Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile
65 70 _ 75

ser ser Leu GIn Pro Glu Asp val Ala Thr Tyr Tyr Cys teu Gin
80 B5 90

Sar Asp Ser Leu Pro Tyr Thr Phe Gly GIn Gly Thr Lys Leu Glu
95 100 105

Ile Lys

<210> 14
<211> 107
<212> PRT
<Z13> Artificial sequence

220>
«223> variable Tight chain domain of modified humanized anti-ractor D Fab 238-8
Page 6
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<400> 14
Asp Ile Gin val Thg Gln Ser Pro Ser Sgg Ley Ser Ala Ser Vag
1 1

Gly Asp Arg val Thr ITe Thr Cys Ile Thr Ser Thr Asp ITe Asp
20 25 30

Asp Asp Met Asn Trp Tyr Gln GIn Lys Prg Gly Lys val Pro Lys
35 4 45

Leu Lau Ile Ser Gly Gly Asn Thr Leu Arg Pro Giy val Pro Ser
50 55 &0

Arg Phe ser Gly $Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile
65 70 75

ser ser Leu Gin Pro Glu Asp val ala Thr Tyr Tyr Cys Led Gln
80 85 a0

Ser Asp Ser Leu Pro Tyr Thr Phe Gly Gin Gly Thr Lys teu Glu
a5 100 105

Ile Lys

<210> 15

<211> 107

<212> PRT :
<213> Artificial sequence

<220
<223> variable Tight chain domain of modified humanized anti-Factor D Fab 238-9

<400> 15 '
Asp Ile Gln val Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser val
1 5 10 15

Gly Asp Arg val ng ITe Thr Cys Ile T?§ Ser Thr Asp Ile Asp
30

AsSp AsSp Mef Asn Trp Tyr GIn GIn Lys Pro Gly Lys val Pro Lys
35 40 45

Leu Leu Tle Ser Gly Gly asn Thr Leu Arg Pro Gly val Pro Ser
50 35 60

Arg Phe ser Gly ser Gly Ser Gly Thr asp Phe Thr Leu Thr Ile
65 ‘ 70 - 75
Sar Ser Leu Gln Pro Glu Asp val Ala Thr Tyr Tyr Cys Leu Gln
80 85 80

ser Asp Ser Leu Pro Tyr Thr phe Gly Gin Gly Thr Lys Leu Glu
95 100 165

rle Lys

<210> 16
<211> 107
<212> PRT
<213> Artificial sequence

<220
<223> variable light chain domain of modified humanized anti-Factor D Fab 238-10

<400 16
page 7
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Asp I'te Gin val Thg Gla Ser Pro Ser ser Leu Ser Ala Ser val
1 10 15

Gly Asp Arg val Thr Ile Thr Cys Ile Thr Ser Thr Asp Ile Asp
20 25 30

ASp Asp Met Asn Trp Tyr Gin Gin Lys Pro Gly Lys val Pro Lys
35 40 45

Leu Leu Ile Ser Gly Gly Ash Thr Leu Arg Pro Gly val Pro Ser
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile
65 70 75

Ser Ser Leu GIn Pro Glu Asp val Ala Thr Tyr Tyr Cvs Leu &1hn
80 85 © 90

Ser Asp Ser teu Pro Tyr Thr phe Gly Gln Gﬁy Thr Lys Leu Glu
a5 100 105

Ile Lys

<210> 17

<211> 107

<212> PRT

<213> Artificial sequence

<220
<223> variable Tight chain domain of modified humanized anti-rFactor D Fab 238-11

<400> 17
Asp ITe Glin val Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser val
1 5 . . i0 15

Gly Asp Arg val Thr Ile Thr Cys Ile Thr Ser Thr Asp Ile Asp

20 25 30
ASp Asp Met Asn Trp Tyr Gln Gln Lys Pro Giy'Lys val Pro Lys
35 40 45
Leu Leu ITe Ser Gly Gly Asn Thr Leu Arg Pro Gly val Pro Ser
50 55 60
Arg Phe ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile
65 : 70 75
ser ser Leu Gin Pro Glu Asp val Ala Thr Tyr Tyr Cys Leu Gn
80 85 %0
ser Asp Ser Leu Pro Tyr Thr Phe Gly Gln Gly Thr Lys Leu &lu
95 100 105
Ite Lys
«210> 18
<233i> 115
<Z212> PRT
<213> artificial sequence
<220> .
<223> variable heavy chain domain of modified humanized anti-Factor D Fab 238
<400> 18 '
GIn val ¢ln Leu val Gln Ser Gly Pro Glu Leu Lys Lys Pro Gly
i 5 10 15

Page 8



P41BBRIWC_PCTSequencelisting. txt

Ala ser val Lys val ser Cys Lys Ala Ser Gly Tyr Thr phe Thr

20 25 30
Asn Tyr Gly Met Asn Trp val Arg GlIn Ala Pro Gly GIn Gly Leu
35 40 45
Glu Trp Met Gly Trp Ile Asn Thr Tyr Thr Gly Giu Thr Thr Tyr
50 55 N 60
Ala Asp Asp Phe Lys Gly arg Phe val phe Ser Leu Asp Thr Ser
63 70 75
vaTl ser Thr Ala Tyr Leu Gin ITe Ser Ser Leu Lys Ala Glu Asp
80 85 90
Thr Ala val Tyr Tyr Cys Glu Arg Glu Gly Gly val Asn Asn Trp
g5 100 105
Gly GIn Gly Thr Leu val Thr val Ser Ser
110 ‘ 1i5
<210> 19
<211> 115
<212> PRT
<213> Artificial sequence
<220>

«<723> variable heavy chain domain of modified humanized anti-Factor D Fab 238-1
<400> 19

Glu val GIn Leu val Gln Ser Gly Pro Glu Leu Lys Lys Pro Gly
1 5 10 i5

ala ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr

20 25 30
Asn Tyr Gly Met Asn Trp val Arg Gin Ala pPro ¢ly Gin Gly Leu
35 40 . 45
Glu Trp Met Gly Trp ITe asn Thr Tyr Thr Gly Glu Thr Thr Tyr
50 55 60
Ala Asp Asp Phe Lys Gly Arg Phe val Phe Ser Leu Asp Thr ser
65 70 75
val ser Thr Ala Tyr Leu GIn Ile Ser Ser Leu Lys Ala Glu Asp
80 85 a0
Thr Ala val Tyr Tyr Cys Glu Arg GTu Gly Gly val Asn Asn Trp
g5 100 105
Gly ¢1n Gly Thr Leu val Thr val Ser Ser
110 115
<210> 20
<211> 1158
<Z212> PRT
<213> Artificial seqguence
<220>

