
SEQUENCE LISTING 

<110> 	Roof, Mike 

5 	Eichmeyer, Mark 

Nitzel, Greg 

Schaeffer, Merrill 

Hayes, Phillip 

10 	<120> 	USE OF A PCV2 IMMUNOGENIC COMPOSITION FOR LESSENING CLINICAL 
SYMPTOMS IN PIGS 

<130> 	34816-CIP1 

15 

<150> 	Unknown 

<151> 	2005-12-30 

<160> 	11 

20 

<170> 	Patentin version 3.3 

<210> 	1 

<211> 	B 

25 	<212> 	DNA 

<213> 	Artificial 

<220> 

<223> 	This is a modified Kozak's sequence. 

30 

<400> 1 

ccgccatg 	 8 
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<210> 	2 

<211> 	6 

<212> 	DNA 

5 <213> 	Artificial 

<220> 

<223> 	This is a recombinant Eco R1 sequence. 

10 <400> 	2 

gaattc 6 

<210> 	3 

15 <211> 	713 

<212> 	DNA 

<213> 	Porcine circovirus 

<400> 	3 

20 cagctatgac gtatccaagg aggcgttacc gcagaagaag acaccgcccc cgcagccatc 60 

ttggccagat cctccgccgc cgcccctggc tcgtccaccc ccgccaccgc taccgttgga 120 

gaaggaaaaa tggcatcttc aacacccgcc tctcccgcac cttcggatat actgtggaga 180 

aggaaaaatg gcatcttcaa cacccgcctc tcccgcacct tcggatatac tgtgacgact 240 

ttgttccccc gggagggggg accaacaaaa tctctatacc ctttgaatac tacagaataa 300 

25 gaaaggttaa ggttgaattc tggccctgct cccccatcac ccagggtgat aggggagtgg 360 

gctccactgc tgttattcta gatgataact ttgtaacaaa ggccacagcc ctaacctatg 420 

acccatatgt aaactactcc tcccgccata caatccccca acccttctcc taccactccc 480 

gttacttcac acccaaacct gttcttgact ccactattga ttacttccaa ccaaataaca 540 

aaaggaatca gctttggctg aggctacaaa cctctagaaa tgtggaccac gtaggcctcg 600 

30 gcactgcgtt cgaaaacagt aaatacgacc aggactacaa tatccgtgta accatgtatg 660 

tacaattcag agaatttaat cttaaagacc ccccacttaa accctaaatg aat 713 
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5 

