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SEQUENCE LISTING 

<110> CHUGAI SEIYAKU KABUSHIKI KAISHA 

<120> ANTIGEN-BINDING MOLECULE CAPABLE OF BINDING TO TWO OR MORE ANTIGEN MOLECULES 

REPEATEDLY 

<130> CI-A0801Y2P 

<140> PCT/JP2009/057309 

<141> 2009-04-10 

<150> JP 2008-104147 

<151> 2008-04-11 

<150> JP 2008-247713 

<151> 2008-09-26 

<150> JP 2009-068744 

<151> 2009-03-19 

<160> 70 

<170> Patentln version 3.4 

<210> 1 

<211> 119 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 1 

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 
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1 	 5 	 10 	 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly Tyr Ser Ile Ser Asp Asp 

20 	 25 	 30 

His Ala Trp Ser Trp Val Arg Gln Pro Pro Gly Glu Gly Leu Glu Trp 

35 	 40 	 45 

Ile Gly Tyr Ile Ser Tyr Ser Gly Ile Thr Asn Tyr Asn Pro Ser Leu 

50 	 55 	 60 

Lys Gly Arg Val Thr Ile Ser Arg Asp Thr Ser Lys Asn Gln Phe Ser 

65 	 70 	 75 	 80 

Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Ala Tyr Tyr Cys 

85 	 90 	 95 

Ala Arg Ser Leu Ala Arg Thr Thr Ala Met Asp Tyr Trp Gly Glu Gly 

100 	 105 	 110 

Thr Leu Val Thr Val Ser Ser 

115 

<210> 2 

<211> 107 

<212> PRT 

<213> Artificial 
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<220> 

<223> An artificially synthesized peptidesequence 

<400> 2 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1 	 5 	 10 	 15 

Asp Ser Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Ser Ser Tyr 

20 	 25 	 30 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Glu Lou Leu Ile 

	

35 	 40 	 45 

Tyr Tyr Gly Ser Glu Leu His Ser Gly Val Pro Ser Arg Phe Ser Gly 

50 	 55 	 60 

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Glu Ala 

65 	 70 	 75 	 80 

Glu Asp Ala Ala Thr Tyr Tyr Cys Gly Gln Gly Asn Arg Leu Pro Tyr 

85 	 90 	 95 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Glu 

100 	 105 

<210> 3 

<211> 	119 

<212> PRT 
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<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 3 

Gln Val Gin Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 

1 	 5 	 10 	 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly His Ser Ile Ser His Asp 

20 	 25 	 30 

His Ala His Ser Trp Val Arg Gln Pro Pro Gly Glu Gly Leu Glu Trp 

35 	 40 	 45 

Ile Gly Tyr Ile Ser Tyr Ser Gly Ile Thr Asn Tyr Asn Pro Ser Leu 

50 	 55 	 60 

Lys Gly Arg Val Thr Ile Ser Arg Asp Thr Ser Lys Asn Gln Phe Ser 

65 	 70 	 75 	 80 

Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Ala Tyr Tyr Cys 

85 	 90 	 95 

Ala Arg Ser Leu Ala Arg Thr Thr Ala Met Asp Tyr Trp Gly Glu Gly 

100 	 105 	 110 

Thr Leu Val Thr Val Ser Ser 
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115 

<210> 4 

<211> 119 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 4 

Gin Val Gin Leu Gln Glu Ser G y Pro Gly Leu Val Lys Pro Ser Glu 

1 	 5 	 10 	 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly His Ser Ile Ser His His 

20 	 25 
	

30 

His Ala His Ser Trp Val Arg Gln Pro Pro Gly Glu Gly Leu Glu Trp 

35 	 40 	 45 

Ile Gly Tyr Ile Ser Tyr Ser Gly Ile Thr His Tyr Asn Pro His Leu 

50 	 55 	 60 

Lys Gly Arg Val Thr Ile Ser Arg Asp Thr Ser Lys Asn Gln Phe Ser 

65 	 70 	 75 	 80 

Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Ala Tyr Tyr Cys 

85 	 90 	 95 
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Ala Arg Val Leu Ala Arg Ile Thr Ala Met Asp His Trp Gly Glu Gly 

100 	 105 	 110 

Thr Leu Val Thr Val Ser Ser 

115 

<210> 5 

<211> 119 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 5 

Gin Val Gln Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 

1 	 5 	 10 	 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly Tyr Ser 1 Ser His Asp 

20 	 25 	 30 

His Ala Trp Ser Trp Val Arg Gln Pro Pro Gly Glu Gly Leu Glu Trp 

35 	 40 	 45 

Ile Gly His Ile Ser Tyr Ser Giy Ile Thr Asn Tyr Asn Pro His Leu 

50 	 55 	 60 

Lys Gly Arg Val Thr Ile Ser Arg Asp Thr Ser Lys Asn Gin Phe Ser 
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65 	 70 	 75 	 80 

Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Ala Tyr Tyr Cys 

85 	 90 	 95 

Ala Arg Phe Leu Ala Arg Ile Thr Ala His Asp His Trp Gly Glu Gly 

100 	 105 	 110 

Thr Leu Val Thr Val Ser Ser 

115 

<210> 6 

<211> 107 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 6 

Asp Ile Gln Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1 	 5 	 10 	 15 

Asp Ser Val Thr Ile Thr Cys GIn Ala Ser GIn His Ile Ser Ser His 

20 	 25 	 30 

Leu Asn Trp Tyr GIn GIn Lys Pro Gly Lys Ala Pro Glu Leu Leu Ile 

35 	 40 	 45 
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Tyr Tyr Gly Ser His Leu His Ser Gly Val Pro Ser Arg Phe Ser Gly 

50 	 55 	 60 

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Glu Ala 

65 	 70 	 75 	 80 

Glu Asp Ala Ala Thr Tyr Tyr Cys Gly Gln Gly Asn Arg Leu Pro Tyr 

85 	 90 	 95 

Thr Phe Gly Gin Gly Thr Lys Val Glu Ile Glu 

100 	 105 

<210> 7 

<211> 107 

<212> PRT 

<213> Artificial 

<220> 

<223> Ah artificially synthesized peptide sequence 

<400> 7 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1 	 5 	 10 	 15 

Asp Ser Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Ser er His 

20 	 25 	 30 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Glu Leu Leu Ile 
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35 
	

40 	 45 

Tyr Tyr Gly Ser His Leu His Ser Gly Val Pro Ser Arg Phe Ser Gly 

50 	 55 	 60 

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Glu Ala 

65 	 70 	 75 	 80 

G u Asp Ala Ala Thr Tyr Tyr Cys Gly Gln Gly Asn Arg Leu Pro Tyr 

65 	 90 	 95 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Glu 

100 	 105 

<210> 8 

<211> 107 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 8 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1 	 5 	 10 	 15 

Asp Ser Val Thr Ile Thr Cys Gln Ala Ser Gin Asp Ile Ser Ser His 

20 	 25 	 30 



10/113 

Leu Asn Trp Tyr Gin Gln Lys Pro Gly Lys Ala Pro Glu Leu Leu Ile 

35 	 40 	 45 

Tyr Tyr Gly Ser His Leu His His Gly Val Pro Ser Arg Phe Ser Gly 

50 	 55 	 60 

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Glu Ala 

65 	 70 	 75 	 BO 

Glu Asp Ala Ala Thr Tyr Tyr Cys Gly Gln Gly His Arg Leu Pro Tyr 

85 	 90 	 95 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile SW 

100 	 105 

<210> 9 

<211> 448 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 9 

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Arg Pro Ser Gin 

1 	 5 	 10 	 15 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Tyr Ser Ile Thr Ser Asp 



20 
	

25 	 30 

His Ala Trp Ser Trp Val Arg Gln Pro Pro Gly Arg Gly Leu Glu Trp 

35 	 40 	 45 

Ile Gly Tyr Ile Ser Tyr Ser Gly Ile Thr Thr Tyr Asn Pro Ser Leu 

50 	 55 
	

60 

Lys Ser Arg Val Thr Met Leu Arg Asp Thr Ser Lys Asn Gln Phe Ser 

65 	 70 	 75 	 80 

Leu Arg Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys 

85 	 90 	 95 

Ala Arg Ser Leu Ala Arg Thr Thr Ala Met Asp Tyr Trp Gly Gln Gly 

100 	 105 	 110 

Ser Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 

115 	 120 	 125 

Pro Leo Ala Pro Ser Ser Lys Ser Thr Ser Sly Gly Thr Ala Ala Leu 

130 	 135 
	

140 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 

145 	 150 	 155 	 160 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 
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165 	 170 	 175 

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 

180 	 185 	 190 

Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro 

195 	 200 	 205 

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys 

210 	 215 	 220 

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro 

225 	 230 	 235 	 240 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser 

245 	 250 	 255 

Arg Thr Pe& du Val Thr--Cys Val Val Val Asp Val Ser His Glu Asp 

260 	 265 	 270 

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn 

275 	 280 	 285 

Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val 

290 	 295 	 300 

Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu 
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305 	 310 	 315 	 320 