<223» variable heavy chain domain of modified humanized anti~-Factor D rFab 238-2

<400> 20
Gin val Glin Leu Vag Gin Ser Gly Pro G}g Leu Lys Lys Pro Gly
1 15

Ala Ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr
Page 9



Asn
Glu
Ala
val
Thr
Gly

<210>
<211>
<212>
<Z13>

<220>
<223>

<406>

Tyr
Trp
ASD
Ser
Ala
Glin

21
135

Gly
Met
Asp
Thr
val

Gly

PRT‘ L.
artificial sequence

Met
Gly
Phe
Ala
Tyr

Thr

20

Asn
35

Trp

50

Lys
65

Tyr
BO

Tyr
- 85

Leu
110

P4188R1W0_PCT%ﬁ?uenceListing.txt

Trp val Arg Gln Ala Pro Gly Gin Gly Leu
40 45

Ile asn Thr Tyr Thr G6ly Glu Thr Thr Tyr

55 &0
Gly Arg Phe val pPhe Ser Leu Asp Thr Ser
70 75

Leu GIn Ile Ser Ser Leu Lys Ala Giu Asp
85 90

Cys Glu Arg Glu Gly Gly val Asn Asn Trp
' _ 100 . 105

val Thr val ser ser
115

variable heavy chain domain of modiFied humanized anti-Factor D Fab 238-3

21

GIn val Gln Leu val

1

Atla

Ash

Ser

Tyr

Glu Trp

ala Asp

val

Ser

Thr Ala

Gly G¢In

<Z10>
<211>
<212
<213>

<220>
<2Z23>

<40{>

22
115

va'l

Gly

Met

ASp

Thr

val

Gly

PRT_ L.
Artificial

Lys
vet
Gly
Phe

Ala

Tyr

Thr

5

GIn Ser Gly Pro Glu Leu Lys Lys Pro Gly
i0 15

val Ser Cys Lys Ala Ser Gly Tyr Thr pPhe Thr
20 25 30
Asn Trp val Arg 61n Ala pro Gly Gin Gly teu
35 40 45
Trp Ile aAsn Thr Tyr Thr Gly Glu Thr Thr Tyr
59 55 60
Lys Gly Arg pPhe val phe Ser Leu Asp Thr Ser
65 70 75
Tyr Leu Gin ITe Ser Ser Leu Lys Ala Glu Asp
80 85 90
Tyr Cys Glu Arg Glu Gly Gly val Asn Asn Trp
a5 100 105
teu Val Thr val Ser ser
110 115
sequences

variable heavy chain domain of modified humanized anti-rFacter D FAB 238-4

22

Gln val Gin Leu vag Gin ser Gly Pro GTu Leu Lys Lys Pro Gly
1 is

Ala ser val Lys V%g Ser Cys Lys Ala SSE Gly Tyr Thr pha Thr

10

30
rage 10



P41BBRIWO_PCTSequenceListing. txt
Asn Tyr Gly Met Asn Trp val Arg Gln A13 Pro Gly GlIn Gly Leu
4

35 45
Glu Trp Met Gly Trp Ile Asn Thr Tyr Thr Gly Glu Thr Thr Tyr
50 55 60
&la Asp Asp Phe Lys Gly Arg phe Val Phe Ser teu Asp Thr Ser
65 70 75
val ser Thr aAla Tyr Leu Gin Ile Ser Ser Leu Lys Ala Glu Asp
80 85 90
Thr Ala val Tyr Tyr Cys Glu Arg Glu Gly Gly val Asn Asn Trp
95 100 105
Gly GIn Gly Thr teu val thr val ser Ser
110 115
«<210» 23
<211> 115
<212> PRT )
<213» arvificial sequence
<2 20>

<223> variable heavy chain domain of modified humanized anti-rFactor D Fab 238-5

<400> 23
Gin val G&In Lteu val GIn Sser Gly pro Gig Ley Lys Lys Pro Gly
5 1

1 5 5
Ala Ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr
20 25 30
Asn Tyr Gly Met Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu
‘ 35 40 45
Glu Trp met Gly Trp Ite Asn Thr Tyr Thr Gly Glu Thr Thr Tyr
50 55 60
Ala Asp Asp Phe Lys Gly Arg Phe val Phe Ser Leu Asp Thr Ser
65 70 75
val ser Thr Ala Tyr teu GIn Ile Ser Ser teu Lys Ala Glu Asp
80 - 85 90
Thr aAla val Tyr Tyr Cys Glu Arg Glu Gly Gly val Asn Asn Trp
95 100 105
Gly GIn Gly Thr Leu val Thr val Ser ser
110 115
<210> 24
<Z11l» 115
<212> PRT
<213> Artificial sequence
<220>

<223> variable heavy chain domain of modified humanized anti-rFactor D rab 738-6

<400> 24

Gin val GIn Leu val Gln Ser Gly Pro Glu teu Lys Lys Pro Gly
1 5 10 15

Ala ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr
20 25 30

Asn Tyr Gly Met Asn Trp val Arg Gln Ala pro Gly Gin Gly Leu
35 40 45
Page 11
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Glu Trp Met Gly ng Iie Asn Thr Tyr ng Gly Glu Thr Thr Tyr

60
Ala Asp Aﬁp'Phe Lys Gly Arg Phe val Phe Ser Leu Asp Thr Ser
65 70 75
val ser Thr Ala Tyr Leu GIn Ile Ser Ser Leu Lys Ala Glu Asp
80 85 a0
Thr ala val Tyr Tyr Cys Glu Arg Glu Gly Gly val Asn Asn Trp
a5 100 105
Gly Gin Gly Thr Leu val Thr val Ser 3er
) 110 115
<210> 25
<2%1> 115
<212> PRT :
<213> Artificial sequence
<220

