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110

SEQUENCE LISTIRG
<110> ADISSEC FRENCE BAS
<120> Debaryomyces castellii phytass
<130> HL/SG/EP~43825

<130>
151>

FROS.G7336
2005-08-07

<160> 1B

<170>

<210> 1
<RIL>
<2L2>
<IL3>

220>,
<21
<222
<323>

220>
221>
CERX>

cos
<4G0> L
aagatighgt
gotobtatag
satgatgete
atigaaaaca
caaagyssa
gatgargatyg
agtaaggeta
gocaagotta
agaatggaag
gatgatcats
saacaggsag
tochtgacaa
gtgettteto

atggtoaara

2973
DNA
Debaryomyoss zastellid

misc feature
{782) .., (782}
nis a, ¢

g,

{1538)..{2323}

tagutaataa
sdagggcoge
ctaaggazas
Lgeattctaa
gaagattogth
atgbgttaga
ctgaasaaga
agaagatLge
cattgguaas
agaatgagek
azagagaata
atracttaga
atecastege

tocaceegoy

-

PatentIn version 3.2

oz t

gaajtasato
tgotygtbgat
srcageaagt
CgBegEAAAL
azgasagaat
tocaattaaa
agetechaac
agctaagtat
tttgaagcea
czacaatgaa
cogtaaetat
aestacktigat
ggtgttiges

vtcAggAARg

ctigatgatt
aaagaagght

cogtoagsta

aasasagaaty
caacagttge
cCagasaCTAC
geagateasa
gttgaacagy
aagygoacasn

ztcatygatyg

cogtgghoct

aagggtaaat

ttbrtggama
ctacagasso
geagaattic
taggtasgas
actckgotge
amasatbaag
ctratgttay
CcRgaggaaga
aBaagCaasn
tgaatetbga
asgtegacgs
craagoogesa
ctctocaasa

geatcaacga

zaaggattot
tgagattata
tcygatcagaa
goguttaage
tcaaagtygat
acttcenagas
aggrasasaa
azagaagatbg
tcaattgcaa
aaagaassay
gtcgﬁaatca

coatotgat
attoaaatat

cacuottaac

60

120

188

240

300

380

42¢C

480

600

H60

720
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tacttoacte cteggaastt gyatgagehg cgbtctgata coegattigos ctggotgeat 900
graagagats tgottaageg cataaagece aacgatobte tggggobgti tacogttago GE0
azaghtaazt tagtgctace aggtgyeoty gagtrasaca aagobotggg tgogaataay 1020
magygegacty gebccaazay gasaaagtga ttascgocoo astoggacct thgttttatg 1080
tacaattaat tagtttaatd agbicgtabbt tgeatitgatt tachobbtet ctagaataty 1140
acotgataygy acactacata coatichtaa taatagatac atatccocgga ctaztatghi 1200
ttgtgtcaaa ftaggsaate ctetgheass totgbetaat sacazigtaa attagigaga 1260
ctaattacat tatctacage acgtgtatea cractttaag cttbtgacecct tgbgacctaa 1320
aggattotrit tacacgtgty btggaagoage agaactattg gacacagacg aaaghbgbgeh 1380
tocttcatega boastataga stgestasta ageogasttght ttitgagtec casazeagea 1440
gagaactght atgastatgy ttotgaasay tatssasagic asagzagboc togaattget 1500
stogatngat toataagtat ceaagtaaat aghiocast atg gte tea gic tea aag 1858

Mat Val Ser Val Ber Lys

1 5
tta att aac aat ggt tta ttg ktg gta ggt cas ggb goo tac caa gat 1603
Len Ile Asn Asn Gly Dew Leu Leu Val Gly Gln &@ly Ala Tyr Gln Asp

10 15 20
ttg got too cga caa caa gog toc gbe gag caa et asc atc ate aga 1651
Lew Ala Ser Pro Gle Gln Ala Ser Val Glu Gin Tyr Asn Ile Ile Axg
25 30 35
tte tha gga gga gob got cca tat atc caa aac aaa ggg thtoe ggh ate 1689
Phe Leu Gly GLy Ala Rla Pro Pyr Ile Gln Asn Lys Gly FPhe Gly Ile
40 45 50
Lot Bct gat ate cca gat caa tgb ackt ott gag ema gtc raa ttg tto 1747
Ser Thr Asp Ile Pro Aep Glo Cys Thr Leu §lu Glo Val &ln Leu Phe
55 50 65 70
ago aga catb ggt gas ags tac cca tee act gge too gyd sag aaa bat 1785
Ser Arg His Gly Slu Arg Tyr Pro Ser Thr Gly Ser Gly Lys Lys Tyr
T3 80 85
zayg get gta tat gas asg ttg aty tca tac aac ggt act Ttc asg gga 1B43
Lys Ala Val Tyr Glu Lys Leu Met Ser Tyr Asn Gly Thr Phe Lys Gly
50 a5 100
gaa thg got the ete aat gee gat tat gaa tab Lttt gttt ceb gae tca 1881
Gl Lew Ala Phe Leu Asn Asp Asp Tyr Glu Tyr Phe Val Pro Asp Sar
105 110 115
gty tat ctt gsa say gaa acs toa coa mag aat teot gac aghb atc tac 1532
Val Tyr Leu Glu Lys Glu Thr Ser Pro Lys &sn Ser hsp Ser Ile Tyr
1249 125 130

