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<212> PRT

<213> Homo sapiens

<400> 1

Met Pro Pro Leu %eu Ala Pro Leu Leu C%s Leu Ala Leu Leu Pro Ala
1 1 15

Leu Ala Ala ggg Gly Pro Arg Cys ggr GIn Pro Gly Glu ghr Cys Leu
0

Asn Gly §1y Lys Cys Glu Ala éga Asn Gly Tthr Glu Aéa Cys val Cys
5 4

Gly g%y Ala pPhe val Gly ggo Arg Cys Gln Asp ggo Asn Pro Cys Leu

Ser Thr Pro Cys Lys Asn Ala Gly Thr Cys His val val Asp Arg Arg
65 70 75 80

Gly val Ala Asp ggr Ala Cys ser Cys 3&a Leu Gly phe Ser géy Pro

Leu Cys Leu Thr Pro Leu Asp Asn Ala Cys Leu Thr Asn Pro Cys Arg
100 105 110

Asn Gly Gly Thr Cys Asp Leu teu Thr Leu Thr Glu Tyr Lys Cys Arg
115 120 125

Cys Pro Pro Gly Trp Ser Gly Lys Ser Cys GlIn Gln Ala Asp Pro Cys
130 135 140

Ala Ser Asn Pro Cys Ala Asn Gly Gly GlIn Cys Leu Pro Phe Glu Ala
145 150 155 160

Ser Tyr Ile Cys His Cys Pro Pro Ser Phe His Gly Pro Thr Cys Arg
165 170 175
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Gin

Gly

Thr

Ser

225

His

Asn

val

Gly

Ala

305

cys

ASD

Arg

Leu

ser

385

Pro

Ser

Leu

Asp

Thr

His

210

Pro

Glu

Ile

ASp

Gin

290

Cys

val

ASp

val

Cys

370

Asn

Ser

leu

Gly

val

Cys

Cys

ASp

Gly

Tyr

GIn

cys

Cys

His

Cys

Gly

Gly

ser
435

Ash

180

His

Gly

Glin

Ala

260

val

cys

ASn

val

Ala

340

sSer

Leu

ASp

Tyr

Ala

420

Phe

Glu

Asn

Pro

Asn

Cys

245

Cys

Asn

Thr

Gly

ASh

325

ser

Phe

Asn

Thr

Thr

405

ASnh

Glu
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Cys Gly GlIn Lys Pro Gly Leu Cys Arg His Gly
1 190

Glu

Asn

Gly

Leu

Pro

Thr

Glu

Gly

Gly

Ala

TYFr

ASp

Asn

390

Gly

Pro

Cys

val

Cys

215

Gly

Pro

Gly

TYyr

Trp

Ala

cys

Ala

375

Pro

Pro

Cys

Gln

Thr

Gly

Asn

Asn

280

val

Cys

Thr

Cys

Glu

360

Cys

val

Ala

Glu

Cys
440

85

Ser

Arg

Cys

pPhe

Ash

265

cys

ASD

His

Gly

Phe

345

cys

Ile

ASN

Cys

His

425

Leu

TY"r

Pro

Arg

Thr

250

Cys

Arg

Glu

Asn

Glu

330

His

Pro

Ser

Gly

Ser

410

Ala

Glin
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ATg

Tyr

Pro

235

Gly

Lys

Cys

cys

Thr

315

Asp

Gly

His

Ash

Gly

Gly

Cys

val

220

Thr

GIn

Asn

Pro

GIn

300

His

cys

Ala

Gly

Pro

380

Ala

Asp

Lys

Tyr

val

205

Pro

Gly

Asn

Gly

Pro

285

L.eu

Gly

Ser

Thr

Arg

365

Cys

Ile

val

Cys

Thr
445

cys

Cys

ASD

Cys

Gly

Glu

Met

Gly

Glu

350

Thr

Asn

Cys

Asp

Ile

430

Gly

Arg

ser

val

Glu

Ala

Trp

Pro

Tyr

Asn

335

His

Gly

Glu

Thr

Glu

415

Asn

Pro

Ala

Pro

Thr

240

Glu

Cys

Thr

Asn

Asn

320

Ile

ASp

Leu

Gly

Cys

Cys

Thr

Arg



Cys

Ala

465

Gly

Ser

Gln

val

545

Thr

Tyr

Pro

Ser

Tyr

625

ASnN

ASD

Ser

ASn

Pro
705

Glu

450

Thr

Tyr

Pro

Cys

530

Gly

His

Gly

Gly

Gin

610

Ley

Leu

Lys

Met

Gly

Glu

Ile

Cys

Glu

Cys

Glu

515

Glu

Pro

cys

Ser

TYr

595

Pro

Cys

Asp

Ile

Gly

ASp

Leu

Gly

Ley

500

Cys

Cys

AsSn

Glu

cys

580

Thr

Cys

Phe

ASp

Asn

Thr

Tyr

val

ASp

val

485

His

Pro

Ala

Thr

val

565

Lys

Gly

Arg

Cys

Cys

645

Gly

Ile

Cys

His
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Asn Glu Cys val Ser Asn Pro Cys Gln Asn Asp

Gin

470

His

Asn

Thr

Ser

Tyr

350

Asp

Asp

His

His

Leu

630

Ala

Tyr

Asn

Glu

455

Ile

cys

Gly

Gly

Thr

535

Thr

Ile

Gly

His

Gly

Lys

Ser

Glu

Ile

Gly

Gtu

Arg

Phe

520

Pro

Cys

Asp

val

Cys

600

Gly

Gly

Ser

cys

ASp

Gly

Thr

Glu

val

505

Thr

cys

val

Glu

Ala

585

Glu

Thr

Thr

Pro

Ala

665

Glu

Ile

Cys

rPhe

Asn

490

Leu

Gly

Lys

cys

570

Thr

Thr

Cys

Thr

cys

Cys

Cys

Ash

Leu
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Gln

475

Thr

ASp

His

Ash

Thr

555

Asp

Phe

Asn

Gin

Gly

Asp

Glu

Ala

Gly

ser
715

460

Cys

ASp

LyS

Leu

Pro

Thr

Ile

620

Pro

ser

Pro

Gly

Phe

700

Glu

Ile

Glu

Ile

cys

525

Ala

Gly

Asp

Cys

ASH

605

Arg

Asn

Gly

Gly

Asn

685

Thr

val

Cys

Cys

Asn

510

Gin

Lys

Tyr

Pro

Leu

590

Glu

ASp

cys

Thr

Tyr

Pro

Cys

ASn

Met

Ala

495

Glu

Tyr

Ccys

Thr

Cys

575

cys

Cys

Asn

Glu

Cys

Thr

Cys

Arg

Glu

Pro
480
ser
Phe

ASp

Leu

Arg

Ser

Ile

640

Leu

Gly

His

Cys

cys
720



Asn

Tyr

Asn

LyYs

Gly

L.eu

Cys

Cys

ASp

Thr

865

Ala

Pro

Ala

Gly

Ser

Lys

Asn

ASD

770

Pro

Asnh

Leu

Ala

Tyr

850

Cys

Ala

Gly

Asn

Phe

930

Ile

Asp

ITe

Asn

Cys

Asn

755

Met

Asn

Gln

Leu

Pro

835

Glu

Glu

Ser

Tyr

Pro

915

Cys

ASn

Cys

Pro

ASp

Glu

Thr

Cys

Gly

Pro

820

Ser

Ser

val

Cys

Sar

900

Cys

Asp

Glu

val

Cys

Cys

725

Cys

Cys

Ser

GIn

The

805

Tyr

Pro

Phe

Asp

Gin

885

Gly

His

Cys

Cys

965

Glu
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val His Gly Ala %gg Arg Asp Ser Leu Asn Gly

Asp

Glu

Gly

Thr

790

Cys

Thr

Cys

Ser

Ile

870

Asn

Arg

Asn

l.eu

Ala

950

ser

Asn

Pro

Ser

Tyr

775

Asn

Tle

Gly

Arg

Cys

855

Asnh

Thr

Asn

Gly

Pro

935

Ser

Tyr

Asn

Gly
Asn
760
val
Ile
Asp
Ala
ASn
840
val
Glu
His
Cys
Gly
9

Gly
ASp

Thr

Thr

Trp

745

Pro

Cys

Ash

Asp

Thr

825

Gly

Cys

cys

Gly

Glu

905

ser

Phe

Pro

Cys

Pro
985

Ser
Cys
Thr
Glu
val
810
Cys
Gly
Pro
val
Gly
8

Thr
Cys
Arg
Cys
Thr

970

Asp
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Gly

val

Cys

Glu

Glu

Thr

Leu

875

TYr

Asp

Thr

Gly

Cys

Thr

Asn

Arg

Ala

Gly

val

Cys

Gly

860

Ser

APrg

Ile

ASp

Thr

940

Asn

Pro

Thr

Asn

Gly

Glu

Ser

Tyr

val

Arg

845

Trp

Pro

Cys

AsSp

Gly

Ala

Glu

Cys

750

Gly

Gly

Asn

Lys

L.eu

830

Gln

GIn

cys

His

ASp

910

Ile

Cys

Ala

Gly

ser
9350

735

Asp

Thr

phe

Pro

815

Ala

Ser

Gly

Arg

Ash

Glu

Asn

Phe

975

Ser

Ile

Cys

ser

Cys

800

AsSn

Pro

Glu

Gln

His

880

Gln

Arg

Thr

Glu

cys

Ser

cys
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pPhe Asn Gly Gly Thr Cys val Asp Gly Ile Asn Ser Phe Thr Cys Leu
995 1000 1005