10 

15 

20 

25 

30 

<210> 	4 

<211> 	713 

<212> 	DNA 

<213> 	Porcine circovirus 

<400> 	4 

ccgccatgac gtatccaagg aggcgttacc gcagaagaag acaccgcccc cgcagccatc 60 

ttggccagat cctccgccgc cgcccctggc tcgtccaccc ccgccaccgc taccgttgga 120 

gaaggaaaaa tggcatcttc aacacccgcc tctcccgcac cttcggatat actgtcaagg 180 

ctaccacagt cacaacgccc tcctgggcgg tggacatgat gagatttaat attgacgact 240 

ttgttccccc gggagggggg accaacaaaa tctctatacc ctttgaatac tacagaataa 300 

gaaaggttaa ggttgaattc tggccctgct cccccatcac ccagggtgat aggggagtgg 360 

gctccactgc tgttattcta gatgataact ttgtaacaaa• ggccacagcc ctaacctatg 420 

acccatatgt aaactactcc tcccgccata caatccccca acccttctcc taccactccc 480 

gttacttcac acccaaacct gttcttgact ccactattga ttacttccaa ccaaataaca 540 

aaaggaatca gctttggctg aggctacaaa cctctagaaa tgtggaccac gtaggcctcg 600 

gcactgcgtt cgaaaacagt aaatacgacc aggactacaa tatccgtgta accatgtatg 660 

tacaattcag agaatttaat cttaaagacc ccccacttga 

<210> 	5 

<211> 	233 

<212> 	PRT 

<213> 	Porcine circovirus 

<100> 	5 

Met Thr Tyr Pro Arg Arg Arg Tyr Arg Arg Arg 

1 	 5 	 10 	 15 

Ser His Leu Gly Gln Ile Leu Arg Arg Arg Pro 

accctaagaa 

Arg His Arg 

Trp Leu Val 

ttc 

Pro Arg 

His Pro 

713 
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20 25 30 

Arg His Arg Tyr Arg Trp Arg Arg Lys Asn Gly Ile Phe Asn Thr Arg 

35 ' 40 45 

5 

Leu Ser Arg Thr Phe Gly Tyr Thr Val Lys Ala Thr Thr Val Thr Thr 

50 55 60 

Pro Ser Trp Ala Val Asp Met Met Arg Phe Asn Ile Asp Asp Phe Val 

10 	65 70 75 80 

Pro Pro Gly Gly Gly Thr Asn Lys Ile Ser Ile Pro Phe Glu Tyr Tyr 

85 90 95 

15 	Arg Ile Arg Lys Val Lys Val GluPhe Trp Pro Cys Ser Pro Ile Thr 

100 105 110 

Gln Gly Asp Arg Gly Val Gly Ser Thr Ala Val Ile Leu Asp Asp Asn 

115 120 125 

20 

Phe Val Thr Lys Ala Thr Ala Leu Thr Tyr Asp Pro Tyr Val Asn Tyr 

130 135 140 

Ser Ser Arg His Thr Ile Pro Gln Pro Phe Ser Tyr His Ser Arg Tyr 

25 	145 150 155 160 

Phe Thr Pro Lys Pro Val Leu Asp Ser Thr Ile Asp Tyr Phe Gln Pro 

165 170 175 

30 	Asn Asn Lys Arg Asn Gln Leu Trp Leu Arg Leu Gln Thr Ser Arg Asn 

180 185 190 
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Val Asp His Val Gly Leu Gly Thr Ala Phe Glu Asn Ser Lys Tyr Asp 

195 200 205 

Gln Asp Tyr Asn Ile Arg Val Thr Met Tyr Val Gln Phe Arg Glu Phe 

5 	210 215 220 

Asn Leu Lys Asp Pro Pro Leu Lys Pro 

225 230 

10 

<210> 	6 

<211> 	233 
• 

<212> 	PRT 

<213> 	Porcine circovirus 

15 

<400> 	6 

Met Thr Tyr Pro Arg Arg Arg Tyr Arg Arg.Arg Arg His Arg Pro Arg 

1 	 5 10 15 

20 

Ser His Len Gly Gln Ile Leu Arg Arg Arg Pro Trp Lou Val His Pro 

20 25 30 
• 

Axg His Arg Tyr Arg Trp Arg Arg Lys Asn Gly Ile Phe Asn Thr Arg 

25 	35 40 45 

Leu Ser Arg Thr Phe Gly Tyr Thr Val Lys Ala Thr Thr Val Thr Thr 

50 55 60 

30 	Pro Ser Trp Ala Val Asp Met Met Arg Phe Asn Ile Asp Asp Phe Val' 

65 	 70 75 80 
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Pro Pro Gly Gly Gly Thr Asn Lys Ile Ser Ile Pro Phe Glu Tyr Tyr 

85 90 95 

Arg Ile Arg Lys Val Lys Val Glu Phe Trp Pro Cys Ser Pro Ile Thr 

5 100 105 110 

Gln Gly Asp Arg Gly Val Gly Ser Thr Ala Val Ile Leu Asp Asp Asn 

115 120 125 

10 	Phe Val Thr Lys Ala Thr Ala Leu Thr Tyr Asp Pro Tyr Val Asn Tyr 

130 135 140 

Ser Ser Arg His Thr Ile Pro Gln Pro Phe Ser Tyr His Ser Arg Tyr 

145 150 155 160 

15 

Phe Thr Pro Lys Pro Val Leu Asp Ser Thr Ile Asp Tyr Phe Gln Pro 

165 170 175 

Asn Asn Lye Arg Asn Gln Leu Trp Leu Arg Leu Gln Thr Ser Arg Asn 

20 180 185 190 

Val Asp His Val Gly Leu Gly Thr Ala Phe Glu Asn Ser Lys Tyr Asp 

195 200 205 

25 	Gln Asp Tyr Aen Ile Arg Val Thr Met Tyr Val Gln Phe Arg Glu Phe 

210 215 220 

Aen Leu Lys Asp Pro Pro Leu Glu Pro 

225 230 

30 

<210> 7 
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<211> 	756 

<212> 	DNA 

<213> 	Artificial 

5 <220> 

<223> 	This sequence is from porcine circovirus type 2, open reading 

frame 2, together with a portion from the pGEM T-easy vector. 