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys 

325 	 330 	 335 

Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr 

340 	 345 	 350 

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr 

355 	 360 	 365 

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu 

370 	 375 	 380 

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu 

385 	 390 	 395 	 400 

Asp Ser Asp_Bly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys 

405 	 410 	 415 

Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu 

420 	 425 	 430 

Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly 

435 	 440 	 445 

<210> 10 
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(211> 214 

(212> PRT 

(213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 1 

Asp !le Gin Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1 	 5 	 10 	 15 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Ser Ser Tyr 

20 	 25 	 30 

Leu Asn Trp Tyr Gin Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 

35 	 40 	 45 

Tyr Tyr Thr Ser Arg Leu His Ser Gly Val Pro Ser Arg Phe Ser Gly 

50 
	

55 	 60 

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Gin Pro 

65 	 70 	 75 	 80 

Glu Asp Ile Ala Thr Tyr Tyr Cys Gln Gln G y Asn Thr Leu Pro Tyr 

85 	 90 
	

95 

Thr Phe Gly Gin Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala 

100 	 105 	 110 
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Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly 

115 	 120 	 125 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 

130 	 135 	 140 

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln 

145 	 150 	 155 	 160 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 

165 	 170 	 175 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 

180 	 185 	 190 

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser 

195 	 200 	 205 

Phe Asn Arg Gly Glu Cys 

210 

<210> 11 

<211> 119 

<212> PRT 

<213> Artificial 

(220> 

<223> An artificially synthesized peptide sequence 
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<400> 11 

Gln Val Gln Leu Gin Giu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 

1 	 5 	 10 	 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly Tyr Ser Ile Ser Asp Asp 

20 	 25 	 30 

His Ala Trp Ser Trp Val Arg Gln Pro Pro Gly Glu Gly Leu Glu Trp 

35 	 40 	 45 

Ile Gly Tyr Ile Ser Tyr Ser Gly Ile Thr Asn Tyr Asn Pro Ser Leu 

50 	 55 	 60 

Lys Gly Arg Val Thr Ile Ser Arg Asp Thr Ser Lys Asn Gln Phe Ser 

65 	 70 	 75 	 80 

Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Ala Tyr Tyr Cys 

85 	 90 	 95 

Ala Arg Val Leu Ala Arg Ile Thr Ala Met Asp Tyr Trp Gly Glu Gly 

100 	 105 	 110 

Thr Leu Val Thr Val Ser Ser 

115 

<210> 12 
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<211> 107 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 12 

Asp Ile Gln Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1 	 5 	 10 	 15 

Asp Ser Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Ser Ser Tyr 

20 	 25 	 30 

Leu Asn Trp Tyr Gln Gin Lys Pro Gly Lys Ala Pro Glu Leu Leu Ile 

35 	 40 	 45 

Tyr Tyr Gly Ser Glu Leu His Ser Gly Val Pro Ser Arg Phe Ser Gly 

50 	 55 	 60 

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Glu Ala 

65 	 70 	 75 	 80 

Glu Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Gly Asn Ser Leu Pro Tyr 

85 	 90 	 95 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Glu 

100 	 105 
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<210> 13 

<211> 1404 

<212> DNA 

<213> Artificial  

<220> 

<223> An artificially synthesized nucleotide sequence 

<400> 13 

atgggatgga gctgtatcat cctcttcttg gtagcaacag ctacaggtgt ccactoccag 	60 

gtccaactgc aggagagcgg tccaggtctt gtgaaaccta gcgagaccct gagcctgacc 	120 

tgcgccgtgt ctggctactc aattagcgac gatcatgcct ggagctgggt tcgccagcca 	180 

cctggagaag gtcttgagtg gattggatac attagttata gtggaatcac aaactataat 	240 

ccatctctca aaggcagagt gacaatatcg agagacacca gcaagaacca gttcagcctg 	300 

aaactcagca gcgtgacagc cgccgacacc gcggcttatt attgtgcaag atccctagct 	360 

cggactacgg ctatggacta ctggggtgaa ggcaccctcg tcacagtotc otcagoctcc 	420 

accaagggcc catcggtctt ccccctggca ccctcctcca agagcacctc tgggggcaca 	480 

goggccctgg gctgcctggt caaggactac ttccccgaac cggtgacggt gtcgtggaac 	540 

tcaggcgccc tgaccagcgg cgtgcacacc ttcccggctg toctacagtc ctcaggactc 	600 

tactccctca gcagcgtggt gaccgtgccc tccagcagct tgggcaccca gacctacatc 	660 

tgcaacgtga atcacaagoc cagcaacacc aaggtggaca agaaagttga gcccaaatct 	720 

tgtgacaaaa ctcacacatg cccaccgtgc ccagcacctg aactcctggg gggaccgtca 	780 
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gtcttcctct toccoccaaa acccaaggac accctcatga totccoggac ccctgaggtc 	840 