Cys Pro Pro Gly Phe Thr Gly Ser Tyr Cys Gln His Asp val Asn
1010 1015 1020

Glu Cys Asp Ser Gin Pro Cys Leu His Gly Gly Thr Cys GlIn Asp
1025 1030 1035

Gly Cys Gly Ser Tyr Arg Cys Thr Cys Pro Gln Gly Tyr Thr Gly
1040 1045 1050

#ro Ash  Cys GIn Asn Leu val His Trp Cys Asp Ser Ser Pro Cys
1055 1060 1065

Lys Asn Gly Gly Lys Cys Trp Gin Thr His Thr Gln Tyr Arg Cys
1070 1075 1080

Glu Cys Pro Ser Gily Trp Thr Gly Leu Tyr Cys Asp Vval Pro Ser
1085 1090 1095

val Ser <Cys Glu val Ala Ala Gln Arg GIn Gly val Asp val Ala
1100 1105 1110

Arg Leu Cys Glin His Gly Gly Leu Cys val Asp Ala Gly Asn Thr
1115 1120 1125

His His Cys Arg Cys Gln Ala Gly Tyr Thr Gly Ser Tyr Cys Glu
1130 1135 1140

Asp Leu val Asp Glu Cys Ser Pro Ser Pro Cys GIn Asn Gly Ala
1145 1150 1155

Thr Cys Thr Asp Tyr Leu Gly Gly Tyr Ser Cys Lys Cys val Ala
1160 1165 1170

Gly Tyr His Gly val Asn Cys Ser Glu Glu Ile

Asp Glu Cys Leu
1175 1180 1185

Ser His Pro Cys GIn Asn Gly Gly Thr Cys Leu

Asp Leu Pro Asn
1190 1195 1200

Thr Tyr Lys Cys Ser Cys Pro Arg Gly Thr GIn Gly val His Cys
1205 1210 1215

Glu Ile Asn val Asp Asp Cys Asn Pro Pro val Asp Pro val Ser
1220 1225 1230

Arg Ser Pro Lys Cys Phe Asn Asn Gly Thr Cys val Asp GlIn val
1235 1240 1245
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Gly

Cys

Arg

Glu

ASn

val

Gly

ser

ser

Glin

Asn

Cys

ASp

Leu

Gly

Trp

Asn

Cys
1295

Gly
1310

Ala
1325

Phe
1340

Leu
1355

Pro
1370

Phe
1385

Gin
1400

Ley
1415

Tyr
1430

Ile
1445

Asn
1460

Asp
1475

cys
1450

Tyr

Gly

Thr

Arg

Cys

ser

Gluy

Arg

Thr

Pro

Gly

cys

sear

Gclu

LYS

Gly

Thr

Ser

ASp

Ghn

Ala

Lys

Asn

Gly

Ccys

Cys

Ala

Thr

Pro

Phe

Glu

val

Gly

Gin

Cys

val

Asn

Gly

Gly

The

Ala

Leu

Leu

ser

Cys

Ala

Gly

Ala

Cys

AsSp

ser
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Pro Pro Gly Phe val

Thr

Asn

Cys

His

Lys

Ala

Thr

Asn

Cys

Ser

Glu

Lys

Gly

Cys

Ser

Cys

Leu

Cys
1255

Glu
1270

val
1285

Thr
1300

Pro
1315

Arg
1330

Cys
1345

Gly
1360

Leu
1375

Pro
1390

Pro
1405

Phe
1420

Gly
1435

Glu
1450

Ley
1465

ser
1480

Glin
1495

Cys

Glin

Gly

Cys

Gly

Glu

Gly

Gly

Cys

Thr

ASh

Ala

Leu

Glin

Ley

cys

Leu

Arg

Arg

LYyS

Phe

Asn

Thr

Pro

L.eu

Ser

Gly

Gly

Pro

Cys

Asn

TR

Ser

val

Arg

Asn

ITe

Asp

Cys

Phe

Gly

Glu

Leu

Arg

Glu

Asn

Phe

Lys

Asn

Asn

cys

Gly

Cys

Ala

Ile

Thr

Gly

Ser

l.eu

ASD

Cys

Asn

Asn

Tyr
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1260

Pro
1275

Asp
1290

Glu
1305

Gly
1320

Lys
1335

Arg
1350

Ser
1365

Asn
1395

Pro
1410

Cys
1425

Ile
1440

Gln
1455

His
1470

Asp
1485

Phe
1500

Gly Glu Arg

Cys

Phe

Ser

Thr

Cys

Thr

Gly

Pro

Pro

Phe

His

Pro

Gly

Ala

Pro

Ser

ASp

His

val

cys

Pro

Cys

Pro

Glu

Cys

Tyr

Ile

Pro

Asp

Cys

Trp

Asp

Ala

Cys

1le

Ala

Gly

Arg

Cys

Tyr

Arg

L.eu

Pro

Gly

LYS

Gly



His

Phe

Gln

Cys

His

Leu

Arg

Asp

Glu

Ala

Pro

Met

GIn

val

1le

Pro

Phe

Cys
1505

Asp
1520

Tyr
1535

Asnh
1550

val
1565

MetT
1580

Glu
1595

Ala
1610

Glu
1625

Ala
1640

Gly
1655

ASp
1670

Cys
1685

Ala
1700

Pro
1715

Pro
1730

val
1745

ASp

Cys

Cys

Ser

Pro

Pro

Leu

His

Leu

Pro

Gly

val

val

Ala

Tyr

Pro

Leu

Ser

Gln

LyS

Ala

Glu

Pro

Ser

Gly

Arg

Asp

ser

Arg

Gin

Phe

Lys

Ala

Leu

Gin

APrg

Asp

Gluy

Arg

Glu

Arg

GIn

Lys

Ala

Glu

Gly

Ala

Leu

Ile

GIn

Phe
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Ser Ala Gly Cys Leu

Cys

Ala

His

Cys

L.eu

Gin

val

Gin

His

Leu

Gly

Ser

Ser

Gly

Glu

Leu

Phe

Asn
1510

Glu
1525

Phe
1540

Glu
1555

Ala
1570

L.eu
1585

Leu
1600

Met
1615

Pro
1630

Leu
1645

Gly
1660

Ile
1675

ser
1690

Ala
1705

Ala
1720

His
1735

val
1750

Gly

Ser

Trp

ala

Arg

His

Ile

Ile

Gly

Arg

val

Gin

Leu

val

Phe

Gly

Gin

ASp

ASp

Gly

Asn

Thr

Phe

Lys

Gin

Arg

Tyr

Cys

Ala

Gin

Met

Cys

Cys

Gly

Gly

Thr

Ser

Asn

Pro

Arg

val

Arg

Leu

Phe

Ser

Ser

Tyr

Gly

Asn

His

Leu

Leu

ser

val

Tyr

Ala

Lys

Arg

Glu

Gin

Leu

Glu

val

val
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1515

Pro
1530

Cys
1545

Asp
1560

val
1575

Phe
1590

val
1605

Tyr
1620

Ala
1635

Ala
1650

Glu
1665

Ile
1680

Ser
1095

Thre
1725

Ala
1740

Leu
1755

rPhe Asp Gly

Leu

AsSp

cys

val

His

Phe

Gly

Glu

ser

Leu

ASDp

Ala

ser

val

Ala

Leu

Tvyr

Gln

Ala

val

Phe

Lys

Arg

Gly

Leu

Asp

Asn

Thr

Leu

Glu

Ala

Ser

ASD

Gly

Glu

val

Leu

Arg

Glu

Trp

Leu

Pro

Arg

ASp

Asn

Pro

Ala

Arg



Lys

Lys

Glu

Ala

Glu

Leu

ASD

GIn

Pro

Gly

val

Thr

ser

Ala

val

Arg

Leu

Arg
1760

val
1775

AsSp
1790

Leu
1805

Thr
1820

AsSp
1835

Ala
1850

Ley
1895

Ile
1910

ASD
1925

Arg
1940
Asn

1955

ser
1970

Ala
1985

Ile
2000

Arg

Ser

Ser

Met

Lys

AsSp

Ala

Glu

Gly

Glu

Ser

Arg

Ser

Ile

Ala

Thr

Leu

Arg

Glu

val

AsSp

Lys

Gin

ASp

val

Phe

Thr

ASp

Thr

Asp

GIn

ASP

Asp

Ala

Gin

Ala

Gly

Asp

Phe

Thr

L.eu

Asp

Thr

Gly

Phe

Gly

Ala

AsSp

Ala

Leu

Ala
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His Gly GIn Leu Trp Phe Pro Glu Gly Phe