<400> 	7 

10 gcggccgcgg gaattcgatc cgccatgacg tatccaagga ggcgttaccg cagaagaaga 60 

caccgccccc gcagccatct tggccagatc ctccgccgcc gcccctggct cgtccacccc 120 

cgccaccgct accgttggag aaggaaaaat ggcatcttca acacccgcct ctcccgcacc 160 

ttcggatata ctgtcaaggc taccacagtc acaacgccct cctgggcggt ggacatgatg 240 

agatttaata ttgacgactt tgttcccccg ggagggggga ccaacaaaat ctctataccc 300 

15 tttgaatact acagaataag aaaggttaag gttgaattct ggccctgctc ccccatcacc 360 

cagggtgata ggggagtggg ctccactgct gttattctag atgataactt tgtaacaaag 420 

gccacagccc taacctatga cccatatgta aactactcct cccgccatac aatcccccaa 480 

cccttctcct accactcccg ttacttcaca cccaaacctg ttcttgactc cactattgat 540 

tacttccaac caaataacaa aaggaatcag ctttggctga ggctacaaac ctctagaaat 600 

20 gtggaccacg taggcctcgg cactgcgttc gaaaacagta aatacgacca ggactacaat 660 

atccgtgtaa ccatgtatgt acaattcaga gaatttaatc ttaaagaccc cccacttgaa 

ccctaagaat tctatcacta gtgaattcgc ggccgc 	 756 

720 

25 <210> 	8 

<211> 	10387 

<212> 	DNA 

<213> 	Artificial 

30 <220> 

<223> 	This is the porcine circovirus type 2, ORF2 construct, which 

includes baculovirus and pGEM T-easy coding sequences. 
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tacagttttg atttgcatat taacggcgat tttttaaatt atcttattta ataaatagtt 1860 