<223> variable heavy chain domain of modified humanized anti-Factor D Fab 238-7

<400> 25
GIn val ¢In Leu Va; Gin Ser Gly Pro Glu Leu Lys Lys Pro Gly
1

10 15
Ala Ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr
- 20 25 30
Asn Tyr Gly Met Asn Trp val Arg 6in Ala Pro Gly GlIn Gly Leu
35 40 45
Glu Trp Met Gly Trp ITe Asn Thr Tyr Thr Gly Glu Thr Thr Tyr
50 55 60
Ala Asp Asp Phe Lys Gly Arg Phe val pPhe ser Leu Asp Thr Ser
65 70 75
val Ser Thr Ala Tyr Leu Gin Ile Ser Ser Leu Lys Ala Glu Asp
80 85 80
Thr Ala. val Tyr Tyr Cys Glu Arg Glu Gly Gly val Asn Asn Trp
95 100 105
Gly GIn Gly Thr teu val Thr val ser Ser
- 110 115
<210> 26
<211> 115
<212> PRT
<213> Artificial sequence
<220>

<223> variable heavy chain domain of modified humanized anti-Factor D Fab ?38-8

<400> 26
GIn val Gin Leu Vag Gln Ser Gly Pro G}g Leu Lys Lys Pro Gly
1 15

Ala ser val Lys val Ser Cys Lys Ala Ser Gly Tvr Thr phe Thr
20 25 30

Asn Tyr Gly Met Asn Trp val Arg Gin Ala Pro Gly GIn Gly Leu
35 . 40 45

Glu Trp Met Gly Trp Ite Asn Thr Tyr Thr Gly Glu Thr Thr Tyr
Page 12
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5

50 60
Ala Asp Asp Phe Lys Gly Arg Phe val Phe Ser teu Asp Thr Ser
65 70 75
val Ser Thr Ala Tyr Leu GlIn ITe Ser Ser Leu Lys Ala Glu Asp
80 85 90
Thr Ala val Tyr Tyr Cys Glu Arg Glu Gly Gly val Ala Asn Trp
95 160 105
Gly GIn Gly Thr Leu val Thr val ser ser
110 115
<210> 27
<21t> 115
<212> PRT

<213> Artificial sequence

<220>
<223»> variable heavy chain domain of modified humanized anti-Factor D Fab 238-9

<400> 27

GIn val 6In Leu val Gln Ser Gly Pro Glu Leu tys Lys Pro Gly
1 5 10 15

Ala ser val Lys val Ser Cys Lys Ala ser Gly Tyr Thr Phe Thr

- 20 25 30
Asn Tyr Gly Met Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu
35 40 45
Glu Trp Met Gly Trp TTe Asn Thr Tyr Thr G?y'G?u Thr Thr Tyr
50 55 60
Ala Asp Asp)Phe Lys Gly Arg Phe val Phe Ser Leu Asp Thr ser
65 70 75
val ser Thr Ala Tyr teu Gln Ile Ser Ser Leu itys Ala Glu Asp
80 85 30
Thr Ala val Tyr Tyr Cys Glu Arg Glu Gly Gly val GlIn Asn Trp
g5 _ 100 105
Gly GlIn Gly Thr Leu val Thr val Ser ser
110 115
<210> 28
<211> 115
<212> PRT i
<213> Artificial sequence
<220>

<223> variable heavy chain domain of modified humanized anti-rFactor D Fab 238-10