acatgcgtgg tggtggacgt gagccacgaa gaccctgagg tcaagttcaa ctggtacgtg 	900 

gacggcgtgg aggtgcataa tgccaagaca aagccgcggg aggagcagta caacagcacg 	960 

taccgtgtgg tcagcgtcct caccgtcctg caccaggact ggctgaatgg caaggagtac 	1020 

aagtgcaagg tctccaacaa agccctccca gcccccatcg agaaaaccat ctccaaagcc 	1080 

aaagggcagc cccgagaacc acaggtgtac accctgcccc catcccggga tgagctgacc 	1140 

aagaaccagg tcagcctgac ctgcctggtc aaaggcttct atcccagcga catcgccgtg 	1200 

gagtgggaga gcaatgggca gccggagaac aactacaaga ccacgcctcc cgtgctggac 	1260 

tccgacggct ccttcttcct ctacagcaag ctcaccgtgg acaagagcag gtggcagcag 	1320 

gggaacgtct tctcatgctc cgtgatgcat gaggctctgc acaaccacta cacgcagaag 	1380 

agcctctccc tgtctccggg teas 	 1404 

<210> 14 

<211> 321 

<212> DNA 

<213> Artificial 

<220> 

<223> An artificially synthesized nucleotide sequence 

<400> 14 

gacatccaga tgacccagag cccaagcagc ctgagcgcca gcgtgggtga cagcgtgacc 	60 

atcacctgtc aagccagcca ggacatcagc agttacctga attggtacca gcagaagcca 	120 
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ggaaaggctc cagagctgct gatctactac ggctccgaac tgcactctgg tgtgccaagc 	180 

agattcagcg gtagcggtag cggtaccgac ttcaccttca ccatcagcag cctcgaggca 	240 

gaggacgccg ctacctacta ctgcgggcag ggtaaccggc ttccatacac gttoggccaa 	300 

gggaccaagg tggaaatcga a 	 321 

<210> 15 

<211> 15 

<212> PRT 

<213> Artifici 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 15 

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser 

1 	 5 	 10 	 15 

<210> 16 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> An artificially syntheisized primer sequence 

<400> 16 

ttcccaccag cctgtccgcc tctg 	 24 

<210> 17 
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<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> An artificially syntheisized primer sequence 

<400> 17 

cgtgaagcca aaggccccac tccc 	 24 

<210> 18 

<211> 32 

<212> DNA 

<213> Artificial 

<220> 

<223> An artificially syntheisized primer sequence 

<400> 18 

tagaattcca ccatgctggc cgtoggctgc gc 	 32 

<210> 19 

<211> 57 

<212> DNA 

<213> Artificial 

<220> 

<223> An artificially syntheisized primer sequence 

<400> 19 

attgcggccg cttatcagtg gtgatgatga tgatgtggta ccgaagaaga atcttgc 	57 

<210> 20 
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<211> 1131 

<212> DNA 

<213> Artificial 

<220> 

<223> An artificially synthesized nucleotide sequence 

<400> 20 

gaattccacc atgctggccg tcggctgcgc gctgctggct gocctgotgg ccgcgccggg 	60 

ggcggcgctg gccccggggg gctgccctgc acaggaggtg gcgagaggtg tgctgaccag 	120 

tctgccagga gacagcgtga ctctgacctg ccdaggggga gagccggaag acaatgccac 	180 

tgttcactgg gttctcagga agccagctgt aggctccoac ctcagcagat gggctggcgt 	240 

gggaaggagg ctgctgctga ggtcggtgca gctccatgac tstggaaact attcatgcta 	300 

ccgggccggc cgcccggctg gaactgtgca cttgctggtg gatgttcccc ccgaggagcc 	360 

ccagctctcc tgcttccgga agagccccct cagcaacgtt gtttgtgagt ggggtcctcg 	420 

gagcacccca tctccgacga ccaaggctgt gotgttggtg aggaagtttc agaacagtcc 	480 

ggccgaagac ttccaggagc cgtgccagta ttcccaggag tcccagaagt tctoctgcca 	540 

gttggcagtc ccggagggag acagctcttt ctacatagtg tocatgtgcg tcgccagtag 	600 

tgtcgggago aagctcagca aaactcagac ctttcagggt tgtggaatct tgcagcctga 	660 

tccgcctgcc aacatcacag tcactgccgt ggccagaaac ccccgctggc tcagtgtcac 	720 

ctggcaagac ccccactcct ggaactcatc tttctacaga ctacggtttg agctcagata 	780 

tcgagctgaa cggtcaaaga cattcacaac atggatggtc aaggacctcc agcatcactg 	840 
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tgtcatccac gacgcctgga goggcctgag gcacgtggtg cagottcgtg cccaggagga 	900 

gttcgggcaa ggcgagtgga gcgagtggag cccggaggcc atgggcacgc cttggacaga 	960 

atccaggagt cctccagctg agaacgaggt gtccaccccc acgcaggcac ctactactaa 	1020 

taaagatgat gataatattc totocagaga ttctgcaaat gcgacaagcc tcccagtgca 	1080 

agattcttct tcggtaccac atcatcatca tcaccactga taagcggccg c 	 1131 

<210> 21 

<211> 449 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 21 

Gln Val Gln Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 

1 	 5 	 10 	 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly Tyr Ser Ile Ser His Asp 