atgacgccta caactccccg cccgcgttga ctcgctgcac ctcgagcagt tcgttgacgc 1920 

cttcctccgt gtggccgaac acgtcgagcg ggtggtcgat gaccageggc gtgccgcacg 1980 

cgacgcacaa gtatctgtac accgaatgat cgtcgggcga aggcacgtcg gcctccaagt 2040 

5 ggcaatattg gcaaattcga aaatatatac agttgggttg tttgcgcata tctatcgtgg 2100 

cgttgggcat gtacgtccga acgttgattt gcatgcaagc cgaaattaaa tcattgcgat 2160 

tagtgcgatt aaaacgttgt acatcctcgc ttttaatcat gccgtcgatt aaatcgcgca 2220 

atcgagtcaa gtgatcaaag tgtggaataa tgttttcttt gtattcccga gtcaagcgca 2280 

gcgcgtattt taacaaacta gccatcttgt aagttagttt catttaatgc aactttatcc 2340 

10 aataatatat tatgtatcgc acgtcaagaa ttaacaatgc gcccgttgtc gcatctcaac 2400 

acgactatga tagagatcaa ataaagcgcg aattaaatag cttgcgacgc aacgtgcacg 2460 

atctgtgcac gcgttccggc acgagctttg attgtaataa gtttttacga agcgatgaca 2520 

tgacccccgt agtgacaacg atcacgccca aaagaactgc cgactacaaa attaccgagt 2580 

atgtcggtga cgttaaaact attaagccat ccaatcgacc gttagtcgaa tcaggaccgc 2640 

15 tggtgcgaga agccgcgaag tatggcgaat gcatcgtata acgtgtggag tccgctcatt 2700 

agagcgtcat gtttagacaa gaaagctaca tatttaattg atcccgatga ttttattgat 2760 

aaattgaccc taactccata cacggtattc tacaatggcg gggttttggt caaaatttcc 2820 

ggactgcgat tgtacatgct gttaacggct ccgcccacta ttaatgaaat taaaaattcc 2880 

aattttaaaa aacgcagcaa gagaaacatt tgtatgaaag aatgcgtaga aggaaagaaa 2940 

20 aatgtcgtcg acatgctgaa caacaagatt aatatgcctc cgtgtataaa aaaaatattg 3000 

aacgatttga aagaaaacaa tgtaccgcgc ggcggtatgt acaggaagag gtttatacta 3060 

aactgttaca ttgcaaacgt ggtttcgtgt gccaagtgtg aaaaccgatg tttaatcaag 3120 

gctctgacgc atttctacaa ccacgactcc aagtgtgtgg gtgaagtcat gcatctttta 3180 

atcaaatccc aagatgtgta taaaccacca aactgccaaa aaatgaaaac tgtcgacaag 3240 

25 ctctgtccgt ttgctggcaa ctgcaagggt ctcaatccta tttgtaatta ttgaataata 3300 

aaacaattat aaatgctaaa tttgtttttt attaacgata caaaccaaac gcaacaagaa 3360 

catttgtagt attatctata attgaaaacg cgtagttata atcgctgagg taatatttaa 3420 

aatcattttc aaatgattca cagttaattt gcgacaatat aattttattt tcacataaac 3480 

tagacgcctt gtcgtcttct tcttcgtatt ccttctcttt ttcatttttc tcctcataaa 3540 

30 aattaacata gttattatcg tatccatata tgtatctatc gtatagagta aattttttgt 3600 

tgtcataaat atatatgtct tttttaatgg ggtgtatagt accgctgcgc atagtttttc 3660 

tgtaatttac aacagtgcta ttttctggta gttcttcgga gtgtgttgct ttaattatta 3720 
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aatttatata atcaatgaat ttgggatcgt cggttttgta caatatgttg ccggcatagt 3780 

acgcagcttc ttctagttca attacaccat tttttagcag caccggatta acataacttt 3840 

ccaaaatgtt gtacgaaccg ttaaacaaaa acagttcacc tcccttttct atactattgt 3900 

ctgcgagcag ttgtttgttg ttaaaaataa cagccattgt aatgagacgc acaaactaat 3960 

5 atcacaaact ggaaatgtct atcaatatat agttgctgat atcatggaga taattaaaat 4020 

gataaccatc tcgcaaataa ataagtattt tactgttttc gtaacagttt tgtaataaaa 4080 

aaacctataa atattccgga ttattcatac cgtcccacca tcgggcgcgg atcagatctg 4140 

cagcggccgc gggaattcga tccgccatga cgtatccaag gaggcgttac cgcagaagaa 4200 

gacaccgccc ccgcagccat cttggccaga tcctccgccg ccgcccctgg ctcgtccacc 4260 

10 cccgccaccg ctaccgttgg agaaggaaaa atggcatctt caacacccgc ctctcccgca 4320 

categgata tactgtcaag gctaccacag tcacaacgcc ctcctgggcg gtggacatga 4380 

tgagatttaa tattgacgac tttgttcccc cgggaggggg gaccaacaaa atctctatac 4440 

cctttgaata ctacagaata agaaaggtta aggttgaatt ctggccctgc tcccccatca 4500 

cccagggtga taggggagtg ggctccactg ctgttaitct agatgataac tttgtaacaa 4560 

15 aggccacagc cctaacctat gacccatatg taaactactc ctcccgccat acaatccccc 4620 

aacccttctc ctaccactcc cgttacttca cacccaaacc tgttcttgac tccactattg 4680 

attacttcca accaaataac aaaaggaatc agctttggct gaggctacaa acctctagaa 4740 

atgtggacca cgtaggcctc ggcactgcgt tcgaaaacag taaatacgac caggactaca 4800 

atatccgtgt aaccatgtat gtacaattca gagaatttaa tcttaaagac cccccacttg 4860 

20 aaccctaaga attctatcac tagtgaattc gcggccgccg gccgctccag aattctagaa 4920 

ggtacccggg atcctttcct gggacccggc aagaaccaaa aactcactct cttcaaggaa 4980 

atccgtaatg ttaaacccga cacgatgaag cttgtcgttg gatggaaagg aaaagagttc 5040 

tacagggaaa cttggacccg cttcatggaa gacagcttcc ccattgttaa cgaccaagaa 5100 

gtgatggatg ttttccttgt tgtcaacatg cgtcccacta gacccaaccg ttgttacaaa 5160 

25 ttcctggccc aacacgctct gcgttgcgac cccgactatg tacctcatga cgtgattagg 5220 

atcgtcgagc cttcatgggt gggcagcaac aacgagtacc gcatcagcct ggctaagaag 5280 

ggcggcggct gcccaataat gaaccttcac tctgagtaca ccaactcgtt cgaacagttc 5340 

atcgatcgtg tcatctggga gaacttctac aagcccatcg tttacatcgg taccgactct 5400 

gctgaagagg aggaaattct ccttgaagtt tccctggtgt tcaaagtaaa ggagtttgca 5460 

30 

ccagacgcac ctctgttcac tggtccggcg tattaaaaca cgatacattg ttattagtac 5520 

atttattaag egctagattc tgtgcgttgt tgatttacag acaattgttg tacgtatttt 5580 
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aataattcat taaatttata atctttaggg tggtatgtta gagcgaaaat caaatgattt 5640 