<400> 28
¢Tn val Glin Leu Vaé Gln Ser Gly Pro Glu Leu Lys Lys Pro Gly
1

10 15

Ala ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr
20 25 30

Asrt Tyr Gly Met Asn Trp val Arg G1n Ala Pro Gly GIn Gly Leu
35 4G 45

Glu Trp Met Gly ng Ile Asn Thr Tyr Thg Gly &lu Thr Thr Tyr
5 60

Page 13



Ala Asp Asp Phe L%g

val ser Thr Ala Tyr
80

Thr aAla val Tyr Tyr
95

Gly @ln Gly Thr Leu

<210>

29

<21i> 115
PRT
Artificial seguence

<2i2>
<213>

<2 20>
<223>

<A00>
Gln
1

Ala
Asn
Glu
Ala
val
Thr
Gly

<210
<211>
<212>
<213

<220>
<223

<400

Ile Thr Ser Thr Asp Ile Asp
5

<210>
<Z11>

110

variable heavy

29
val

Ser
Tyr
Trp
ASP
Ser
Ala
Gin

30
11
PRT

Gln Leu val
5

val
Gly
Met
ASp
Thr
val

Gly

LysS
Met
Gly
Phe
Ala
Tyr

Thr

val
20

Asn
35

Trp
50
Lys
65

Tyr
80

Tyr
95

Leu
110

PATRBRIWO_PCTSequenceListing.txt
Gly Arg Phe val phe Ser Leu Asp Thr Ser

75

teu Gin Ile Ser Ser Leu Lys Ala &lu Asp
85 30

Cys

val

Glu Arg

Thr val

chain doman

ein
Ser
Trp
Ile
Gly
Leu
Cys

val

ser Gly

Cys Lys
val Arg
Asn Thr
Arg Phe
Gin Ile
Glu Arg

Thr val

Artiticial sequence

HVR-1.1 of #3111 and 238

30

31
11

<212> PRT
Artificial sequence

<213>

<220>
<223>

<400

Ile Thr ser Thr Asp Ile Asp
5

Glu Gly
100

sar ser
115

Gly

of modified

Pro Giu
10

Ala Ser
25

Gin Ala
40

Tyr Thr

55

val Phe

Ser Ser
B85

Glu Gly
100

Ser ser
115

Leu
Gly
Pro
Galy
Sep
Leu

Gly

to 238-1, 238-6

ASD ASp Met Asn
10

val Asn Ala Trp
105

humanized anti-Factor D Fab 238-11
Lys Lys Pro Gly

’ 15
Tyr Thr Phe Thr

30

Gly GIn Gly Leu
45

Glu Thr Thr Tyr

80
Leu Asp Thr Ser

75
Lys Ala Glu Asp

90
val Asn Gin Trp

105
o 238-11

HVR~L1 of modified humanized anti-Factor D Fab 238-2

31

Page 14

ASD ASp Leu Asn
10



P418BRIWO_PCTSequencelisting. txt

<210> 32

211> 11

<212> PRT

<213> Artificial sequence

<220>
<223> HVR~L1 of modified humanized anti-Factor 0O Fab 238-3

<400> 32
ITe Thr Ser Thr Asg Ile Asp Asp Asp 118 Asn
1

<210> 33

<Z211> 11

<2i2> PRT _

<213>» Artificial sequence

<2 20>

<223> HVR-L1 of modified humanized anti-Factor D rab 238-4

<400> 33
11e Thr ser Thr Asg Ile Asp Asp Asp Mig Ata

<210> 34

<211> 11

<212> PRT

<213> Artificial seguence

<2 20>
«223> HVR~L1 of modified humanized anti-rFactor D Fab 238-3

<400> 34
ITe Thr Ser Thr Asg Ile Asp Asp Asp Meg Gln
X

<210 35

<21i> 7

<212> PRT

<213> Artificial sequence

<220>
<223> HVR-L2 of #1111 and 238 to 238-5 and 238-8 to 238-11

<4030> 35
Gly Giy Asn Thr Leu Arg Pro -
5

<210> 36
<211> 7

<212> PRT

<213> Artificial sequence

<220>
<223> HVR-LZ2 of modified humanized anti-rFactor D rFab 238-6

<400> 36
Gly Gly Ser Thr Leg Arg Pro

<2310> 37

<21l> 7

<212> PRT

<213> artificial sequence

<220>
<223> HVE~LZ of modified humanized anti-rFactor D Fab 238-7
Page 15
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<400> 37
Gly Gly Ala Thr Leg Arg Pro

<210> 38

<Z211> 9

<212> PRT

<213> Artificial seguence

<220
<223» HVR-L3 qf #111 and 238 to 238-11

<400> 38
Leu GIn Ser Asp Ser Leu Pro Tyr Thr
' 5

<210 39

<211> 10

<212> PRT

<213» Artificial sequence

<220>
<223> HVR-HE T #111 and 238 to 238-11

<400> 39
Gly Tyr Thr rhe Thr Asn Tyr Gly Met Aig
5

<210> 40

<21l> 17

<212> PRT :

<213> artificial sequence

<220>
<2Z3> HVR~-HZ of #111 and 238 to 238-11

<400> 40
Trp Ite Asn Thr Tyg The Gly Glu Thr Thg Tyr Ala Asp Asp Phe
1 X ’ ’ 15

Lys Gly

<210> 41

<21l> 6

<212> PRT

«213> artificial seguence

<220>
<223> HVR-H3 of #111 and 238 to 238-7

<400> 41
Glu ¢ly Gly val Asg Ash

<21 42
<211> 6
<212> PRT
<213> artificial sequence

<220
<223> HMVR-H3 of modified humanized anti-rFactor D rFab 238-8

<400> 42
Gglu Gly Gly val ATg AsR
2

Page 16



<210> 43
<21l> 6
<212> PRT
<213>

<220>
<223>

<400> 43

P4A18ERIWO_PCTSequancelisting. txt

Artificial sequence

Glu Gly Gly val G?g Ash

<210 44
<211> &
<212> PRT
<213>

<220>
<225>

<400>

<210> 45
<211> 6
<212> PRT
<233>

<220>
<223>

<400> 45

Artificial seguence
44
Glu Gly Gly val Asg Ala

Artificial sequence

Glu Gly Gly val Asg Gln

<210>
<Z211>
<212>
<213>

<220>
<223> Light

<400> 46
atgaagaaga

46
714
DNA

agctacaaac
tgtctgcate
gatattgatg
taagciocty
ggticagtyg
ctgcagecty
geegtacacgy
ctgcaccatc
ggaactgett
caaagrtacag

agagtgtcac

chain domain of modified humanized anti-Factor D Fab 238

atattgegtt
gcgtratgeig
tgtaggagac
atgatatgaa
atctctggag
cagtggatct
aagargiige
tttggccagg
tgtcttcatc
ctgrtotyty
tggaaggtgg

agagcaggac

artificial seguence

cctacttgec
atatccagyt
cgcgteacea
ctggtatcag
gcaatactet
gggacagatt
aacttattac
gtaccaaggrt
ttceggecat
ccrgetgaat
ataacgecct

agcaaggaca

tctatgtttg
gacccagtcet
tcactrgcat
tagaaaccag
togtectiogy
tcactetcac
tgtttgcaaa
ggagatcaaa
ctgatgagea
aacttctatc
ccaatcgagt

gcacctacag
Page 17

TCcetttctat
ccatcctece
taccagcact
ggaaagrttcc

gtcccatcte

catcageage

gtgattcttt
cgaactgtgg
grtgaaatct
ccagagagge
aactcccagg

ceteageage

HVR~H3 of modified humanized anti-Factor D Eab 238-9

HVR-H3 of madifﬁed‘humanized ant?*Facter b Fab 238-10

HVR-H3 of modified humanized anti-rFactor D Fab 238-11

50

100
150
200
250
300
350
4060
450
500
550
6500



PA1RBRIWO_PCTSequencelisting. txt

accctgacyge tgagcaaage agactacgag aaacacaaag tctacgectg 650

cgaagtcacc catcagggece tgagetegee cgtcacaaag agcttcaaca 700

ggggagagtyg
<210> 47

<Z211>
<212>
<213>

<220>

<223
ASP
1
Gly
Asp
Leu
Aryg
Ser
Ser
Ile
ser
Leu
ASD
Gin
Leu
val
Arg

<210>
<211>
<Z12>
<213

<220>
<223>

214
PRT o
Artificial sequence

ttaa 714

Light chain domain of modified

© <d400> 47

Tle
ASD
ASpP
Leu
phe
Ser
ASp
Lys
Asp
Asn
ASN
Asp
sSer

Thr

Gly

48
23

'GTn‘Va? Thr Glin
. 5

N

Met;

Ile

Ser

Leu

ser

Arg

Glu

Asn

Ala

Ser

LYS

His

Gliu

PRT' L.
Artificial seguence

val
Asn
Ser
Gly
Gin
Leu
Thr
Gln
Phe
Leu
Lys
Ala
Gln

Cys

The
20

Trp
35

Gly
50

ser
&5

Pro
80

Pro
g5

val
114

Ley
125

Tyr
140

Gin
1558

ASp
170

ASp
183

Gly
200

Iie
Tyr
Gly
Gly
Glu
Tyr
Ala
Lys
Pro
Ser
Ser
Tyr

Leu

Ser

Thr

Gln

Asn

Ser

AsSp

Thr

Ala

ser

Arg

Gly

Thr

Glu

Ser

bro Ser
Cys Ile
GIn Lys
Thr Leu
Gly Thr
val Ala
phe Gly
Pro Ser
Gly Thr
Glu Ala

Asn Ser

Tyr Ser.