20 
	

25 	 30 

His Ala Trp Ser Trp Val Arg Gln Pro Pro Gly Glu Gly Leu Glu Trp 

35 	 40 	 45 

Ile Gly His Ile Ser Tyr Ser Gly Ile Thr Asn Tyr Asn Pro His Leu 

50 	 55 	 60 
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Gln Asp Arg Val Thr lie Ser Arg Asp Thr Ser Lys Asn Gln Phe Ser 

65 	 70 	 75 	 80 

Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Ala Tyr Tyr Cys 

85 	 90 	 95 

Ala Arg Phe Leu Ala Arg Ile Thr Ala His Asp His Trp Gly Glu Gly 

100 	 105 	 110 

Thr Lou Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 

115 	 120 	 125 

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Sly Gly Thr Ala Ala Leu 

130 	 135 	 140 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 

145 	 150 	 155 	 160 

Asn Ser G y Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 

165 	 170 	 175 

Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 

180 	 185 	 190 

Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro 

195 	 200 	 205 
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Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys 

210 	 215 	 220 

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro 

225 	 230 	 235 	 240 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser 

245 	 250 	 255 

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp 

260 	 265 	 270 

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn 

275 	 280 	 285 

Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val 

290 	 295 	 300 

Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu 

305 	 310 	 315 	 320 

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys 

325 	 330 	 335 

Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gin Val Tyr Thr 

340 	 345 	 350 
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Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr 

355 	 360 	 365 

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp,Ile Ala Val Glu Trp Glu 

370 	 375 	 380 

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu 

385 	 390 	 395 	 400 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys 

405 	 410 	 415 

Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu 

420 	 425 	 430 

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly 

435 	 440 	 445 

Lys 

<210> 22 

<211> 449 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 
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<400> 22 

Gin Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 

1 	 5 	 10 	 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly Tyr Ser Ile Ser His Asp 

20 	 25 	 30 

His Ala Trp Ser Trp Val Arg Gln Pro Pro Gly Glu Gly Leu Glu Trp 

35 	 40 	 45 

Ile Gly His Ile Ser Tyr Ser Gly Ile Thr Asn Tyr Asn Pro His Leu 

50 	 55 	 60 

Gln Asp Arg Val Thr Ile Ser Arg Asp Thr Ser Lys Asn Gln Phe Ser 

65 	 70 	 75 	 80 

Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys 

85 	 90 	 95 

Ala Arg Phe Leu Ala Arg Ile Thr Ala His Asp His Trp Gly Glu Gly 

100 	 105 	 110 

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 

115 	 120 	 125 

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu 
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130 	 135 	 140 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 

145 	 150 	 155 	 160 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 

165 	 170 	 175 

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 

180 	 185 	 190 

Ser Ser Leu Gly Thr Gin Thr Tyr Ile Cys Asn Val Asn His Lys Pro 

195 	 200 	 205 

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys 

210 	 215 	 220 

Thr His Thr Cys,Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro 

225 	 230 	 235 	 240 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser 

245 	 250 	 255 

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp 

260 	 265 	 270 

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn 
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275 	 280 	 285 

Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val 

290 	 295 	 300 

Val Ser Val Lou Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu 

305 	 310 	 315 	 320 

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys 

325 	 330 	 335 

Thr Ile Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gln Val Tyr Thr 

340 	 345 	 350 

Lou Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr 

355 	 360 	 365 

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu 

370 	 375 	 380 

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu 

385 	 390 	 395 	 400 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys 

405 	 410 	 415 

Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu 
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420 	 425 	 430 

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly 

435 	 440 	 445 

Lys 

<210> 23 

(211> 449 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 23 

Gin Val Gln Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 

1 	 5 	 10 	 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly His Ser Ile Ser His Asp 

20 	 25 	 30 

His Ala Trp Ser Trp Val Arg Gln Pro Pro Gly Glu Gly Leu Glu Trp 

35 	 40 	 45 

lie Gly Phe Ile Ser Tyr Ser Gly Ile Thr Asn Tyr Asn Pro Ser Leu 

50 	 55 	 60 
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Gln Gly Arg Val Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 