Ser

Leu

Ash

Arg

Asp

Arg

Ala

Pro

Asn

ITe

Giu

Ala

Asn

Glin

Asp

Arg

1765

Lys
1780

LyS
1795

Gin
1810

phe
1825

His
1840

Met
1855

ASp
1870

Leu
1885

ser
1500

Tyr
1915

Thr
1930

LYS
1945

Met
1960

Ala
1990

Leu
2005

Lys

Pro

ASTY

Glu

Arg

ser

Cys

Met

Glu

Gln

Ala

Arg

Gly

val

Arg

Ala

Lys

Leu

Glu

Glu

GIn

Ala

Met

Ile

Giu

Gly

Leu

Leu

ATg

Phe

Met

val

Arg

Lys

Trp

Pro

Trp

Met

Asp

Ala

Glu

Ala

His

Leu

Thr

Gin

His

Glu

Arg

Asn

Gly

val

Thr

Ala

val

Ser

Glu

Ser

L.eu

Glu

Pro

Iie

Asp

Gly
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1770

Glu
1785

Ala
1800

Asp
1815

val
1830

Gin
1845

Pro
1860

Asn
1875

Cys
1890

Asp
1905

Leu
1920

Ala
1935

Ala
1950

Leu
1965

Ley
1880

Gly
1995

Met
2010

Pro

Ser

Glu

Leu

GlIn

Thr

va'l

Ser

Ala

His

Ala

Ser

His

Tle

Thr

Leu

Leu

ASp

Asp

Pro

His

Pro

Arg

Gly

Pro

Asn

Arg

Ala

Ala

Arg

Thr

Glu

Gly

Gly

l.ey

ASp

Leu

Ptro

Gly

Gly

Ala

Gin

Tyr

Asp

Ala

Ash

Pro

ASp



Leu

LYS

Ala

Asn

Tyr

Ite

Arg

val

Thr

Leu

Lys

Arg

Ser

Tyr

Gln

ASp

Glu

Ite
2015

ser
2030

val
2045

Arg
2060

Glu
2075

Thr
2090

Met
2105

Arg
2120

Leu
2135

Lys
2150

Gly
2165

Arg
2180

Leu
2210

Gln
2225

Thr
2240

Met
2255

Asnh

Ala

val

Glu

Thr

Asp

His

ser

ser

Pro

Leu

LyS

Met

ser

Ser

His

Ala

ser

Leu

Leu

Glu

Ala

His

His

Pro

Pro

Gly

Ala

LysS

Leu

ASp

Pro

Leu

Ala

His

His

Leu

Thr

Lys

Met

ASp

Gln

Pro

val

Cys

ser

Ser

val

Ser

Gly

Leu

P4371R1_WO_DM5_355166_SEQUENCE_LTSTING

Ala Asp val Asn Ala val As
20

Trp

LysS

Pro

val

Asp

Ile

Leu

Leu

Gin

Gly

Gin

Pro

Ala

val

Ile

Gly

2020

Ala
2035

Asn
2050

Leu
2065

Leu
2080

Arg
2095

val
2110

His
2125

cys
2140

Gly
2155

ser
2170

Asp
2185

val
2200

Ser
2215

Pro
2230

Ala

Gly

Phe

Leu

Leu

Arg

Gly

Ser

Lys

Lys

Gly

ASp

Pro

Leu

His

Gly

Ala

Ala

Leu

ASp

Pro

Leu

Ala

Pro

Lys

Glu

LyS

Ser

Pro

AsSh

Ley

Gly

val

AsSn

Ala

His

Arg

teu

Pro

Asnh

val

Ala

Gly

Leu

Leu

His

Asn

Arg

Asn

Lys

Ala

Phe

Asp

Asp

Leu

Gly

Arg

LYS

Cys

Glu

Leu

Leu

val

Leu
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Asn
2040

ASp
2055

Arg
2070

Ala
2085

Ile
2100

Glu
2115

Gly
2130

Tyr
2145

Lys
2160

ASp
2175

Leu
2190

ser
2205

Pro
2220

Pro
2235

Ala
2250

Ala
2265

val

Met

Glu

Asn

Ala

Tvr

Gly

Leu

Pro

l.eu

Leu

Pro

Ser

Gly

Ala

Phe

ASp

Glin

Gly

Arg

Gin

Asn

Thr

Gly

Ser

LyS

Asp

His

Pro

Met

Lys

Glu

p Asp Leu Gly
25

Ala

ASh

Ser

ASp

Glu

Leu

Pro

ser

Ser

Ala

Ser

Gly

Phe

Pro

Pro

Thr



Gly

Thr

Gly

Leu

ser

His

Leu

Ala

Asn

Glin

Leu

Leu

Ser

Leu

Ala

val

Phe

PO
2270

val
2285

GIn
2315

val
2330

Ser
2360

Thr
2375

Leu
2390

Gin
2405

ser
2435

ser
2450

Pro
2465

Glin
2480

ASD
2495

Leu
2510

Pro

L.eu

Ser

Ser

Ala

Met

Gln

Gln

Gin

Gin

val

Gly

Leu

Thr

phe

Ash

Thr

Arg

Gly

Thr

Gly

Pro

val

Met

Pro

Met

Ser

Ser

Glu

Ala

Ser

Leu

Thi

PIo

Leu

Ser

Ser

Met

Gly

Gly

Met

His

Gln

Leu

Ser

Pro

val

Leu

Thr

Pro

ser

P4371R1_WO_DMS5_355166_SEQUENCE_L ISTING
i Leu Pro val Ala Ser

ser

Ser

Leu

va't

Pro

Pro

Ser

Leu

Gln

Gln

Ala

Ser

His

Pro

Pro

Ser

Pro

His
2275

ser
2290

Asn
2305

Pro
2320

Leu
2335

Leu
2350

Tyr
2365

val
2380

GIn
2395

Pro
2410

Ala
2425

Gin
2440

Thr
2455

Ser
2470

Pro
2485

His
2500

Glu
2515

Gly

Gly

Asn

Ser

Gin

Gln

Asn

Pro

ser

Ala

Ile

Ser

Ser

Glin

ser

Gly

Gin

Gin

Thr

Ser

Gly

Thr

Leu

Pro

Gly

ASp

Leu

l.ey

Gin

Leu

Pro

Ala tLeu

Cys Glu

Tyr Asn

Gln Ala

Ser Leu

Leu Pro

GIn Gln

Gin Pro

Pro Pro

His Leu

val GlIn

Pro Gin

val Pro

His Ser

Gin val

Asp Gln

Page 10

2280

Asn
2295

Trp
2310

Pro
2325

Pro
2340

Ala
2355

ser
2370

val
2385

Alta
2400

Pro
2415

Gly
2430

Pro
2445

Glu
2460

Pro
2475

Tyr
2490

Pro
2505

Trp
2520

Gly Thr ser

Fhe

Leu

Leu

Ser

Ala

Thr

Gln

Asn

GIn

Arg

Leu

ser

val

Ser

Glu

sear

Thr

ser

Arg

Leu

Ser

Arg

Pro

Ile

Pro

Ser

Gly

Pro

Thr

Ser

His

Ser

val

Arg

Gly

GIn

Ala

Leu

Gln

GIn

His

Phe

Pro

Ala

Ala

Pro

Pro

ser



P4371R1._WO_DM5_355166_SEQUENCE_LISTING
Ser Prg His Ser Asn val Ser Asp Trp Ser Giu Gly val Ser Ser
2525 2530 2535

Pro Pro Thr Ser Met Gln Ser Gin Ile Ala Aarg Ile pro Glu Ala
2540 2545 2550

Phe Lys
2555

<Z210> 2

<211> 2531

<212> PRT

<213> Mus musculus

<400> 2
Met Pro Arg Leu Leu Thr Pro Leu Leu Cys Leu Thr Leu Leu Pro Ala
1 5 10 15

Leu Ala Ala ggg Gly Leu Arg Cys ggr Gln Pro ser Gly ghr Cys Leu
0 _

Asn Gly Gly Arg Cys Glu val Ala Asn Gly Thr Glu Ala Cys val Cys
35 40 45

ser Gly Ala Phe val Gly ggn Arg Cys GIn Asp égr Asn Pro Cys Leu
50

Ser Thr Pro Cys Lys Asn Ala Gly Thr Cys His val val Asp His Gly
65 70 75 80

Gly Thr val Asp Tyr Ala Cys Ser Cys Pro Leu Gly Phe Ser Gly Pro
85 90 95

Leu Cys Leu Thr Pro Leu Asp Asn Ala Cys Leu Ala Asn Pro Cys Arg
160 105 110

Asn Gly Gly Thr Cys Asp Leu Leu Thr Leu Thr Glu Tyr Lys Cys Arg
115 120 125

Cys Pro Pro Gly Trp Ser Gly Lys Ser Cys GIn GIn Ala Asp Pro Cys
130 135 140

Ala Ser Asn Pro Cys Ala Asn Gly Gly GlIn Cys Leu Pro Phe Glu Ser
145 150 155 160

Ser Tyr Ile Cys Arg Cys Pro Pro Gly Phe His Gly Pro Thr Cys Arg
165 170 175

Gln Asp val Asn Glu Cys Ser Gln Asn Pro Gly Leu Cys Arg His Gly
180 185 190

Gly Thr Cys His Asn Glu Ile Gly Ser Tyr Arg Cys Ala Cys Arg Ala
195 200 205
page 11