tcagcgtctt tatatctgaa tttaaatatt aaatcctcaa tagatttgta aaataggttt 5700 

cgattagttt caaacaaggg ttgtttttcc gaaccgatgg ctggactatc taatggattt 5760 

tcgctcaacg ccacaaaact tgccaaatct tgtagcagca atctagcttt gtcgatattc 5820 

5 gtttgtgttt tgttttgtaa taaaggttcg acgtcgttca aaatattatg cgcttttgta 5880 

tttctttcat cactgtcgtt agtgtacaat tgactcgacg taaacacgtt aaataaagct 5940 

tggacatatt taacatcggg cgtgttagct ttattaggcc gattatcgtc gtcgtcccaa 6000 

ccctcgtcgt tagaagttgc ttccgaagac gattttgcca tagccacacg acgcctatta 6060 

attgtgtcgg ctaacacgtc cgcgatcaaa tttgtagttg agctttttgg aattatttct 6120 

10 gattgcgggc gtttttgggc gggtttcaat ctaactgtgc ccgattttaa ttcagacaac 6180 

acgttagaaa gcgatggtgc aggcggtggt aacatttcag acggcaaatc tactaatggc 6240 

ggcggtggtg gagctgatga taaatctacc atcggtggag gcgcaggcgg ggctggcggc 6300 

ggaggcggag gcggaggtgg tggcggtgat gcagacggcg gtttaggctc aaatgtctct 6360 

ttaggcaaca cagtcggcac ctcaactatt gtactggttt cgggcgccgt ttttggtttg 6420 

15 accggtctga gacgagtgcg atttttttcg tttctaatag cttccaacaa ttgttgtctg 6480 

tcgtctaaag gtgcagcggg ttgaggttcc gtcggcattg gtggagcggg cggcaattca 6540 

gacatcgatg gtggtggtgg tggtggaggc gctggaatgt taggcacggg agaaggtggt 6600 

ggcggcggtg ccgccggtat aatttgttct ggtttagttt gttcgcgcac gattgtgggc 6660 

accggcgcag gcgccgctgg ctgcacaacg gaaggtcgtc tgcttcgagg cagcgcttgg 6720 

20 ggtggtggca attcaatatt ataattggaa tacaaatcgt aaaaatctgc tataagcatt 6780 

gtaatttcgc tatcgtttac cgtgccgata tttaacaacc gctcaatgta agcaattgta 6840 

ttgtaaagag attgtctcaa gctcgccgca cgccgataac aagccttttc atttttacta 6900 

cagcattgta gtggcgagac acttcgctgt cgtcgacgta catgtatgct ttgttgtcaa 6960 

aaacgtcgtt ggcaagcttt aaaatattta aaagaacatc tctgttcagc accactgtgt 7020 

25 tgtcgtaaat gttgtttttg ataatttgcg cttccgcagt atcgacacgt tcaaaaaatt 7080 

gatgcgcatc aattttgttg ttcctattat tgaataaata agattgtaca gattcatatc 7140 

tacgattcgt catggccacc acaaatgcta cgctgcaaac gctggtacaa ttttacgaaa 7200 

actgcaaaaa cgtcaaaact cggtataaaa taatcaacgg gcgctttggc aaaatatcta 7260 

ttttatcgca caagcccact agcaaattgt atttgcagaa aacaatttcg gcgcacaatt 7320 

30 ttaacgctga cgaaataaaa gttcaccagt taatgagcga ccacccaaat tttataaaaa 7380 

tctattttaa tcacggttcc atcaacaacc aagtgatcgt gatggactac attgactgtc 7440 

ccgatttatt tgaaacacta caaattaaag gcgagctttc gtaccaacttIttagcaata 7500 
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ttattagaca gctgtgtgaa gcgctcaacg atttgcacaa gcacaatttc atacacaacg 7560 