65 	 70 	 75 	 80 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

85 
	

90 	 95 

Ala Arg Ser Leu Ala Arg Thr Thr Ala Met Asp Tyr Trp Gly Glu Gly 

100 	 105 	 110 

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 

115 	 120 	 125 

Pro Lou Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu 

130 	 135 	 140 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 

145 	 150 	 155 	 160 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 

165 	 170 	 175 

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 

180 	 185 	 190 

Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro 

195 	 200 	 205 
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Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys 

210 	 215 	 220 

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro 

225 	 230 	 235 	 240 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser 

245 	 250 	 255 

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp 

260 	 265 	 270 

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn 

275 	 280 	 285 

Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val 

290 	 295 	 300 

Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu 

305 	 310 	 315 	 320 

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys 

325 	 330 	 335 

Thr Ile Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gln Val Tyr Thr 

340 	 345 	 350 
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Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr 

355 	 360 	 365 

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu 

370 	 375 	 380 

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu 

385 	 390 	 395 	 400 

Asp Ser Asp Gly Ser Phe Phe Len Tyr Ser Lys Leu Thr Val Asp Lys 

405 	 410 	 415 

Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu 

420 	 425 	 430 

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly 

435 	 440 	 445 

Lys 

<210> 24 

<211> 449 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 
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<400> 24 

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 

1 	 5 	 10 	 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly His Ser Ile Ser His Asp 

20 	 25 	 30 

His Ala Trp Ser Trp Val Arg Gln Pro Pro Gly Glu Gly Leu Glu Trp 

35 	 40 	 45 

Ile Gly Phe Ile Ser Tyr Ser Gly Ile Thr Asn Tyr Asn Pro Thr Leu 

50 	 55 	 60 

Gln Gly Arg Val Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 

65 	 70 	 75 	 80 

Leu Gtri ttet Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

85 	 90 	 95 

Ala Arg Ser Leu Ala Arg Thr Thr Ala Met Asp Tyr Trp Gly Glu Gly 

100 	 105 	 110 

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 

115 	 120 	 125 

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu 
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130 	 135 	 140 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 

145 	 150 	 155 	 160 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 

165 	 170 	 175 

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 

180 	 185 	 190 

Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro 

195 	 200 	 205 

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys 

210 	 215 	 220 

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro 

225 	 230 	 235 	 240 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser 

245 	 250 	 255 

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp 

260 	 265 	 270 

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn 
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275 	 280 	 285 

Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val 

290 	 295 	 300 

Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu 

305 	 310 	 315 	 320 

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys 

325 	 330 	 335 

Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Giu Pro Gln Val Tyr Thr 

340 	 345 	 350 

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr 

355 	 360 	 365 

Cys Leu-V& Lys Gly Phe Tyr Pro S 2 A 	Ala Val Glu Trp Glu 

370 	 375 	 380 

Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu 

385 	 390 	 395 	 400 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys 

405 	 410 	 415 

Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu 
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420 	 425 	 430 

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly 

435 	 440 	 445 

Lys 

<210> 25 

<211> 214 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 25 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1 	 5 	 10 	 15 

Asp Ser Val Thr Ile Thr Cys Gln Ala Ser Arg Asp Ile Ser Ser His 

20 	 25 	 30 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Glu Leu Leu Ile 

35 	 40 	 45 

Tyr Tyr Gly Ser His Leu Leu Ser Gly Val Pro Ser Arg Phe Ser Gly 

50 	 55 	 60 
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Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Glu Ala 

65 	 70 	 75 	 BO 

Glu Asp Ala Ala Thr Tyr Tyr Cys Gly Gln Gly Asn Arg Leu Pro Tyr 

65 	 90 	 95 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Glu Arg Thr Val Ala Ala 

100 	 105 	 110 

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly 

115 	 120 	 125 

Thr Ala Ser Val Val Cys Lou Leu Asn Asn Phe Tyr Pro Arg Glu Ala 

130 	 135 	 140 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln 

145 	 150 	 155 	 160 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 

165 	 170 	 175 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 

180 	 185 	 190 

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser 

195 	 200 	 205 
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Phe Asn Arg Gly Glu Cys 

210 

<210> 26 

<211> 214 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 26 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1 	 5 	 10 	 15 

Asp Ser Val Thr Ile Thr Cys Gln Ala Ser Arg Asp Ile Ser Ser His 

20 	 25 	 30 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Glu Leu Leu Ile 