Lys His

Ser Pro

humanized anti-Factor D Fab 238

ser
10

Thr
25

Pro
40

Arg
55

ASD
70

Thr
85

Gin
100

val
115

Ala
130
LYS
145

Gin
160

Leu
175

Lys
190

val
205

Leu
éer
Gly
Pro
Phe
Tyr
Gly
Phe
Ser
val
Glu
Ser
val

Thr

Ser Ala Ser

Thr
Lys
Gly
Thr
Tyr
Thr
Ile
val
Gln
Ser
Ser
Tyr

Lys

Ao
val
val
Leu
Cys
Lys

Phe

val:

Trp

val

Thr

Ala

Ser

Ile

Pro

Pro

Thr

Ley

val

Pro

Cys

Lys

Thr

Leu

Cys

Phe

FrRI-LC of Tight chain domain of modified humanized

PFage 18

val
15

ASp
30

Lys
45

Ser
60

Ile
75

Gn
90

Glu
105

Pro
126

Ley
135

val
150

Glu
165

Thr
180

Giu
195

Asn
210

anti-Factor D Fab 238



P4188RIWO_PCTSequenceiisting. txt

<400> 48
Asp Tle Gin val Thr 61ln Ser Pro Ser Ser Leu Ser Ala Ser val
i 5 10 i5

Gly Asp Arg val ng Ile Thr Cys

<210> 49

<211> 15

<212> PRT

<213> Artificial seguence

<220>
<223> FR2-LC of Tight chain domain of modified humanized anti-Factor b Fab 238

<400> 49
Trp Tyr Gin Gin Lys Pro Gly Lys-val Pro Lys Leu Leu Ile Ser
1 5 10 15

<210> 50

<211> 32

<212> PRT

<213> Artificial sequence

<220>
<223> FR3-LC of Tight chain domain of modified humanized anti-rFactor D Fab 238

<400> 30
Gly val pro Ser Arg Phe Ser Gly sSer Gly Ser Gly Thr Asp Phe
1 5 10 15

Thr Leu Thr Ile Ser Ser Leu Glin Pro Giu Asp val ala Thr Tyr
25 30

Tyr Cys

<210> 51

<21l> 10

<212> PRT

<213> Aartificial sequence

<220>
<223> FRA-LC of Tight chain domain of modified humanized anti-rFactor D Fab 238

<400> 51
phe G1y Gln Gly Thg Lys val Glu Ile L{g

<210> 52

<211> 147

<212> PRT

<213> Artificial seguence

<220>
<2§3> ¢Ll of 1ight chain domain of modified humanized anti-ractor D Fab 238 to
238~1

<400> 52
Arg Thr val ala aAla Pro Ser val Phe Ile phe Pro Pro Ser Asp
1 5 15

Glu GIn Leu Lys Ser Gly Thr Ala ser val val Cys Leu Leu Asn
20 25 30

asn Phe Tyr Pro Arg Glu Ala Lys val GTn Trp Lys val Asp Asn
35 40 45
Page 19



Ala Leu
Ser Lys
Lys Ala
His GlIn
Glu Cys

53
747
PINA

<210>
<211
<212>
<Z213>

<220>
<223> Heavy

<400> 53
atgaaaaaga

tgcracaaac
tgaagaagec
acctteacta
gcttgagtrgy
ctgatgactt
acgécatatc
ttactgtgag
tcaccgtctc
ccetecteca
-caaggactac
tgaccagcgg
tactoocteca
gacctacatc
agaaagttga
<210> 54
<211> 223
«212> PRT
<213>

220>
223>

<400> 54

Gln ser Gly
“Asp Ser Thr
Asp Tyr Glu

BO

Gly Leu Ser

50

65

95

chain domain of modified humanized anti-Factor D Fab 238

atatcgcatt
gcgrtacgetc
tggggectca
actatggaat
atgggatgga
Caagggacyg
tgcagatcag
€gCgageyey
ctecagectece
agagcaccte
ttecccgaac
cgtgcacacc
gcagogtggt
tgcaacgtga

gcocaaatet

P418E8RIWO_PCTSeguencelisting. txt

Artificial sequence

tettettgca
aggtccagcet
gtgaaggrtt
gaactgagtg
ttaacaccta
tttgtcttct
cagcctcaag
gigttaataa
accaagggec
tgggggLaca
cggtgacggt
ttceecggetg
gaccgrgecc
atcacaagcec

tgtgacaaaa

artificial seguence

55

70

160

tctatgtieyg
aggtgcaatct
cetgeaagge
cgccaageee
cactggagag
ccttggacac
gctgaggaca
ctgggygccaa
categgtett
gcggeectag
gtcgtggaac
teetacagte
tccageaget
cagraacacc

ctcacacata

Lys His Lys val ng Ala Cys GTu val Thr

teettictat
gggcectgagt
ttctggatac
ctggacaagyg
acaacatatg
ctetgtcage
ctgcegtgta
gggaccctgg
ceeccctyggea
getgectggt
tcaggcgecec
ctcaggactc
tgggcacoca
aaggtggaca
a 741

Asn ser GIn Glu Ser val Thr Glu Gln Asp

60

Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser

75

90

Ser Pro val Thr Lys Ser Phe Asn Arg Gly

- 105

50

100
150
200

250

300
350
400
450
500
556
600
650
7060

heavy chain domain of modified humanized anti-Factor D Fab 238

Gin val Gln Leu val GIn Ser Gly Pro Giu Leu Lys Lys Pro Gly
1 5 1G 15

Ale Ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr pPhe Thr

page 20
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25

20 30

Asn Tyr Gly Met Asn Trp val Arg Gin Ala Pro Gly GIn Gly Leu
.33 40 45

Glu Trp Met Gly Trp Ile Asn Thr Tyr Thr Gly G¢1u Thr Thr Tyr
50 55 60

Ala Asp Asp Phe Lys Gly Arg Phe val pPhe Ser Leu Asp Thr Ser
65 70 75

val Ser Thr Ala Tyr Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp
30 85 20