get age act gat geg abg aag cat ggt abe got bttt aga ace aag 1587

ggt
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Ala Gly Thr Thr Asp Ala Heb Lys His Gly Ile Ala Phe Brg Thr Iys

135 140 145 150
taec ggb gaa ttg ttc gat act aal gac ackt ctt cca gtk tie act teo 2035
Tyr Gly Glu Leu Phe Asp Thr Asn Asp Thr Leu Pre Vel Phe Thr Ser
155 160 185
aat tct ggt aga gta tat cea ace tot cas tac thb goa aga ggbt Lol 2083
Asn Ser Giy Arg Val Tyr Gln Thy Ber &ln Qyr Phe Ala Arg OGly Phs
176 175 184
tg gga gat gab tie agh sac gt acc gic zaa acc aat att ate tet 2131
Mat Gly Asp Asp Phe Ser Asn Asp Thr Val Lys Thr Asn Ile Ile Ser
185 i8¢ 195
gam gao get gat atg ggb gec aac teom tta aca cca age gat got tot 2178
Glu Asp Ala Asp Met Gly Ale Asn Ser Leu Thr Pro Arg Asp Gly Cys
260 205 210
tie mac bag azt gas sab gob aac act got att gttt gat gasa tac act 2227
Phe Asn Tyr Asn Glu Asn Als Asn Thy Ala Ile Vel Asp Glu Tyr Thy
215 220 225 230
act gea btat the act aza gob ottt aac aga ttit asza get tot aat cet 2275
Thr Giu Tyr Leu Thr Lys ARla Leu Asn Arg Phe Lys Ala Sey Asn Pro
235 240 2458
ggt tig asc att eot gaa gat gat gttt bob aat ort bttt gga tac tgt 2323
Giy Leu Asn Ile Thr Glu Asp Rsp Val Ser Asn Leu Phe Gly Tyr Cys
250 255 280
ek tab gaa tta mat gtt sss gga geb tob cca atg tgb gat atc bbb 2371
2la Tyr Giw Lew BRsn Val Lys Gly Ala Ser Pro Met Cys BAsp Ila Phe
265 270 275
act asbt gam gay tto att csa tag toh tac agk gt gat cbl gat gac 2419
Thr Asn §lu Glu Phe Ile Gln Tyr Ser Tyr Ser Val Asp Leu Asp Asp
280 285 280
tat tac tce aar aght gea gt zat aat atg act aga gte ate ggt tea 2487
CTyr Tyr Sar Asn Ser Ala Gly Asn Asn Met Thr Arxg Val Ile Gly Ser
285 300 308 310
aca tie tta aas goa tew thy gaa tia tta sac cat gac asma azat gay 2515
Thy Leu Leu Asn Ala Ser Leu Gilu Leu Leuy Asn His Asp Lys Rsn Glu
315 320 az5
aat aag stt tgg tha tet tte act cac gat act gat att gas att tti 2563
Asn Lys Ile Trp Leu Ser Phae Thr His Asp Thr Asp Ile Glu Ile Phe '
338 335 340
cat tot got att ggh att ottt abtc oot gat gsa gab tia ceca gth gat 2611
Bis Ser Ala Ile Gly Tle Leu Ile Prc Rsp Glu Asp Leu Pre Val Bsp
345 350 355
tac act cca tte coa tok cot tat tot cac gttt gga att act cet cea 2659

Tyr Thr Pro Phe Pro Ser Pro Tyr Ser His Val &ly Ile Thr Pro Gln
360 385 370
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got got ags act ath att gaa asg taAC gog tgl got aat gaa fob tat 2107
@ly Als Brg Thr Ile Ile Glu Lys Tyr Ala Cys 8ly Asn Glu Ser Tyr

378 380 345 390

gtt ags tat gtt-atc aat gat got gttt att cocm att aay sag kgt age 2758
Val Arg Tyr Val Ile BRsn Asp Ala Val Tle Pxo Ils Lys Lys Cys Ser :