Thr

Ser

225

His

AsSn

val

Gly

Ala

305

cys

Asp

Arg

Leu

Ser

385

Pro

Ala

Leu

Cys

Ala
455

His

210

Pro

Glu

val

ASD

G'ln

290

Cys

val

ASD

val

370

Asn

Ser

Leu

Gly

Glu

450

Thr

Thr

Cys

Cys

AsSp

Gly

Tyr

G1In

Cys

Cys

Ala

355

His

Cys

Gly

Gly

Ser

435

Ile

Cys

Gly

Glin

Ala

260

val

Cys

Asn

val

Ala

340

ser

Leu

ASpD

Tyr

Ala

420

phe

AsSp

Leu

Pro

Asn

Cys

245

Cys

Asn

Thr

Gly

AsSn

325

Ser

Phe

Asn

Thr

Thr

405

AsSn

Glu

val

Asp

P4371R1_WO_DM5_355166_SEQUENCE_LISTING

His Cys Glu Leu Pro Tyr ¥§1 Pro Cys Sser Pro
0

Gly

230

Leu

Pro

Thr

Glu

Gly

310

Gly

Ala

Tyr

ASD

Asn

390

Gly

Pro

Cys

Asn

Glin
470

215

Gly

Pro

Gly

Tyr

ASD

295

Thr

Trp

Ala

cys

Ala

375

Pro

Pro

Cys

GIn

Glu

455

Ile

Thr
Gly
Asn
ASn
280
va'l
cys
Thr
Cys
Glu
360
Cys
val
Ala
Glu
Ccys
440

Cys

Gly

Cys

Phe

Asn

265

Cys

ASp

His

Gly

Phe

345

Cys

ITe

Asn

cys

His

425

Leu

Ile

Arg

Ala

250

Cys

Arg

Glu

Asn

Glu

330

Gln

Pro

Ser

Gly

Ser

410

ala

Gln

Ser

Phe

Pro

235

Gly

Lys

Cys

Cys

Thr

315

ASp

Gly

His

Asn

Gly

Gly

Asn

GIn
475

Thr

GIn

Asn

Pro

Glin

300

His

Cys

Ala

Gly

Pro

380

Ala

Asp

Lys

Tyr

Pro

460

Cys

Page 12

Gly

Asn

Gly

Pro

285

Leu

Gly

Ser

Thr

Arg

Cys

Ite

val

Cys

Thr

445

Cys

ASp

Cys

Gly

Glu

Met

Gly

Glu

Asn

cys

Asp

Leu

430

Gly

Gin

cys

Thr

Trp

Pro

Tyr

Asn

335

His

Gly

Glu

Thr

Glu

415

Asn

Pro

Ash

Met

Thr

240

Glu

Cys

Thr

Asn

Asn

320

Ile

Asp

Leu

Gly

Cys

400

cys

Thr

Arg

ASp

Pro
480



Gly

Ser

Gln

val

545

Thr

Tyr

Pro

Ser

Tyr

625

Asn

Asp

Ser

Asn

Pro

705

Asn

Tyr

TYr

Pro

Cys

530

Gly

His

Gly

Gly

GlIn

610

Leu

Leu

LYS

Met

Gly

Glu

ser

Lys

Glu

Cys

Gln

515

Glu

Pro

Cys

Ser

Tyr

595

Pro

Cys

ASp

Ile

Cys

675

Gly

Gly

Asn

Cys

Gly

Leu

500

Cys

Cys

ASnh

Glu

Cys

580

Thr

Cys

Leu

ASp

Asp

660

Asn

Thr

Tyr

Pro

ASp
740

val

485

His

Pro

Ala

Thr

val

565

Lys

Gly

Arg

Cys

val

Cys

His

Cys

725

Cys

P4371R1_WO_DM5_355166_SEQUENCE_LISTING

Tyr Cys Glu Ile Asn Thr Asp Glu Cys Ala Ser

Asn

Lys

Ser

TYT1

550

ASp

ASp

His

His

Leu

630

Ala

Tyr

Asn

Glu

ASD

710

Ile

Ala

Gly

Gly

Thr

535

Thr

Ile

Gly

His

Ser

Glu

Tle

695

Pro

His

Pro

His

Phe

520

Pro

Cys

ASD

val

Cys

600

Gly

Gly

Asn

Cys

Thr

Gly

Gly

Cys

505

Asn

Cys

val

Glu

Ala

585

Glu

Thr

Thr

Pro

Ala

665

Glu

Ite

Cys

Ala

Trp
745

490

Met

Gly

Lys

Cys

Cys

570

Thr

Thr

Cys

Thr

Cys

650

Cys

Cys

Ala

Leu

Cys
730

ASp

His

Asn

Thr

555

ASD

Phe

AsSn

Glin

Gly

Asp

Glu

Ala

Gly

Ser

715

Arg

Lys

Leu

Pro

Thr

Ile

Ser

Pro

Gly

Phe

700

Glu

Asp

ser Gty Thr

Page 13

Ite

Cys

525

Ala

Gly

ASp

cys

AsSn

605

Arg

Asn

Gly

Gly

ser

685

Thr

val

Gly

Asnh

Asn

510

Gln

Lys

Tyr

Pro

Leu

590

Glu

ASp

Cys

Thr

Tyr

Pro

Cys

ASH

Leu

cys
750

495

Glu

Tyr

Cys

Thr

cys

575

cys

Cys

Asn

Glu

cys

Arg

Glu

Asn

735

ASp

Phe

Asp

Leu

Gly

560

His

Ser

Ite

640

Leu

Gly

His

Cys

Cys

720

Gly

Ile



P4371R1_WO_PM5_355166_SEQUENCE_LISTING

Asn Asn Ash Glu Cys Glu Ser Asn Pro Cys val Asn Gly Gly Thr Cys
755 760 765

Lys Asp Met Thr Ser Gly Tyr val Cys Thr Cys Arg Glu Gly Phe Ser
770 775 780

Gly Pro Asn Cys GlIn Thr Asn Ile Asn Glu Cys Ala Ser Asn Pro Cys
785 790 795 800

Leu Asn Gln Gly Thr Cys Ile Asp Asp val Ala Gly Tyr Lys Cys Asn
805 810 815

Cys Pro Leu Pro Tyr Thr Gly Ala Thr Cys Glu val val Leu Ala Pro
820 825 830

Cys Ala Thr Ser Pro Cys Lys Asn Ser Gly val Cys Lys Glu Ser Glu
835 840 845

Asp Tyr Glu Ser Phe Ser Cys val Cys Pro Thr Gly Trp Gin Gly Gln
850 855 860

Thr Cys Glu val Asp Ile Asn Glu Cys val Lys Ser Pro Cys Arg His
865 870 875 880

Gly Ala Ser Cys Gin Asn Thr Asn Gly Ser Tyr Arg Cys Leu Cys GIn
885 890 895

Ala Gly Tyr Thr Gly Arg Asn Cys Glu Ser Asp Ile Asp Asp Cys Arg
900 905 910

Pro Asn Pro Cys His Asnh Gly Gly Ser Cys Thr Asp Gly Ile Asn Thr
915 920 g25

Ala Phe Cys Asp Cvs Leu Pro Gly Phe GlIn Gly Ala Phe Cys Glu Glu
930 935 940

Asp Ile Asn Glu Cys Ala Ser Asn Pro Cys GIn Asn Gly Ala Asn Cys
945 950 955 260

Thr Asp Cys val Asp Ser Tyr Thr Cys Thyr Cys Pro val Gly Phe Asn
963 970 975

Gly ITe His Cys Glu Asn Asn Thr Pro Asp Cys Thr Glu Ser Ser Cys
980 985 990

Phe Asn Gly Gly Thr Cys val Asp Gly Ile Asn Ser Phe Thr Cys Leu
995 1000 1005

Cys Pro Pro Gly Phe Thr Gly Ser Tyr Cys Gin Tyr Asp val Asn
1010 1015 1020
Page 14



