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[FIG. 4B]
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[FIG. 9A]
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[FIG. 12H]
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[FIG. 15B]
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[FIG. 19B]
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[FIG. 19D]
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[FIG. 22C]
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[FIG. 24A]
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[FIG. 24D]

Ucp

8

awh
~wTHMKO

ok

o o B

3

Relative mRNA exprassion

b7 D+Rost
7 days after differentiation

[FIG. 24E]

36/90



[FIG. 25A]
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[FIG. 27]
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[FIG. 30]
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[FIG. 33]
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[FIG. 34]
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[FIG. 38B]
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[FIG. 38C]
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[FIG. 39C]
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[FIG. 40B]
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[FIG. 42F]
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[FIG. 42g]
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[FIG. 42H]
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[FIG. 421]
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[FIG. 43B]
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[FIG. 43C]

[FIG. 43D]
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[FIG. 44C]
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[FIG. 46B]
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[FIG. 47]
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[FIG. 48]
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[FIG. 50A]
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[FIG. 51]
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[FIG. 53]
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[FIG. 54B]
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[FIG. 55]
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[FIG. 57A]
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[FIG. 58A]

Mouse TMASF 1 Bap s FO L SEQ D ND 1D
Target Sequence: SEQID NG 8

CSEQIDNO 8

Mouse 116-165 aming acid seg
KOGPFCMFDVESFNGTOAWKFGYPFKDLHNRNYLYDRSLWTSVOLEPS

Mucleotides encoding Motise TMASFI Oy w-Fe  SEG D MO 11

AAAGATGGTCCCTITIGCATGTTTGATG TCTCATCCTTCAATCAGACAC AAGCTTGGAARTICGG
CTATCCCTTTAAAGATCTACACAACAGGAATTATCTGTATGACCGTTCACTTTGGACCTCCGTTT
G GO ALTAGT
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[FIG. 58B]
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[FIG. 58C]
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[FIG. 58D]
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