¢ 385 400 405
tot ggt oot got tbe tea tgt aat ctt ast gab bat ast gat tat gt 2803
Ser Gly Pro Gly Phe Ser Cys Asn Leu Asn Asp Tyr Asn Asp Tyr Val
410 413 420 :
gat gaa aga ght gea gyt acc aac tet gttt gas caa Lot ggh aat aac 2851
hla Slu Arg Val Ala Gly Thr Asn Tyr Val Blu Gln Cys Gly Asn asn
425 430 4335

zat got tes gobt gbtb aca tte tac tgg gat tac gas act act gac tac 2898
Asn Als Ser Ala Val Thr Phe Tyr Trp Asp Tyr Glu Thr Thr Asn Tyr

440 445 450

mco got boc obt ate asc aght tas aatbttbterit tebttiectd tettotteaa 29853
Thr Ala Zer Leuw Ile Asn Ser

455 460

sacaaghitc btathrtebtit 2973
210> 2

<Z1l> 461

<212>» BRY

<213> DPebaryomyces castellii

<400> 2

Met Val Ser Val fSer Lys Lewn fle Asn Asn Gly Leu Leu Len Val Gly
1 5 10

)
(R

Gla Gly Ala Tyr Gln Asp Lew Ale Ser Pxo Gln Gln Ala Ser Val Glu
20 23 30

Gin Pyr Asn Ile Ile Arg Phe Leu Gly Gly Ala Ala Pro Tyr Ils Gin
35 40 45

Asm Lys Gly Phe Gly Ile Ber Thr Rsp Ile Pro Asp Gln Cys Thr Leu
8

50 BE

Glu Gln Val Gin Lau Phe Ser Arg His Gly Glu Arg Tyr Pro Ser Thr
65 70 15 30

Gly Ser Gly Lys Lys Tyr Lys Als Val Tyr Glu Lys Leu Met Ser Tyr
85 20¢] £

Asn Gly Thr Phe Lys Gly Glu Leu Ala Phe Leu Asn Asp Asp Tyr Siu
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100 103 110

Fyr Phe Vval Pro Asp Ser Val Tyr Leu Glu Lys Glu Thr Ser Pro Lys
1

115 120

Agn Ser Aszp Ser Ile Tyr Ala Gly Thr Thr Asp Ala Met Lvs Hils Gly
130 135 140

ile Ala Phe Arg Thr Lys Tyvr Gly Glu Leu Phe Asp Thr Zsn Asp Thy
145 150 155 160

Leu Pro Val Phe Thr Ser Asn Ser Gly Arg Val Tyr Gln Thr Ser Gin
165 170 175

Tyr Phe Ala Arg Gly Phae Met Gly Asp Asp Phe Ser Asn Asp Thr Val
18 185 180

Lys Thr Asn Ile JIle Ssr Glu Asp Rla Asp Met Gly Ala Asn Ser Leu
195 200 208

Thr Pro Arg Asp Gly Cys Phe Asn Tyr Asn Glu 2sn Ala Asn Thr Ala
210 215 220

Ile Val Asp Glu Tyr Thr Thr Glu Tyr Leu Thr Lvs Ala Leu Asn Arg
2258 230 235 240

Phg Lys Ala Ser Asn Pro Gly Leu Asn Ile Thr Glu Asp Asp Val Ser
245 250 2538

Asn Leu Phe Gly Tyr Cys Bla Tyr Glu Leu Asn Val Lys Gly Rla Ser
280 285 270

Pro Mat Cys Asp Ile Phe Thr Asn Glu Glu Phe Ile Gln Tyr Ser Tyr
275 280 285

Ber Val Asp Leu Asp Asp Tyr Tyr Ser Asn Ser BRla Gly Bsn Asn Mab
280 285 300

Thr Arg Val Ile Gly Ser Thr Leu Leu Asn Alz Ser Leu Glu Lsu Leu
308 310 315 320

Asn His Asp Lys ZAsn Glu Asn Lys Iles Trp Leu Ser Phe Thr His Asp
325 330 335
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Thr Bsp Ile Givc Ile Phe His Ser Ala Ile Gly Ile Leu Ile Pro Asp
340 345 350