Glu

Ser

Leu

LyS

Glu

val

Leu

His

Asp

Thr

Gly

sSer

ser

Glu

Arg

Gly

cys

Tyr
1040

Asn
1055

Asn
1070

Cys
1085

Ser
1100

Leu
1115

Tyr
1130

Ghu
1145

Cys
1160

Tyr
1175

Gin
1180

Tyr
1205

Ite
1220

Ser
1235

Gly
1250

Glu
1265

ASp

Gly

Cys

Gly

Arg

Cys

Cys

Cys

val

Thr

His

Pro

LyS

Asn

Pro

Tyr

Gly

ser

The

Gln

Gly

Ser

Glu

Gln

His

ASp

Asp

Gly

Cys

Cys

val

Lys

Thr

Asp

Arg

Tyr

Asn

Arg

Gly

val

His

Cys

Glu

Tyr

Ser

Gln

Ser

Asp

Ccys

Cys

va'l

P4371IR1_WO_DM5_355166_SEQUENCE_LISTING

Pro

Lys

Leu

Cys

Trp

Ala

Gly

GIn

Cys

Leu

Asn

Asnh

Cys

ASD

Phe

Thr

Asn

Cys
1030

Cys
1045

val
1060

Trp
1075

Thr
10980

Ala
1105

Gly
1120

Ala
1135

Ser
1150

Gly
1165

Cys
1180

Gly
1195

Pro
1210

Cys
1225

ASn
1240

Cys
1255

Glu
1270

Leu HMis Gly Gly Thr cCys GIn Asp
1035

Thr

Arg

Gin

Gly

Gin

Leu

Gly

Pro

Gly

saer

Gly

Arg

His

Asn

PO

cys

Cys

Trp

Thr

va'l

Lys

Cys

Tyr

Asn

Phe

Glu

Thr

Gly

Pro

Gly

Pro

Leu

Pro Gln

Cys Asp

Asn Thr

Asn Cys

Arg Gly

val Asp

Thr Gly

Pro Cys

ser Cys

Glu Ile

Cys Ile

Thr Gln

Pro Leu

Thr Cys

Gly Phe

Ser Asn

Page 15

Gly
1050

Ser
1065

Gin
1080

ASp
1095
Ile

11190

Glu
1125

ser
1140

Gln
1155

LYyS
1170

Asn
1185

Asp
1230

val
1245

val
1260

Pro
1275

Tyr

Ala

Tyr

val

Asp

Gly

Tyr

Asn

Cys

Glu

Leu

val

Pro

ASp

Gly

Cys

Thr

Pro

His

ieu

val

Asp

Cys

Gly

val

Cys

Thr

His

Ala

Glin

Glu

Asp

Gly

Cys

Cys

Ser

Thr

Lys

Glu

Ala

Ala

Leu

ASn

Cys

Ser

val

Arg

Pro



Arg

Glu

Asri

val

Gly

Ser

Ser

Gin

Asn

Cys

ASp

Gln

Gly

Trp

Asn

His

Phe

Gly
1310

Ala
1325

Phe
1340

Leu
1355

Pro
1370

Phe
1385

Gln
1400

Leu
1415

Tyr
1430

Ile
1445

Asn
1460

ASp
1475

Cys
1490

Cys
1505

ASD
1520

Thr

Arg

Cys

Ser

Glu

Arg

Thr

Pro

Gly

Cys

Ser

Ghu

Lys

Gly

Thr

ASp

cys

Gln

Ala

Arg

AsSn

Gly

cys

Cys

Ala

Thr

Pro

Phe

Glu

val

Gly

Gin

ser

Gin

Asn

Gly

Gly

Thr

Ala

Leu

Leu

Ser

Cys

Ala

Thr

Ala

Cys

ASD

Ser

Gln

Leu

PA371R1I_WO_DM5_355166_SEQUENCE_LISTING

Cys val
1285

His Thr
1300

Lys Pro
1315

Ala Arg
1330

Thr Cys
1345

Asn Gly
1360

Cys Leu
1375

Ser Pro
1390

Glu Pro
1405

Lys Phe
1420

Gly Gly
1435

Cys Glu
1450

Asn Leu
1465

Cys ser
1480

Leu Gin
1495

Cys Asn
1510

Thr Glu
1525

Gln Arg val Asn Asp Phe His Cys

Gly

Cys

Gly

Glu

Gly

Gly

Cys

Thr

Asnh

Ala

Leu

Gn

l.eu

Cys

Ser

Gly

Arg

Lys

Phe

AsSn

Thr

Ser

val

Ser

Gly

Gly

Pro

Cys

Asn

Trp

Ala

GIn

Arg

Asn

ASp

Ccys

Phe

Gly

Glu

Leu

Arg

Glu

Asn

Phe

Lys

Gly

Cys

page

Cys

Gly

cys

Ala

Ile

Thr

Ser

Ash

Leu

ASp

cys

Asn

Asn

Tyr

Cys

Asn

16

1290

Glu
1305

Arg
1335

Arg
1350

Ser
1365

Asn
1395

Pro
1410

Cys
1425

Tle
1440

Gln
1455

His
1470

ASD
1485

Phe
1500

Leu
1515

Pro
1530

Ser

val

cys

Thr

Gly

Pro

Pro

Phe

His

Pro

val

Ala

Pro

Ser

Phe

Leu

val

Cys

Pro

Cys

Pro

Glu

Cys

Tyr

Ile

Pro

ASp

Cys

TR

Asp

Asp

TYyr

Ite

Ala

Gly

Arg

Cys

Tyr

Arg

Leu

Pro

Ala

Gly

Lys

Gly

Gly

ASp



Gln

Cys

His

Leu

Arg

Asp

Glu

Ala

Arg

Glu

Gln

Leu

Glu

val

val

Phe

Arg

Tyr
1535

Asn
1550

val
1565

Leu
1580

Glu
1505

Ala
1610

Glu
1625

Thr
1640

Glu
1655

Iie
1670

ser
1685

Gly
1700

Pro
1715

Ala
1730

Leu
1745

Pro
1760

Glu
1775

Cys

Ser

Pro

Pro

Leu

Gln

Leu

Ser

Leu

ASP

Ala

Ser

val

Ala

Leu

Glu

Pro

Lys

Ala

Glu

Pro

Ser

Gly

Arg

ser

Asp

ASh

Thr

Leu

Glu

Ala

ser

Gly

Leu

Asp

clu

Arg

ASp

Gln

Lys

Leu

Pro

Arg

AsSp

AsSn

Pro

Ala

Arg

Phe

Gly

P4371R1_WO_DM5_3551.66_SEQUENCE_LISTING

His

Cys

l.eu

Gln

val

Gin

His

Leu

Met

GIn

val

Ile

Pro

Phe

Lys

Lys

clu

phe
1540

Glu
1555

Ala
1570

Leu
1585

Leu
1600

Met
1615

Pro
1630

Pro
1645

Asp
1660

Cys
1675

Ala
1690

Pro
1705

Leu
1720

val
1735

Arg
1750

val
1765

Asp
1780

ser Asp Gly His Cys Asp Gln Gly
1545

Trp

Ala

Arg

His

Ile

Ile

Gly

Ile

val

Tyr

Pro

Leu

Arg

Ser

Ser

Asp

Gly

Ash

Thr

Phe

Lys

Thr

Arg

Gln

Phe

Lys

Ser

Leu

Arg

Glu

val

Gly

Thr

Asn

Asn

Pro

Arg

Ser

Gly

ser

Leu

ITla

GIn

Phe

GIn

Ala

Gly

Page

Leu

Leu

Ser

val'l

Tyr

Ser

Gly

Ser

Ser

Gly

Glu

Leu

Phe

His

Ser

Leu

17

ASp
1560

val
1575

Phe
1590

val
1605

Tyr
1620

Thr
1635

Ile
1665

Ser
1680

Ala
1695

Ala
1710

His
1725

val
1740

Cys

Ley

His

Phe

Gly

val

Arg

val

GlIn

Leu

val

lL.eu

Gly

Gln

Lys

Pro

Ala

val

Phe

Lys

His

Gly

Gin

Tyr

cys

Ala

Lys

Met

Cys

Leu

LysS

Leu

Glu

val

Leu

Arg

Glu

Trp

Arg

Leu

Phe

Ser

Ser

Tyr

Gly

Trp

Arg

Lys



Asn

val

Thr

Ala

val

Ser

Glu

Ser

Leu

GTuy

Pro

Ile

ASp

Gly

val

Asn

Ala
1790

Asp
1805

val
1820

Gin
1835

Pro
1850

Asn
1865

cys
1880

Asp
1895
Leu

1910

Ala
1925

Ala
1940

Leu
1955

Leu
1970

Met
2000

Asp
2015

Asn
2030

sSer

Glu

Leu

Gin

Thr

val

sSer

Ala

His

Ala

Ser

His

Leu

Thr

Leu

ASp

val

ASp

Asp

Pro

His

Pro

Arg

Gly

Pro

Asnh

Arg

Ala

Ala

Arg

Thr

Glu

Leu

ASp

Gly

Leu

ASp

L.eu

Pro

Gly

Gly

Ala

Gln

Tyr

AsSp

Ala

Asn

Pro

Asp

Gly

Ala

P4371R1_wO_DM5_355166_SEQUENCE._LISTING

Ala

Giu

Leu

Asp

Gln

Pro

Gly

val

Thr

Ser

Ala

val

Arg

Leu

Leu

Lys

Ala

Leu
1795

Thr
1810

Ser
1825

Ala
1840