Thr Ala val Tyr Tyr Cys Glu Arg Glu Gly Gly val Asn Asn Trp
s 85 " 100 105

Gly GIn Gly Thr teu val Thr val Ser Ser Ala Ser Thr Lys Gly
110 115 120

Pro Ser val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly
125 130 135

Gly Thr Ala Ala Leu Gly Cys Leu val Lys Asp Tyr Phe Pro Glu
140 145 150

Pro val Thr val Ser 7rp Asn Ser Gly Ala Leu Thr Ser Gly val
i55 160 165

His Thir Phe Pro Ala val Leu Gln Ser sSer Gly Leu Tyr Ser Leu
170 175 130

ser ser val val Thr val Pro Ser Ser Ser Leu Gly Thr Gin Thr
185 | 190 o 195

Tyr Ile Cys Asn val Asn His Lys Pro Ser Asn Thr tys val Asp
200 205 210

Lys tys val Glu Pro Lys Ser Cys Asp Lys Thr His Thr
215 220

<210> 55

<211> 25

<212> PRT

<213> Artificial seguence

<220
<223> FR1I-HC of heavy chain domain of modified humanized anti-rFactor D Fab 238

<400> 55
Gin val Gin Leu Val Gln Ser Gly Pro Glu Leu Lys Lys Pro Gly
1 5 10 15

Ala Ser val Lys val Ser Cys Lys Ala Ser
20 25

<210> 56

<211> 14

<212> PRT

<213> Artificial sequence

<220>
<223> FR2-HC of heavy c¢hain domain of modified humanized anti-Factor O Fab 238

<400> 56
Trp val Arg Gin A?g Pro Gly GIn Gly teu Glu Trp Met Gly
10

Page 21
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<210» 57
<211> 32
<212> PRT
<213> Artificial sequence

<220>
<223> FR3-HC of heavy chain domain of modified humanized anti-Factor D fab 238

<4030> 57
Arg Phe val Phe Seg Leu Asp Thr Ser val Ser Thr Ala Tyr Leu
i i5

Gin Ile Ser Ser Leu tys Ala Glu Asp Thr Ala val Tyr Tyr Cys
20 25 30
Glu Arg

<210> 58

<211> 11

<212> PRT

<213> Artificial sequence

<220>
<223> FR4-HC of heavy chain domain of modified humanized anti-ractor D Fab 238

<400> 58
Trp Gly GIn Gly The Leu val Thr val 555 Ser
5

<210> 59

<21l> 108

<212> PRT

<213> Artificial segquence

<220>
<223> CHL of heavy chain domain of modified humanized anti-~rFactor b Eazb 238 to
238-1

<400> 59
Ala ser Thr Lys GWg Pro Ser val Phe‘Prg lLeu Ala Pro Ser Ser
1 i 15

Lys Ser Thr Ser Gly Giy Thr Ala Ala Leu Gly Cys Leu val Lys -
20 25 30

Asp Tyr Phe Pro Glu Pro val Thr val Ser Trp Asnh Ser Gly Ala
35 40 45

tey Thr Ser Gly val His Thr phe Pro Ala val Leu Gln Ser Ser
50 55 &0

Gly Leu Tyr Ser Leu Ser Ser val val Thr val Pro Ser Ser Ser
65 70 75

Leu Gly Thr GIn Thr Tyr Ile Cys Asn val Asn His Lys Pro Ser
80 85 g0

Asn Thr Lys val Asp Lys tys val Glu Pro Lys Ser Cys Asp Lys
95 100 105

Thr His Thr

<230> 60
<Z211> 714
<212> DNA
<213» artificial sequence
Page 22



<220>
<223> Light

<400> 60
atgaagaaga

agctacaaac
tgtctgeate
gatattgaty
taagctocty
ggttcagtygg
ctgcagecty
gccgtracacg
ctgcaccate
ggaactgett
Caaagtacag
agagtgtcac
accctgacge
cgaagtcace
ggggagagty
<210> 61
<211> 214
<Z212> PRT
<213>

=<2 20>
<Z2Z3>

<400> 61
Asp Ile
1
Gly Asp
ASp ASD
Leu Leu
Arg Phe
Ser ser

ser Asp

Ile Lys

Gln val

Arg

Met

Iie

sSer

Leu

Ser

Arg

chain domain of modified humanirzed anti-Factor b Fab 238-1

atatrgegrt
gcgeatgcLy
tgtaggagac
atgatatgaa
atctetggag
cagtggatct
aagatgrigce
tttggccagg
tgtcttcatc
ctgttgigtg
tggaaggtgg
agagcaggac
tgagcaaage
catcagggcee

ttaa 714

Light chain domain

3

Thr
20

val

Asn Trp

35

Gly
50

Ser

Gly ser

65
Gin Pro
80
Leu Pro
95

val
110

Thr

Thr Gin
Ile
Tyr
Gly
Gly
Glu
Tyr

Ala

PA188RIWO_PCTSequencelisting. txt

cctacttygec
atatccaggt
cgcgtcacca
ctggtatcag

gcaatactct

gogacagatt

aacttattac
gtaccaaggt
ttcecgecat
cctgctgaat
ataacgccet
agcaaggaca
agactacgag

tgagctegee

artificial -seguence

of modif
ser Pro

Thr Cys
Gln G'n
Asn Thr
ser Gly
asp val
Thr phe

Ala Pro

tctatgtitg
gacccagtct
téacttgcat
cagaaaccag
tcgtcctggg
tractetecac
tgtrttgeaaa
ggagatcaaa
cigatgagca
aacttctatc
ccaatcgggt
gracctacag
aaacacaaag

cgtcacaaag

1ed

Ser Sar Leu

10

.Thr
25

Ile Ser

Pro Gly

40

L.ys

Leu Arg Pro
5%

Thr Asp Phe

70

Thr
85

Gin
10690

Ala Tyr

Gly Gly

val Phe

115

Sep

Page 23

tettttctat
ccatccteee
taccagcact
ggaaagttcc
gtcccatctc
catcagcage
gtgaticttt
cgaactgtgg
gttgaaatct
ccagagaggce
aactcccagy
ccrcageage
tctacgectg