acataaaact cgaaaatgtc ttatatttcg aagcacttga tcgcgtgtat gtttgcgatt 7620 

acggattgtg caaacacgaa aactcactta gcgtgcacga cggcacgttg gagtatttta 7680 

gtccggaaaa aattcgacac acaactatgc acgtttcgtt tgactggtac gcggcgtgtt 7740 

5 aacatacaag ttgctaacgt aatcatggtc atagctgttt cctgtgtgaa attgttatcc 7800 

gctcacaatt ccacacaaca tacgagccgg aagcataaag tgtaaagcct ggggtgccta 7860 

atgagtgagc taactcacat taattgcgtt gcgctcactg cccgctttcc agtcgggaaa 7920 

cctgtcgtgc cagctgcatt aatgaatcgg ccaacgcgcg gggagaggcg gtttgcgtat 7980 

tgggcgctct tccgcttcct cgctcactga ctcgctgcgc tcggtcgttc ggctgcggcg 8040 

10 agcggtatca gctcactcaa aggcggtaat acggttatcc acagaatcag gggataacgc 8100 

aggaaagaac atgtgagcaa aaggccagca aaaggccagg aaccgtaaaa aggccgcgtt 8160 

gctggcgttt ttccataggc tccgcccccc tgacgagcat cacaaaaatc gacgctcaag 8220 

tcagaggtgg cgaaacccga caggactata aagataccag gcgtttcccc ctggaagctc 8280 

cctcgtgcgc tctcctgttc cgaccctgcc gcttaccgga tacctgtccg cctttctccc 8340 

15 ttcgggaagc gtggcgcttt ctcatagctc acgctgtagg tatctcagtt cggtgtaggt 8400 

cgttcgctcc aagctgggct gtgtgcacga accccccgtt cagcccgacc gctgcgcctt 8460 

atccggtaac tatcgtcttg agtccaaccc ggtaagacac gacttatcgc cactggcagc 8520 

agccactggt aacaggatta gcagagcgag gtatgtaggc ggtgctacag agttcttgaa 8580 

gtggtggcct aactacggct acactagaag gacagtattt ggtatctgcg ctctgctgaa 8640 

20 gccagttacc ttcggaaaaa gagttggtag ctcttgatcc ggcaaacaaa ccaccgctgg 8700 

tagcggtggt ttttttgttt gcaagcagca gattacgcgc agaaaaaaag gatctcaaga 8760 

agatcctttg atcttttcta cggggtctga cgctcagtgg aacgaaaact cacgttaagg 8820 

gattttggtc atgagattat caaaaaggat cttcacctag atcattttaa attaaaaatg 8880 

aagttttaaa tcaatctaaa gtatatatga gtaaacttgg tctgacagtt accaatgctt 8940 

25 aatcagtgag gcacctatct cagcgatctg tctatttcgt tcatccatag ttgcctgact 9000 

ccccgtcgtg tagataacta cgatacggga gggcttacca tctggcccca gtgctgcaat 9060 

gataccgcga gacccacgct caccggctcc agatttatca gcaataaacc agccagccgg 9120 

aagggccgag cgcagaagtg gtcctgcaac tttatccgcc tccatccagt ctattaattg 9180 

ttgccgggaa gctagagtaa gtagttcgcc agttaatagt ttgcgcaacg ttgttgccat 9240 

30 tgctacaggc atcgtggtgt cacgctcgtc gtttggtatg gcttcattca gctccggttc 9300 

ccaacgatca aggcgagtta catgatcccc catgttgtgc aaaaaagcgg ttagctcctt 9360 

cggtcctccg atcgttgtca gaagtaagtt ggccgcagtg ttatcactca tggttatggc 9420 
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agcactgcat aattctctta ctgtcatgcc atccgtaaga tgcttttctg tgactggtga 9480 