Leu
1885

Ile
1900

Asp
1915

Arg
19830

Asn
1945

ser
1960

Ala
1875

Ile
1990

Ile
2005

ser
2020

val
2035

Met Asp Asp Asn Gln

Lys

Asp

Ala

Glu

Gly

Glu

Ser

Arg

Ser

Ite

Ala

Thr

Leu

Asn

Ala

val

Lys

Gn

ASp

val

Phe

Thr

Asp

Thr

Asp

Gin

Asp

Asp

Ala

Ser

Leu

Leu

Phe

Thr

L.eu

Asp

Thr

Gly

Phe

Gly

Ala

Asp

Ala

l.eu

Ala

His

His

Leu

Page

Arg

Asp

Arg

Ala

Pro

AsSn

Ile

Glu

Ala

Asn

Gin

AsSp

Arg

Ala

Trp

LYysS
i8

1800

Phe
1815

His
1830

Met
1845

Asp
1860

ey
1875

Ser
18390

Tyr
1905

Thr
1920

Lys
1935

Met
1950

Gly
1965

Ala
1980

Leu
1995

ASp
2010

Ala
2025

Asn
2040

Asn Glu Trp

Glu

Arg

Ser

Cys

Met

Glu

Gin

Ala

Arg

Gly

val

Arg

Ala

val

Ala

Gly

Glu

Gln

Ala

Met

Ile

Glu

Gly

Leu

Leu

Arg

Phe

Met

val

Asn

Ala

Ala

Pro

Trp

Met

Asp

Ala

Glu

Ala

His

Leu

Thr

Gln

His

Glu

Ala

val

Asn



LYS

Ala

Phe

Asp

ASp

leu

Gly

Arg

LYS

Cys

Gluy

Leu

Leu

val

Leu

Ala

Met

Asp
2045

Arg
2060

Ala
2075

Ile
2090

Glu
2105

Gly
2120

Tyr
2135

Lys
2150

ASp
2165

Leu
2180

Ser
2195

Pro
2210

Pro
2225

Ala
2240

Ala
2255

ser
2270

Asn
2285

Met

Glu

Asn

Ala

Tyr

Gly

Leu

Pro

Leu

Leu

Pro

Ser

Gly

Ala

Phe

Ser

rhe

Gin

Gly

Arg

Gln

Asn

Thr

Gly

ser

Lys

Asp

His

Pro

Met

Lys

Glu

Ala

Thr

Asn

Ser

Asp

Glu

Leu

Pro

Asn

Thr

Ala

Ser

Gly

Phe

Pro

Pro

Pro

Ser

val

P4371R1. WO DM5_355166_SEQUENCE_LISTING

Asn Lys
2050

Tyr Glu
2065

rle Thr
2080

Arg Met
2095

val Arg
2110

Thr Leu
2125

Leu Lys
2140

LYs Gly
2155

Arg Arg
2170

Ser ser
2185

Tyr Leu
2200

Gin Gln
2215

Asp Thr
2230

Glu Met
2245

Pro Pro
2260

Thr val
2275

Gly Ala
2290

Glu Giu Thr Pro Leu

Thr

Asp

His

Ser

Ser

Ser

Leu

Lys

Met

Ser

Ser

His

Ala

Pro

Leu

Pro

Ala

His

His

Pro

Pro

Ala

Ala

Lys

Leu

Asp

Pro

Leu

Ala

Arg

Ser

Ala

Lys

Met

ASp

GIn

Thr

Thr

Cys

Ser

ser

val

Ser

Gly

Leu

Leu

Thr

Ser

Page

val

ASD

ITe

l.eu

Leu

Gln

Gly

Gln

Pro

Ala

Met

Ile

Ala

ser

Asn

Leu

15

2055

Leu
2070

Arg
2085

val
2100

His
2115

Cys
2130

Gly
2145

ser
2160

ASp
2175

val
2190

ser
2205

Pro
2220

Ser
2235

His
2265

Gly
2280

Asni
2295

Phe Leu Ala

Leu

Leu

Arg

Gly

Ser

Lys

Lys

Gly

Asp

Pro

Leu

His

Gly

Leu

Thr

Gly

ASD

Pro

Leu

Thr

Pro

Lys

Glu

Lys

ser

Pro

Ser

ieu

Ser

Pro

Gly

GIn

His

Arg

l.eu

Ala

ASnh

Ala

Ala

Gly

Leu

Leu

His

Asn

Arg

val

Ala

Cys



Glu

AsSn

ala

Leu

Asn

val

Pro

L.eu

Glin

Gln

Pro

Ser

Gln

Asp

Ser

Thr

Pro
2315

Ala
2330

ser
2345

Thr
2360

GIn
2375

Ser
2390

Gly
2405

Pro
2420

Glu
2435

Pro
2450

Tyr
2465

val
2480

Gln
2495

Glu
2510

His
2525

<210> 3
<211> 2321

Leu

Leu

Gly

Thr

Arg

Pro

Gln

Arg

Leu

Ser

Met

Ser

Pro

Trp

Gly

Ile

Pro

Arg

Leu

Asn

Leu

GlIn

Pro

Ser

Gly

Gin

Thr

Ser

Glu

Ser

Ile

Pro

Arg

Pro

Glin

Thr

Ala

Asn

His

Phe

Pro

Ala

Thr

Ser

His

Ser

Ser

Glu

P4371R1_WO_DM5_355166_SEQUENCE_ELISTING

Leu GIn Asn Gly Met val Pro

Gly

His

Leu

Thr

Leu

Leu

Leu

ser

Leu

Thr

Pro

Pro

Ser

Ser

Ala

2305

val
2320

ser
2335

Ser
2350

Gln
2365

GIn
2380

Ser
2395

ser
2410

Ser
2425

Pro
2440

Gin
2455

val
2470

Phe
2485

Ser
2500

Pro
2515

Phe
2530

Thr

Met

Pro

Pro

Leu

val

Gly

Leu

Thr

Phe

ASp

Leu

Pro

Pro

Lys

Pro

Met

Ile

His

Gin

Ser

Glu

Pro

Ser

Leuy

Asn

Thr

His

Thr

Gly

Gly

Ile

Leu

Pro

Ser

Pro

val

Leu

Thr

Thr

Pro

Ser

Thr

Page

Thr

Pro

Tyr

val

Gln

Ala

Ser

His

Pro

Pro

Pro

Ser

Ash

Met

2310

Leu
2325

Leu
2340

Gln
2355

Gln
2370

Asn
2385

Ala
2400

Gin
2415

Thr
2430

ser
2445

Pro
2460

Ser
2475

Pro
2490

Ite
2505

Pro
2520

ser GIn Tyr

Ser

His

Gly

Thr

Leu

Asn

Ala

Ile

ser

ser

His

Glu

sSer

Ser

Thr

ser

Leu

GIn

Glin

Gly

ASp

Leu

Met

Gin

GIn

Ser

AsSp

Gin

Gln

Ser

Pro

Gln

Pro

His

val

Pro

val

His

Leu

Pro

Trp



P4371R1_wO_DM5_355166. SEQUENCE_LISTING

<212> PRT

<213> Homo sapiens

<400> 3

Met Gly Pro Gly ?1a Arg Gly Arg Arg Arg Arg Arg Arg Pro Met Ser
1 10 15

Pro Pro Pro Pro Pro Pro Pro val Arg Ala lLeu Pro Leu Leu Leu Leu
20 25 30

Leu Ala Gly Pro Gly Ala Ala Ala Pro Pro Cys Leu Asp Gly Ser Pro
35 40 45

Cys éga Asn Gly Gly Arg %§s Thr GIn Leu Pro Ser Arg Glu Ala Ala
60

Cys Leu Cys Pro Pro Gly Trp val Gly Glu Arg Cys Gln Leu Glu Asp
65 70 75 80

Pro Cys His Ser Gly Pro Cys Ala Gly Arg Gly val Cys Gln Ser Ser
85 80 95

val val Ala Gly Thr Ala Arg Phe Ser Cys Arg Cys Pro Arg Gly Phe
100 105 110

Arg Gly Pro Asp Cys Ser Leu Pro Asp Pro Cys Leu Ser Ser Pro Cys
115 120 125

Ala His Gly Ala Arg Cys Ser val Gly Pro Asp Gly Arg Phe Leu Cys
130 135 140

Ser Cys Pre Pro Gly Tyr GIn Gly Arg Ser Cys Arg Ser Asp val Asp
145 150 1535 160

Glu cys Arg val Gly Glu Pro Cys Arg His Gly Gly Thr Cys Leu Asn
165 170 175

Thr Pro Gly Ser Phe Arg Cys GIn Cys Pro Ala Gly Tyr Thr Gly Pro
180 185 190

Leu Cys Glu Asn Pro Ala val Pro Cys Ala Pro Ser Pro Cys Arg Ash
195 200 205

Gly Gly Thr Cys Arg GIn Ser Gly Asp Leu Thr Tyr Asp Cys Ala Cys
210 215 220

Leu Pro Gly Phe Glu Gly GIn Asn Cys Glu val Asn val Asp Asp Cys
225 230 235 240

Pro Gly His Arg Cys Leu Asn Gly Gly Thr Cys val Asp Gly val Asn
245 250 255
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Thr