35 	 40 	 45 

Tyr Tyr Gly Ser His Leu Glu Ser Gly Val Pro Ser Arg Phe Ser Gly 

50 	 55 	 60 

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Glu Ala 

65 	 70 	 75 	 80 

Glu Asp Ala Ala Thr Tyr Tyr Cys Gly Gln Gly Asn Arg Leu Pro Tyr 
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85 
	

90 	 95 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Glu Arg Thr Val Ala Ala 

100 	 105 	 110 

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly 

115 	 120 	 125 

Thr Ala Ser Val Val Cys Lou Leu Asn Asn Phe Tyr Pro Arg Glu Ala 

130 	 135 	 140 

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln 

145 	 150 	 155 	 160 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 

165 	 170 	 175 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 

180 	 185 	 190 

Ala Cys Glu Val Thr His Gln Gly Lou Ser Ser Pro Val Thr Lys Ser 

195 	 200 	 205 

Phe Asn Arg Gly Glu Cys 

210 

<210> 27 
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<211> 214 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 27 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1 	 5 	 10 	 15 

Asp Ser Val Thr Ile Thr Cys Gln Ala Ser Thr Asp I le Ser Ser His 

20 	 25 	 30 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Glu Leu Leu Ile 

35 
	

40 	 45 

Tyr Tyr Gly Ser His Leu Leu Ser Gly Val Pro Ser Arg Phe Ser Gly 

50 	 55 	 60 

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Glu Ala 

65 	 70 	 75 	 80 

Glu Asp Ala Ala Thr Tyr Tyr Gys Gly Gln Gly Asn Arg Leu Pro Tyr 

85 
	

90 	 95 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Glu Arg Thr Val Ala Ala 

100 	 105 	 110 



42/113 

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly 

115 	 120 	 125 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 

130 	 135 	 140 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 

145 	 150 	 155 	 160 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser 

165 	 170 
	

175 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 

180 	 185 	 190 

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser 

195 	 200 	 205 

Phe Asn Arg Gly Glu Cys 

210 

<210> 28 

<211> 326 

<212> PRT 

<213> Homo sapiens 

<400> 28 
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Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg 

1 	 5 	 10 	 15 

Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 

20 	 25 	 30 

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 

35 	 40 	 45 

Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser 

50 	 55 	 60 

Lou Ser Ser Val Val Thr Val Pro Ser Ser Asn Phe Gly Thr Gln Thr 

65 	 70 	 75 	 80 

Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys 

85 	 90 	 95 

Thr Val Glu Arg Lys Cys Cys Val Glu Cys Pro Pro Cys Pro Ala Pro 

100 	 105 	 110 

Pro Val Ala Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp 

115 	 120 	 125 

Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp 

130 	 135 	 140 
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Val Ser His Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly 

145 	 150 	 155 	 160 

Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn 

165 	 170 	 175 

Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Val His Gin Asp Trp 

180 	 185 	 190 

Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro 

195 	 200 
	

205 

Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu 

210 	 215 	 220 

Pro Gln Val Tyr Thr Lou Pro Pro Ser Arg Glu Glu Met Thr Lys Asn 

225 	 230 	 235 	 240 

Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile 

245 	 250 	 255 

Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr 

260 	 265 	 270 

Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys 

275 	 280 	 285 
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Leu Thr Val Asp Lys Ser Arg Trp Gin Gln Gly Asn Val Phe Ser Cys 

290 	 295 	 300 

Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu 

305 	 310 	 315 	 320 

Ser Leu Ser Pro Gly Lys 

325 

<210> 29 

<211> 324 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 29 

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg 

1 	 5 	 10 	 15 

Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 

20 	 25 	 30 

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 

35 	 40 	 45 

Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser 

50 	 55 	 60 
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Leu Ser Ser Val Val Thr Val Pro Ser Ser Asn Phe Gly Thr Gfn Thr 

65 	 70 	 75 	 80 

Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys 

85 	 90 	 95 

Thr Val Glu Arg Lys Cys Cys Val Glu Cys Pro Pro Cys Pro Ala Pro 

100 	 105 	 110 

Pro Val Ala Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp 

115 	 120 	 125 

Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp 

130 	 135 	 140 

Val Ser His Glu Asp Pro Glu Val Gin Phe Asn Trp Tyr Val Asp Gly 

145 	 150 	 155 	 160 

Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn 

165 	 170 	 175 

Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Val His Gln Asp Trp 

180 	 185 	 190 

Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro 

195 	 200 	 205 



471113 

Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu 

210 	 215 	 220 

Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn 

225 	 230 	 235 	 240 

Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile 

245 	 250 	 255 

Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr 

260 	 265 	 270 

Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys 

275 	 280 	 285 

Leu Thr Vaf Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys 

290 	 295 	 300 

Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu 

305 	 310 	 315 	 320 

Ser Leu Ser Pro 

<210> 30 

<211> 324 
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<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 30 