gtactcaacc aagtcattct gagaatagtg tatgcggcga ccgagttgct cttgcccggc 9540 

gtcaatacgg gataataccg cgccacatag cagaacttta aaagtgctca tcattggaaa 9600 

acgttcttcg gggcgaaaac tctcaaggat cttaccgctg ttgagatcca gttcgatgta 9660 

5 acccactcgt gcacccaact gatcttcagc atcttttact ttcaccagcg tttctgggtg 9720 

agcaaaaaca ggaaggcaaa atgccgcaaa aaagggaata agggcgacac ggaaatgttg 9780 

aatactcata ctcttccttt ttcaatatta ttgaagcatt tatcagggtt attgtctcat 9840 

gagcggatac atatttgaat gtatttagaa aaataaacaa ataggggttc cgcgcacatt 9900 

tccccgaaaa gtgccacctg acgtctaaga aaccattatt atcatgacat taacctataa 9960 

10 aaataggcgt atcacgaggc cctttcgtct cgcgcgtttc ggtgatgacg gtgaaaacct 10020 

ctgacacatg cagctcccgg agacggtcac agcttgtctg taagcggatg ccgggagcag 10080 

acaagcccgt cagggcgcgt cagcgggtgt tggcgggtgt cggggctggc ttaactatgc 10140 

ggcatcagag cagattgtac tgagagtgca ccatatgcgg tgtgaaatac cgcacagatg 10200 

cgtaaggaga aaataccgca tcaggcgcca ttcgccattc aggctgcgca actgttggga 10260 

15 agggcgatcg gtgcgggcct cttcgctatt acgccagctg gcgaaagggg gatgtgctgc 10320 

aaggcgatta agttgggtaa 

cagtgcc 

cgccagggtt ttcccagtca cgacgttgta 

10387 

aaacgacggc 10380 

20 <210> 	9 

<211> 	20 

<212> 	PRT 

<213> 	Porcine circovirus 

25 <400> 	9 

Ser Tyr Pro Arg Arg Arg Tyr Arg Arg Arg Arg His His Pro Pro Ser 

1 	5 10 15 

30 

His Leu Gly Gln 

20 
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<210> 10 

<211> 	19 

5 <212> 	PRT 

<213> 	Porcine circovirus 

<400> 	10 

10 Pro Arg His His Tyr Arg Pro Arg Arg Lys Asn Gly Ile Phe Asn Thr 

1 	5 	 10 	 15 

Thr Leu Ser 

15 

<210> 	11 

<211> 	233 

<212> 	PRT 

20 <213> 	Artificial 

<220> 

<223> 	This is an amino acid sequence for porcine circovirus type 

open reading frame 2. 

2, 

25 

<400> 	11 

Met Thr Tyr Pro Arg Arg Arg Tyr Arg Arg Arg Arg His Arg Pro Arg 

1 	5 	 10 	 15 

30 

Ser His Leu Gly Gln Ile Leu Arg Arg Arg Pro Trp Leu Val His Pro 

20 	 25 	 30 
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Arg His Arg Tyr Arg Trp Arg Arg Lys Asn Gly Ile Phe Asn Thr Arg 

35 40 45 

5 	Leu Ser Arg Thr Phe Gly Tyr Thr Val Lys Ala Thr Thr Val Arg Thr 

50 55 60 

Pro Ser Trp Ala Val Asp Met Met Arg Phe Asn Ile Asp Asp Phe Val 

65 70 75  80 

10 

Pro Pro Gly Gly Gly Thr Asn Lys Ile Ser Ile Pro Phe Glu Tyr Tyr 

85 90 95 

Arg Ile Lys Lys Val Lys Val Glu Phe Trp Pro Cys Ser Pro Ile Thr 

15 	 100 105 110 

Gln Gly Asp Arg Gly Val Gly Ser Thr Ala Val Ile Leu Asp Asp Asn 

115 120 125 

20 	Phe Val Thr Lys Ala Thr Ala Leu Thr Tyr Asp Pro Tyr Val Asn Tyr 

130 135 140 

Ser Ser Arg His Thr Ile Pro Gln Pro Phe Ser Tyr His Ser Arg Tyr 

145 150 155 160 

25 

Phe Thr Pro Lys Pro Val Leu Asp Ser Thr Ile Asp Tyr Phe Gln Pro 

165 170 175 

Asn Asn Lys Arg Asn Gln Leu Trp Leu Arg Leu Gln Thr Ser Arg Asn 

30 	 180 185 190 

Val Asp His Val Gly Leu Gly Thr Ala Phe Glu Asn Ser Ile Tyr Asp 
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195 200 205 

Gln Asp Tyr Asn Ile Arg Val Thr Met Tyr Val Gln Phe Arg Glu Phe 

210 215 220 

Asn Leu Lys Asp Pro Pro Leu Lys Pro 

225 230 
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