Glu

Gly

Tyt

AsSp

Asn

Gly

Pro

Cys

ASNn

Arg

Tyr

465

Gly

Ser

Ser

Tyr

Asp

Thr

290

Trp

val

Cys

Ala

Pro

370

Gly

Cys

Gin

Glu

Ile

450

Cys

Gly

Gly

Thr

Asn

val

275

Cys

Thr

Cys

Ala

Cys

355

val

Ala

Glu

Cys

Gly

Glu

va'l

Phe

Pro
515

Cys

260

Asp

Phe

Gly

rhe

340

val

Asn

Cys

His

Gly

Leu

Gin

val

Cys

Ser

500

Cys

Glin

Glu

Ash

Glu

His

325

Pro

Ser

Gly

ASD

Leu

405

Arg

5er

phe

Asp

Lys

485

Gly

Arg

P4371R1_WO_DM5_355166_SEQUENCE_LISTING

Cys Pro Pro Glu Trp Thr Gly Gln Phe Cys Thr
270

Cys

Thr

Ser

310

Gly

Met

Asn

Arg

Gin

390

Gly

Gly

Gly

Thr

Iie

470

Asp

Ser

Asn

GIn

Leu

295

cys

Ala

Gly

Pro

Ala

375

Asp

Arg

Tyr

Pro

Cys

453

Asp

Arg

Thr

Gly

Leu

280

Gly

Ser

Thr

LYs

Cys

360

Ile

val

Cys

Thr

Cys

440

Ile

Glu

val

Cys

Ala
520

265

GlIn

Gly

Gin

Cys

Thr

345

His

Cys

Asp

val

Gly

Arg

Cys

Cys

Asn

Gin

505

LYS

Pro

His

AsSn

His

330

Gly

Glu

Thr

Glu

Asn

410

Pro

Ash

Met

Gln

Gly

Leu

Cys

Asn

Ser

Ile

315

Asp

Leu

Asp

Cys

Cys

395

Thr

Arg

Gln

Ala

Ser

475

Phe

ASp

val

Ala

Cys

300

Asp

Arg

Leu

Ala

Pro

380

Ser

Gin

Cys

Ala

Ser

val

AsSp

Page 22

Cys

285

val

Asp

val

Cys

Ile

365

Pro

Ile

Gly

Glu

Thr

445

Phe

Pro

Cys

Asp

Gln
525

His

Cys

Cys

Ala

His

350

Cys

Gly

Gly

Ser

Thr

430

Cys

Thr

Cys

Thr

Glu

510

Pro

Asn

vai

Ala

Ser

335

Leu

Asp

Phe

Ala

Phe

415

ASp

Leu

Gly

val

Asp

Gly

Asn

Thr

320

Phe

AsSD

Thr

Thr

Asn

400

Leuy

val

Asp

Thr

AsSnh

480

Pro

Ala

Gly



Tyr

Asn

545

Asp

Thr

His

Pro

Ala

625

Tyr

Glu

val

Pro

ser

705

Glu

Ala

Gly

Cys

Arg

Glu

530

val

Gly

Arg

Gly

Ser

610

ser

ASp

Ile

ASD

Pro

690

His

Pro

Cys

Met

Glu

770

Cys

Cys

Asp

Ite

Cys

Asn

Cys

Asn

Gly

Gly

Glu

Gilu

Arg

Asp

Ala

Glu

580

Lys

Thi

pPro

val

Glu

660

Glu

Cys

Ile

irp

ser

740

rhe

Leu

ser

cys

Cys

Ser

565

Ser

Cys

Thr

Cys

Cys

645

Cys

ASh

Leu

Cys

Ser

725

GIn

His

sSer

Ala

P4371R1_WO_DM5_355166_SEQUENCE_LISTING

Ala Glu Gly phe Glu Gly Thr Leu Cys Asp Arg

Ser

550

Phe

Gln

Leu

Gly

Thr

630

Gin

Ala

Gly

Pro

Tyr

710

Gly

Pro

Cys

Fro

Pro
790

535

Pro

Ser

val

ASp

val

615

Phe

Pro

Ser

Phe

Pro

695

ASp

Pro

Cys

Thr

Cys

775

Gly

Asp

Cys

Asp

Led

600

Asn

Gly

Gly

ser

Arg

Ser

Ala

Arg

Arg

Cys

760

Thr

Gin

Pro

Ala

Glu

585

val

cys

val

rhe

Pro

665

Cys

His

Pro

Cys

Ala

745

Pro

Pro

Leu

Cys

Cys

570

Cys

Asp

Glu

cys

Thr

650

Cys

Leu

Pro

Gly

Ser

730

Gly

Pro

Asn

Pro

His

Ala

Arg

Lys

val

Gly

Cys

Cys

Gly

Gly

Pro

val
795

540

His

Pro

Ser

Tyr

Asn

620

ASp

Pro

Glu

Pro

Ala

700

Phe

Ser

Thr

va'l

Cys

780

Cys

Page 23

Gly

Gly

Gin

Leu

605

Ite

Gly

Leu

Gly

Pro

685

His

Arg

Leu

Cys

Gin

765

Glu

Ser

Arg

Tyr

Pro

590

Cys

Asp

Ile

Cys

Ggly

Gly

Glu

Cys

Ala

Ser

750

Gly

His

Cys

Cys

Thr

575

Cys

Arg

ASp

Asn

Asn

655

Ser

Ser

Pro

val

Arg

735

sSer

Arg

Gly

Pro

val
560
Gly
Arg

Cys

cys

Cys

Leu

Cys

Cys

720

ASp

Asp

Gin

Gly

Gin
800



P4371R1_WG_DM5_ 355166 _SEQUENCE_LISTING
Gly Trp GIn Gly Pro Arg Cys GIn GIn Asp val Asp Glu Cys Ala Gly
805 810 815

Pro Ala Pro Cys Gly Pro His Gly Ile Cys Thr Asn Leu Ala Gly Ser
820 825 &30

Phe Ser cys Thr Cys His Gly Gly Tyr Thr Gly Pro Ser Cys Asp Gln
835 840 845

Asp ITe Asn Asp Cys Asp Pro Asn Pro Cys Leu Asn Gly Gly Ser Cys
850" 855 860

GIn Asp Gly val Gly Ser pPhe Ser Cys Ser Cys Leu Pro Gly Phe Ala
865 870 875 880

Gly Pro Arg Cys Ala Arg Asp val Asp Glu Cys Leu Ser Asn Pro Cys
885 890 895

Gly Pro Gly Thr Cys Thr Asp His val Ala ser Phe Thr Cys Thr Cys
900 905 910

Pro Pro Gly Tyr Gly Gly Phe His Cys Glu GInh Asp Leu Pro Asp Cys
915 920 925

ser Pro Ser Ser Cys Phe Asn Gly Gly Thr Cys val Asp Gly val Asn
930 935 940

Ser Phe Ser Cys Leu Cys Arg Pro Gly Tyr Thr Gly Ala His Cys Glin
945 250 955 9560

His Glu Ala Asp Pro Cys Leu Ser Arg Pro Cys Leu His Gly Gly val
965 970 975

Cys Ser Ala Ala His Pro Gly Phe Arg Cys Thr Cys Leu Glu Ser Phe
980 985 990

Thr Gly Pro GIn Cys Gin Thr Leu val Asp Trp Cys Ser Arg Gln Pro
995 1000 1005

Cys GIn Asn Gly Gly Arg Cys val Gln Thr Gly Ala Tyr Cys Leu
1010 1015 1020

Cys Pro Pro Gly Trp Ser Gly Arg Leu Cys Asp Ile Arg Ser Leu
1025 1030 1035

Pro Cys Arg Glu Ala Ala Ala GlIn Ile Gly val Arg Leu Glu GlIn
1040 1045 1050

Leu Cys Glin Ala Gly Gly GIn Cys val Asp Glu Asp Ser Ser His
1055 1060 1065
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Tyr