agcttcaaca

Ser Ala Ser

Thr Asp Ile

Lys val pro

Gly val pPro

Thr Leu Thr

Tyr Cys Leu

Thr Lys val

Ile phe Pro

50

100
150
200
250
300
350
460
450
500
550
600
650
700

humanized anti-Factor b Fab 238-1

val
15

Asp
30

Lys
45

s5er
60

Tle
75

Gin
a0

Glu
105

Pro
120



PA188BRIWO_PCTSequencelisting. txt
ser Gly Thr Ala ser val val Cys Leu
130 135

Ser Asp Glu GIn Leu

125

Lys

ley Asn Asn Phe Tyr Pro val Gin

140

Gin
i55

Arg Glu Ala Lys

Trp Lys val
145

150

val Thr Gy
165

Thr Leu Thr
180

Ala Cys Glu
195

Ser Phe Asn
210

Asp Asn Alz lLeu Ser Gly Asn Ser Glin Glu Ser

160

l.eu
175

GIn Asp Ser Lys Asp Ser

i70

Thr Tyr Ser Ser Ser

Ley Ser Lys Ala Asp Glu Lys His

i85

Gly
200

Tyr Lys val Tyr

180
cin ser ser Pro val
205

val Thr His Leu Thr Lys

Glu

Arg Gly

<210>
<213>
<212>
<213>

<2 20>
<223>

62
741
DNA

Heavy

<400> 62
atgaaaaaga

tgctacaaac
tgaagaagcec
accttecacta
.gcttgagtgg
ctgatgactt
acggcatatc
ttactotgag
tcaccgictc
cectecteca
caaggactac
tgaccagcgg
tactecectca
gacctacatce
agaaagttga
63

223
PRT

<Z210>
<211
<Z212>
<213

<220
<223>

Cys -

chain domain of modified humanized anti-Factor D Fab 238-1

atatcgeatt
gcgtacgety
tggggectea
actatggaat
atgggatgga
caagggacgg
tgcagatcag
£gcgaggggyg
cteageetee
agagcacetc
Ttccccgaac
cgrgracace
geagegtgot
tgcaacgtga

gcccaaatet

Artificial sequence

tettettgea
aagtccaget
gtgaaggttt
gaactgggty
ttaacaccta
trtgtetict
cagcctcaag
gggttaataa
accaagggcec
tgggggcaca
cggtgacgge
ttccecggotg
gaccgtgecee
atcacaagcc

tgtgacaaaa

Artificial sequence

tetatgttcg
ggtgcaatet
CcCtgcaagoc
cgccaagecc
cactggagag
ccttggacac
gctgaggaca
ctggggecaa
catcggtcett
gcggecctgg
gtcgtggaac
tcctacagtce
tccageaget
cagcaacacc

ctcacacata

Page 24

tttrttctat
gggcctgagt
ttctggatac
ctggacaagy
acaacatatg
ctctgteage
ctgeegtgta
gggacccetgg
cceecetggea
gctgectggt
tcaggegece
ctcaggactc
tgggcaccca
aaggtggaca
a 741