Glu Asp Leu Pro Val Asp Tyr Thr Fro Phe Pro Ser Pro Tyr Sar His
355 380 385

Val Gly Ile Thy Pro Gln Gly Bla Arg Thr Tle Ile Glu Lys Tvr Ala
375 380

Cys Gly Asn Glu Ber Tyr Val Arg Tyr Val Tle Asn Asp Ala Val Ile
385 380 385 400

" Pre Ile Lys Lys Cys Ber Ser Gly Fro Gly Phe Ser Cys Asn Leu Asn
403 410 415

Asp Tyr Asn Rep Tyr Val Alz Glu Arg Val Ala Gly Thr Asn Tyr Val
420 4§28 430

Glu Gln Cys Gly Asn Aspn Amn Ala Ser Ala val Thr Phe Tyr Trp Asp
435 440 445

Tyr &ilu Thr Thr Asn Tyr Thr Ala Ber Leu Tle Asn Ser
450 455 480

S2lo> 3
<d1i> 7
<212> PRT
<213> Artificial seguence

<220>

<221> misc_ Ffeature

<ZZ2> {4}, . {4}

<223> ¥aa can be any naturally occurcing aminoe acid

<220>

<221> misc_feature

<222> {6)..(6)

<223> ¥Xaa can be any naturzally occurring amince acid

<400> 3

Arg His Gly Xaa Rrg Xaa Pro
i 5

210> 4

<211> 7

<R212> PRT

<213> Debaryomyces castellii
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<400>

<210>
<ZLlis
C2L2>
<213>

220>
<Z21>
CAZ3>

<400>

4

Ary His Gly Glu Arg Tyr Pro
i
3

5
19
DA
Artificial sequence

mige Ffeature
Primer Phyt-Nter—for

5

tosarttrzat haaysaygg

<21la>
<Z1l»
<2AL2>
<Z13>

<220
221>
<223>

<220%
L3224
222>
<223>

<400>

<]
20

DN
Artificial sequence

mize fezture
Primer Phyt-pepl-rev

mise fearure
{3)..{3)
nis a, ¢, g, or ¢

g

gynacraart ayrortarta

<210>
<211>
<212>
<213>

<220>
221>
<223>

<400>

7

22

DNA

Artificial sequence

misc_feature
Primer ARL

5

gtaatacgace tcactatagg ge

210>
211>
<212>
<213>

B8

18

DNA

Artificial sequence

710

PCT/FR2006/001653

18

20

22
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<220>
<E221> mise feature
<223» Primer APZ

<400> 8
actataggue acgogtyggh

<210> 9
<2iil» 27
<ELI> DA

«213> Artificial segquence

<ZE0>
221> mise¢ feature
<223> Pprimer Sphyt-spe-1

<400> 9
tetggageag ctoectectaa gaatetg

<2L0> 10
<2Ll>» 28
<Z1l2> DHA

<213> Artificial seguence

<220>
<221> mizc feature
<223> Primer Sphyt-spe-2

<4G0»> 10
atgatghtat attgotogac ggscgottyg

<21l0> 11
<211> Z7
<212> DN

<213> Artificial sequence

<220>
<221> mise fsature
<223> Primer 3nhyt-spe-l

<400> 11
tatggageayg stoectockaa gaatetg

<2L0> 12
<21l> 28
<212> ©HA

<213> Artificial sequence

<Z20>
<221> gmisc_feature
<2Z3> Primer Iphyt-spe-2

8/10 PCT/FR2006/001653

18

27

29
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<400> 132
atggetecyg Zzagadatat zagonbghs

<210> 13
<211> 3¢
<212> DNRA

<2Z13» Artificial sequence

220>
<221> misc feature
<Z2Z3> Puimer 3bisphyt-spe-1

<480> 13
gaagtgtage totggtoctyg ghbttcteaty

<2i0> 14
<Z13> 30
<ZL2Z> DNA

<213> Artificial sequence

<E20>
<ZZ2l> misc_feature
<223> Primex 3bisphyt-spe-2

<400> 14
atgitgetga nagagtbtges ggtacoaact

<2L0> 15
<211> 32
<2L2>  DNA

<2L3> Artificial seguence

<220>
<221> misec feature
<Z23> Primer phytDC~PatI-for

<400> 15
geastgragt ctoagtcotea aagtitmatta ac

<210> 1&
<21i> 33
<212> DR

<213> Artificial sequence

<220>
<221> misc_featurs
<223> Primer phytDC-Kbal-ray

<400> 16
agttotagat taactghtiga tasgggaage got

PCT/FR2006/001653

28

30

30

32

33
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<Z210> 17

<2ll> 7

<212> PRY

<213%> Debaryomyces castellll

<400> 17
Ser Lyg Lew Ile Asn Rsn Gly
i 5

<210» 18

<21i» 1

<Z1%» PRT

<213> Debaryomycas castellil

<400> 18

Pro Val Phe Tyr Glu Tyr Asp
1 8