Gilu

Cys

Tyr

Gln

TYIF

Ile

Pro

Phe

Ala

Thr

Cys

Pro

Ser

Gln

Arg

Arg

cys
1070

val
1085

Arg
1100

Asn
1115

Pro
1130

Leu
1145

Asn
1160

Arg
1175

Arg
1190

ASH
1205

Arg
1220

His
1235

Cys
1250

Pro
1265

Pro
1280

Glu
1295

Gly
1310

val

ASp

Gly

Gly

cys

Cys

Glu

Cys

Cys

Tle

Asp

Ala

GTu

Gly

Phe

l.eu

Pro

Cys

Pro

TVYr

Asp

Gln

Ser

AsSp

Leu

Thr

ASh

Cys

Gly

Ser

Pro

Trp

Gin

Arg

Pro

Cys

Met

Asn

cys

AsSp

His

Cys

Glu

Leu

Phe

Gn

Gly

Gly

Cys

Cys

P4371R1._WO_DM5_355166_SEQUENCE_LISTING
Glu Gly Arg Thr Gly Ser His

Leu

Gly

Cys

Gly

Pro

Cys

Asn

Pro

Cys

Gin

ser

Pro

Gly

Pro

Pro

Ala

1075

Ala
1090

Gly
1105

Glu
1120

Pro
1150

Gly
1165

Gly
1180

Pro
1195

Arg
1210

ASD
1225

Gly
1240

Cys
1255

val
1300

Cys
1315

Gln

TvYrP

Asp

Ser

Gly

Pro

Thr

Gly

Ser

Pro

Pro

Gln

L.eu

Cys

Gly

Pro

Pro

Met

ASp

cys

Thr

Gly

Cys

Tyr

Gly

Gly

Arg

His

Thr

Glu

val

Pro

cys

cys

val

Ile

Leu

Pro

val

Thr

Ala

Gly

Cys

Gly

rPhe

Arg

Pro

Gly

page

Gln

Glu

Asp

Asp

Gly

Pro

ASp

Gly

Cys

Gly

GIn

Gly

Thr

val

cys

Leu

25

1080

His
1095

Cys
1110

Glu
1125

Leu
1140

val
1155

Leu
1170

Leu
1185

Leu
1200

His
1215

pPhe
1230

Thr
1245

Gin
1260

Cys
1275

Ala
1290

Gln
1305

ser
1320

Cys Glu G1n

Gly

Leu

Cys

val

Leu

ASp

val

Arg

Ala

Arg

val

Cys

His

Arg

Gln

Gly

Gly

Pro

Ala

Ala

Cys

ser

Gly

Cys

Ala

Cys

L.eu

Arg

Cys

ser

Thr

Pro

Thr

Gly

Ser

Arg

Glu

Gly

Gly

Gy

His

Leu

ser

Pro

Ala

Cys

Pro

Ser



cys

Cys

Pro

Gly

Glu

Gln

Gly

Glu

Pro

His

TYFr

AsSn

val

ey

Arg

Ala

Gly

Arg
1325

Ala
1340

Leu
1355

Pro
1370

Pro
1385

Arg
1400

Gly
1415

Ala
1430

Ala
1445

Ala
1460

Cys
1475

Thr
1490

Pro
1505

Pro
1520

Leu
1535

His
1550

ser
1565

Ser

Ala

Ala

Arg

Arg

Cys

Asp

Leu

Cys

Gly

Ala

Glu

Ala

Pro

Ser

Gly

Glu

Phe

Ala

Pro

Cys

Cys

Asp

Cys

Gln

Ser

Gly

Asp

Glu

Leu

Glu

Ala

GIn

Piro

Pro

pro

Phe

Glu

Pro

Arg

Ser

Cys

Ser

Arg

His

Cys

Leu

GTu

Ile

Ala

Arg

P4371R1_WO_bM5_355166_SEQUENCE. LISTING
Pro Pro Gly Ala Ser

Gly

Cys

Phe

Ala

Arg

Glu

Leuy

Trp

Pro

Glu

Phe

Gly

Ala

Ley

Leu

Met

Ala

ser
1330

Leu
1345

Arg
1360

Pro
1375

Ala
1390

Cys
1405

ser
1420

Arg
1435

Ala
1450

Arg
1465

Ala
1480

Trp
1495

Arg
1510

Leu
1525

Arg
1540

val
1555

Arg
1570

His
Cys
Ala
Ala
AsSh
val
lLeu
Cys
Thr
ASD
ASD
Gly
Arg
Thr
Phe

Arg

Gly

Ala

Ala

Cys

Ser

Gly

Phe

Leyu

Cys

Gly

Gly

val

Ser

Ser

Pro

Glu

Gly

Cys

aAla

Gin

Pro

AsSp

Asn

TYr

Asn

Arg

Leu

Leu

Ser

Ley

Tyr

Leu

Page

Ser

Ala

Pro

Ala

Gly

Pro

Asn

Asp

Pro

Cys

ASp

val

Ala

Arg

His

Ala

26

1335

Gln
1365

Glu
1380

Lys
1395

Ccys
1410

Trp
1425

Ser
1440

Asn
1455

val
1470

Asp
1485

Cys
1500

Leu
1515

ASp
1530

Phe
1545

Arg
1560

Pro
1575

Asn Ala Sser

Arg

Gly

val

APrg

Gly

Arg

Arg

Phe

Tyr

Gln

Alta

Thr

Phe

Arg

Pro

Glu

Pro

Trp

Ser

Gly

Trp

Gln

Cys

Asp

Glu

Gly

ser

val

Leu

Leu

Ser

val

Ala

Thr

Glu

Asp

ASD

Cys

Asp

Cys

Lys

cys

Gu

Leu

ASp

PTro

Ile



Gly

Ser

Asp

Tyr

Pro

Leu

Arg

LyS

Gin

Met

ala

Ala

ASp

Asp

Gly

Glu

Ser

ser
1580

Pro
1595

Tyr
1610

Pro
1625

Ser
1640

Leu
1655

Glu
1670

Asp
1685

Lys
1730

val
1745

Ile
1760

Ala
1775

Phe
1790

Pro
1805

Ile
1820

val

Glu

Leu

Leu

val

val

His

val

Ala

Glu

Arg

ASp

Arg

ASp

Thr

Met

Ile

val

Asn

Gly

APrg

Pro

Ile

Ser

Ala

Leu

val

Ley

Cys

val

Ala

Pro

Pro

Ser

Met

Asp

Ala

ASp

el

Leu

Thr

ser

Gly

Ala

Lys

Arg

Ala

Asp

Leu

Thr

ASp

P4371R1_WO_DM5_355166_SEQUENCE _LISTING
ITe Asp Asn Arg Leu

L.eu

His

Leu

val

Leu

val

Leu

Gly

Met

Thr

val

Glin

Pro

Gly

Met

Glu

Leu

Glu
1585

cys
1600

ser
1615

Arg
1630

Pro
1645

Leu
1660

Trp
1675
His
1690

Lys
1705

ASp
1720

Glu
1735

Trp
1750

Ala
1765

Met
1780

Leu
1795

Glu
1810

Ile
1825

Phe

Ala

Gly

Leu

Gly

phe

LYS

Asn

Trp

Glu

Thr

Met

Asp

Ala

Asp

Cys

Pro

val

Gy

Leu

val

Pro

Gly

Met

Met

Pro

Glin

Ala

val

Ser

Glu

Glin

AsSp

Glu

Pro

val

Met

Glu

Arg

Ala

ASp

Gly

His

Leu

Asn

Phe

Ala

Gly

Ala

Arg

Leu

Ala

val

Gly

Arg

Lys

Thr

Met

His

Thr

va'l

Cys

ASp

Ala
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1590

Gin
1605

Leu
1620

Glu
1635

Ala
1665

Phe
1680

Glu
1695

Gly
1710

Glu
1725

Gly
1740

Leu
1755

Pro
1770

Arg
1785
Gly

1800

ASp
1815

Gin
1830

Cys Leu Gln

Ser

Asp

Pro

Ala

Arg

Ser

Pro

Glu

Cys

Ala

va'l

Pro

Gly

Gly

Thr

Leu

Ala

Phe

Pro

val

Arg

Leu

val

Ser

Pro

Glu

Ala

Gln

Pro

Ala

Ser

Gly

Ala

Pro

Glu

Leu

LysS

Gly

Leu

Glu

Glu

Ala

Gly

Asp

Leu

Ala

Ala



Arg

Tyr

AsSp

Ala

Asn

Ala

Gluy

Gly

Ala

ASp

ser

Glu

Glu

Gly

Cys

Gly

Pro

Thr
1835

Ala
1850

Thr
1865

val
1880

Arg
1895

Leu
1910

ey
1925

Lys
1540

Thr
1955

ser
1970

Tyr
1985

Ile
2000

Arg
2015

Pro
2030

Pro
2045

ser
2060

Gln
2075

ASp

Arg

Asn

Thr

Ser

Ile

Ile

Ser

l.eu

Lys

Glu

Thr

Leu

Arg

Pro

LYS

Gly

Arg

Ala

Ala

Ala

Thr

Leu

Ala

Ala

Ala

Glu

Ala

ASD

His

Ser

Gly

Lys

Pro

Thr
Asp
Gin
Asp
Asp
Aja
Ser
Leu
Leu
Glu
Ala
His
Gin
Pro
Ala
ser

Arg

P4371R1_WO_DM5_355166_SEQUENCE_LISTING
Thr Ala Leu His Leu

Gly

Ala

Asp

Ala

Leu

Ala

His

His

Leu

Thr

LYS

Leu

AsSDp

Pro

Phe

Arg

Gly

Glu
1840

Ala
1855

His
1870

Gin
1885

Asp
1200

APrg
1915

Ala
1930

Trp
1945

Lys
1960

Pro
1975

Leu
1990

ASp
2005

Ile
2020

Gly
2035

Ley
2050

Arg
2065

Arg
2080

Lys Arg

Ser Gly

Gly val

Ala Arg

Leu Ala

Asp val

Ala Ala

Asn Gly

Leu Phe

Leu Leu

Arg Leu

val Arg

Pro His

Pro Gly

Pro Pro

Gly Lys

Leu

Arg

Phe

Met

val

Asn

Ala

Ala

l.eu

Asp

Pro

Leu

Gly

Leu

Gly

LYyS

Leu

Thr

Gln

Ala

Glu

Ala

val

Asn

Ala

His

Arg

Ley

l.eu

LysS

Lys

Leu
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1845

Asp
1860

Pro
1875

Ile
1890

Asp
1905

Gly
1920

val
1635

Asn
1950

LYysS
1965

Ala
1980

rhe
1995

ASD
2010

Asp
2025

Gly
2040

Ala
2055

Ala
2070

Thr
2085

Ala Ala Arg

Ala

Leu

Leu

Gly

Met

AsSp

Asn

Asp

Arg

Ala

val

Gin

Pro

Ala

Gly

Leu

Gly

His

Ile

ser

val

Glu

val

Met

Glu

Asn

Ala

Pro

Leu

Gin

Leu

Ala

Ala

Thr

Arg

Thr

Glu

Leu

Glu

Gln

Gly

Arg

GIn

Ser

Leu

Ser

Gly

Cys



Pro

Ser

Gly

Ala

Asn

Ala

Gin

Pro

Ala

Pro

His

Ser

Thr

ser

Thr

Gly
2090

Leu
2105

Gly
2120

val
2135

Arg
2150

Pro
2165

Pro
2180

Leu
2195

Pro
2210

Gly
2225

Ser
2240

Trp
2255

Thr
2270

Gly
2285

Leu
2300

Pro
2315

<210> 4

<211> 14
<212> PRT
<213> Artificial

Pro

ASp

Phe

ser

GlIn

val

Pro

Leu

Tyr

Ala

Glu

Ala

Pro

Ala

Ala

Lys

Leu

Ser

Pro

L.eu

Pro

Ala

Gly

Asn

Leu

His

His

ser

Ser

Leu

Gin

Arg

P4371R1_WO_PM5_355166_SEQUENCE_ELISTING
ser val Thr Leu Ser

Ala Asp

Pro Arg

Leu Glu

Ala GTn

Pro Gly

val Pro

Pro Ser

Pro Gly

Ala vai

Ser Ser

Pro Tyr

Pro Ser

Pro Ala

Pro Ala

Ala Gin

Gin val

Sequence

Ser
2095

Pro
2110

Gly
2125

Leu
2140

Leu
2170

rhe
2185

Thr
2200

Pro
2215

Pro
2230

Leu
2245

Pro
2260

Thr
2275

Gin
2290

Thr
2305

Leu
2320

rhe

Pro

Gly

Cys

Asp

Leu

Pro

Gly

Pro

Thr

Pro

Ala

Pro

Gin

Ala

Gly

Tyr

Gly

val

Trp

Leu

val

His

Lys

Pro

Ser

Thr

Ley

Leu

Gly

Ala

Pro

Ley

Ala

Pro

Ser

Gly

Ala

Ser

Leu

Gly

Pro

Gly

Page

Pro

Ala

Gly

Ser

Arg

Leu

Pro

Glu

Arg

Pro

Ser

Ala

Ley

Pro

29

2100

Pro
2115

Ala
2130

Arg
2145

Leu
2160

Leu
2175

Ala
2190

Gln
2205

Glu
2220

Phe
2235

Glu
2250

Asp
2265

Met
2280

Ser
2295

Gln
2310

Pro val Asp

Ala

Thr

Ala

Gly

Pro

Pro

Glu

Tyr

Ley

ser

Trp

Ala

val

Pro

Ser

Ala

Gly-

Leu

Pro

Gly

Arg

Pro

Arg

Pro

Ser

Thr

Pro

Giu

Pro

Thr

Leu

Leu

Pro

Pro

Pro

val

val

Glu

Thr

Ser

val



P4371R1_WO_DM5_355166. SEQUENCE_LISTING

<220>

<223> pescription of Artificial Sequence: Synthetic
peptide

<400> 4

val Met val Ala Arg Arg Lys Arg Glu His Ser Thr Leu Trp

1 5 10
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