50

100
150
200
250
300
350
400
450
500
550
600
650
700

Heavy chain domain of modified humanized anti-Factor D Fab 238-1



<400> 63

Glu
1

val

Gln

Ala Ser val

Asn
Glu
Ala
val
Thr
Gly
Pro
Gly
Pro
His
Ser
Tyr
Lys

<2310>
<211>
<212>
<213>

<220
<223>

<400>

Glu val GIn Leu Va; Gln Ser Gly Pro Glu Leu Lys Lys Pro Gly

1

Ala ser val Lys Vg? Ser Cys Lys Ala ser
0

<210>

Tyr

Trp

ASp

Ser

Ala

Gn

Ser

Thr

Gly
Met
ASp
Thr
val
Gly
vai

Ala

val Thr

Thr

Ser

Ile

Lys

64
25
PRT

phe

val

Cys

val

Leu

Lys

Met

Gly

phe

Ala

Tyr

Thr

Phe

Ala

Val

Pro

val

Asn

Gty

val
val
20

Asn
35

Trp
50

Lys
65

Tyr
80

Tyr
95

Leu
110

Pro
125

Leu
140

Ser
155

Ala
170

Thr
185

val
200

Pro
215

Gin
Ser
Trp
Ile
Gly
Leg
cys
val
Leu
aly
Trp
val
val
Asn

Lys

P4188RIWO_PCTSequencelisting. txt

ser Gly Pro Gig Leu Lys Lys Pro Gly

Cys

val

Asn

Arg

GIn

Glu

Thr

Ala

Cys

Asn

Leu

Pro

His

Ser

Artificial sequence

Lys

Arg

Thr

ehe

Ile

Arg

val

Pro

Leu

ser

Glin

Ser

Lys

Cys

Ala
Gin
Tyr
val
Ser
Glu
ser
Ser
val
Gly
Ser
éer
Pro

AsSp

ser
25

Ala
44

Thr
55

Phe
70

ser

Gly
Pro
Gly
Ser

Lau

85

Gly
100

ser
115

ser
130

LyS
145

Ala
160

Ser
175

Ser
190

ser
205

LysS
220

Gly
Ala
Lys
ASp
Leu
Gly
Ley
ASN

Thr

Tyr

Gly

Giu

Leu

LYS

val

Ser

ser

TYFP

Thr

Leu

Gly

Thr

His

Thr

Gln

Thr

ASp

Ala

ASh

Thr

Thr

Phe

Ser

Tyr

Thr

Lys

Thr

Phe
Gly
Thr
Thr
Glu
ASn
LYS
Ser
Pro
Gly
Ser
Gin

val

FRI~-HC of heavy chain domain of modified humanized

64

65

<211l> 107
PRT
<213> Artificial seguence

<23iZ>

<220>
<223>

VL Kappa I consensus seguence

16

25

Page 25

15

Thr
30

Leu
45

Tyr
60

Ser
75

ASp
30

Trp
105

Gly
120

Gly
135

Glu
150

val
165

Ley
180

Thr
195

ASp
210 -

anti-rFactor D Fab 238-1

15



<400>
Asp
1

Gy
Ser
Leu
Arg
ser
Tyr
Lys

<210
<211>
<212>
<213

<220>
<223

<400
Gin
L

Ala

ser

65
Ile

Asp

TYyr

Lau

phe

Ser

Asn

Arg

66
109
PRT

Gln

Arg

Leu

Ile

Ser

Leu

Ser

Met
val
Ala
Tyr
Gly
Glin

Tyr

Thr
Thr
20

Trp
35

Ala
50

ser
65

Pro
80

Pro
95

GIn
1le
Tyr
Ala
Gly
Glu

Thr

P41BBRIWC PCTSequenceListing. txt

Sar

Thr

Gln

Ser

Ser

ASp

Phe

Artificial sequence

Pro Ser Sser lLed

Cys

Gin

Ser

Gly

Phe

Gly

VH7 subgroup VII Consensus

66
val

Ser

Tyr

Glu Trp

Ala

va'l

Thr

Thr

<210>
<211>
<21Z2>
<213>

<220>
<223>

<400>

Gln

Gin Leu Vaé Gin Ser Gly

val

Ala

Met

Gly

ser Thr

Ala

val

67
37
DNA

val

Ser

Lys

Met

Gly

Phe

Ala

Tyr

ser

Artificial

val
20

Asn
35

Trp
50

Thr
65

Tyr
80

Tyr
95

Ser
Trp
Ile
Gly
Leuy

cys

Cys
val
Asn
Arg
GTn

Ala

sequence

Lys

Arg

Thr

phe

Ile

Arg

10

Arg Ala
25

Lys Pro
40

Leu Gin
55

Thr Asp
. 70

Ala Thr
85

Gln Gly
100

ser
Gly
Ser
Phe
Tyr

Thr

seguence

Ser Glu
Ala ser
25

Gin Ala
40

Asn Thr
55

val phe
70

ser ser
85

Trp Gly
100

.Leu

Gly
Pro
Gly
Ser
Leu

Gln

Ser
Gin
Lys
Gly
Thr
Typ

Lys

Lys
Tyr
Gly
Asn
Leu
LYsS

Gly

Ala Ser val

Gly
Ala
val
Leu
Cys

val

Lys
Thr
Gln
Pro
Asp
Ala

Thr

Ile
Pro
Pro
Thr
Gin

Glu

Pro
Phe
Gly
Thr
Thr
Glu

Ser

15

Ser
30

Lys
45

ser
60

Ile
75

Gin
g0

Ite
105

Gly
15

Thr
30

Leu
45

Tyr
60

ser
75
Asp
90

Leu
105

synthesized Oligonucieotide Primer for pAEP1-283 VL

67
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tttceoctttg atatccaggt gacccagict ccatcetr 37

<21(> 68

<211> 42

<212> DNA

<213> Artificial sequence

<220> :
<223> synthesized Oligonucleotide Primer for pAEPI-238-vi

<4(0> 68
tttcecttig gtaccctgge caaacgtgta cggeaaagaa to 42

<210~ 69

«<Z1l> 41

<2 12> DNA .

<213> Artificial sequence

<220>
<223> synthesized Oligonucieotide Primer for p238

<400> 69
TTtgoggttic gtacgotoayg gtccagetgy tgcaatcigg ¢ 41

<210> 70

<211l> 47

<212> DNA

<213> Artificial sequence

<220> .
<223> synthesized Oligonuclectide Primer for p238

<400> 70 .
tttgggtttg ggcccttggt ggaggctgag gagacgg‘tga ccagggt 47

<210> 71
<211l> 41
<212> DNA
<213> ArtifTicial sequence

<220>
<223> synthesized Oligonuclieotide Primer for pZ3g-1

<400> 71
tTtgggtttc. gtacgeigaa gtocagetygg tgcaatctgy g 41

<210> 72

<211> 47

<212> DNA

<213> Artificial sequence

<220
<223> Synthesized Oligonucieotide primer for p238-1

<400> 72
Tttggotttg gocccttgyt ggaggrtgag gagacggrga coaoggt 47

<210> 73

<21i> 107

<212> PRT

«213> ArtiTicial segquence

<2 20>
<223> variable 1ight chain composite of modified humanized anti-fFactor D Fab

clones

<220
<221> Xaa
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<222> 33-34
<223> Unknown amine acid
<220
<221> Xaa
<222> 52
<223> Unknown aminc acid
<220
<221> Xaa
<222> 104 i
<223> unknown amino acid
<400> 73
Asp Ile Gin val Thr Glin Ser Pro Ser Ser Leu Ser ala Ser val
1 S5 . 10 ; 15
~Gly Asp Arg val Thr Ite Thr Cys Ile Thr Ser Thr Asp Ile Asp
20 25 30
Asp Asp Xaa Xaa Trp Tyr GlIn Glin Lys Pro Gly Lys val Pro Lys
35 40 45
Leu Leu Ile Ser Gly Gly Xaa Thr Leu Arg Pro Gly val Pro ser
50 55 60
Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 1le
65 70 75
Ser Ser Leu Gln-Pro Glu Asp val Ala Thr Tyr Tyr Cys Leu Glin
80 85 90
Ser Asp Ser Leu Pro Tyr Thr Phe Gly Gln Gly Thr Lys Xaa Glu
95 100 105
Ile Lys
<210> 74
<211> 115
<212> PRT
<213> Artificial sequence
<220>

<%23> variable heavy chain composite of modified humanized Anti-Factor D Fab
Cignes

<220>

" <221> Xaa

<222> 1

<223> Unknown amino acid

<220

<221> Xaa

<222> 103

<223> Unknown amino acid

<22(>

<221> Xaa

<222> 104

<223> Unknown amino acid

<4(0> 74 ‘
Xaa val Glin Leu val Gln Ser Gly Pro Glu Leu Lys Lys Pro Gly
1 5 10 15

Ala Sser val Lys val Ser Cys Lys Ala Ser Gly Tvr Thr prhe Thr
20 25 30
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Ash
Glu
Ala
val
Thr

Gly

Tyr Gly Met
Trp Met Gly
Asp Asp pPhe
Ser Thr aAla
Ala val Tyr

Gln Gly Thr

AsT
35

Trp
50

LysS
£5

Tyr
80

TYr
95

Leu
110

P4188RIWO_PCTSequencelisting. txt
Trp val Arg Gln Ala Pro Gly G'In Gly Leu
40 45
Tle Asn Thr Tyr Thg Gly ¢lu Thr Thr Tyr
5 60

Gly Arg Phe val phe ser Leu Asp Thr Ser
70 . 75

Leu GIn Ile Ser ser Leu Lys Ala Glu Asp
85 a0

Cys Glu Arg Glu Gly Gly val Xaa Xaa Trp
100 | 105

val Thr val ser Ser
‘ 115
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