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys 

1 	 5 	 10 	 15 

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 

20 	 25 	 30 

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 

35 	 40 	 45 

Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser 

50 
	

55 	 60 

Leo Ser Ser Val Val Thr Val Pro Ser Ser Asn Phe Gly Thr Gln Thr 

65 	 70 	 75 	 80 

Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys 

85 	 90 	 95 

Thr Val Glu Arg Lys Ser Cys Val Glu Cys Pro Pro Cys Pro Ala Pro 

100 	 105 	 110 
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Pro Val Ala Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp 

115 	 120 	 125 

Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp 

130 	 135 	 !40 

Val Ser Gln Glu Asp Pro Giu Val Gln Phe Asn Trp Tyr Val Asp Gly 

145 	 150 	 155 	 160 

Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Phe Asn 

165 	 170 	 175 

Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Val His Gln Asp Trp 

180 	 185 	 190 

Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Mr Leu Pro 

195 	 200 	 205 

Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gin Pro Arg Glu 

210 	 215 	 220 

Pro Gln Val Tyr Thr Leu Pro Pro Ser Gin Glu Giu Met Thr Lys Asn 

225 	 230 	 235 	 240 

Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile 

245 	 250 	 255 
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Ala Val GEu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr 

260 	 265 	 270 

Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys 

275 	 280 	 285 

Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys 

290 	 295 	 300 

Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu 

305 	 310 	 315 	 320 

Ser Leu Ser Pro 

(210> 31 

<211> 326 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 31 

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg 

1 	 5 	 10 	 15 

Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 

20 	 25 	 30 
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Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 

35 	 40 	 45 

Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser 

50 
	

55 	 60 

Leu Ser Ser Val Val Thr Val Pro Ser Ser Asn Phe Gly Thr Gin Thr 

65 	 70 	 75 	 80 

Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys 

85 	 90 	 95 

Thr Val Glu Arg Lys Cys Cys Val Glu Cys Pro Pro Cys Pro Ala Pro 

100 	 105 	 110 

Pro Val Ala Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp 

115 	 120 	 125 

Thr Leu Met He Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp 

130 	 135 	 140 

Val Ser His Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly 

145 	 150 	 155 	 160 

Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Phe Asn 

165 	 170 	 175 



52/113 

Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Val His Gln Asp Trp 

160 	 185 	 190 

Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro 

195 	 200 	 205 

Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gin Pro Arg Glu 

210 	 215 	 220 

Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn 

225 	 230 	 235 	 240 

Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile 

245 	 250 	 255 

Ala Val Glu Trp Glu Ser Asn Sly Gin Pro Glu Asn Asn Tyr Lys Thr 

260 	 265 	 270 

Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys 

275 	 280 	 265 

Leu Thr Val Asp Lys Ser Arg Trp GIn. Gin Gly Asn Val Phe Ser Cys 

290 	 295 	 300 

Ser Val Met His Glu Ala Leu His Ala His Tyr Thr Gln Lys Ser Leu 

305 	 310 	 315 	 320 



53!1.13 

Ser Leu Ser Pro Gly Lys 

325 

<210> 32 

<211> 324 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 32 

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys 

1 	 5 	 10 	 15 

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 

20 	 25 	 30 

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 

35 	 40 	 45 

Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser 

50 	 55 	 60 

Leu Ser Ser Val Val Thr Val Pro Ser Ser Asn Phe Gly Thr Gln Thr 

65 	 70 	 75 	 60 
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Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys 

85 	 90 	 95 

Thr Val Glu Arg Lys Ser Cys Val Glu Cys Pro Pro Cys Pro Ala Pro 

100 	 105 	 110 

Pro Val Ala Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp 

115 	 120 	 125 

Thr Lou Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp 

130 	 135 	 140 

Val Ser Gln Glu Asp Pro Glu Val Gin Phe Asn Trp Tyr Val Asp Gly 

145 	 150 	 155 	 160 

Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Phe Asn 

165 	 170 	 175 

Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Val His Gln Asp Trp 

180 	 185 	 190 

Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro 

195 	 200 	 205 

Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu 

210 	 215 	 220 
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Pro GIn Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn 

225 	 230 	 235 	 240 

Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile 

245 	 250 	 255 

Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr 

260 	 265 	 270 

Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys 

275 	 280 	 285 

Leu Thr Val Asp Lys Ser Ara Trp Gln Glu Gly Asn Val Phe Ser Cys 

290 	 295 	 300 

Ser Val Met His Glu Ala Leu His Ala His Tyr Thr Gln Lys Ser Leu 

305 	 310 	 315 	 320 

Ser Leu Ser Pro 

<210> 33 

(211> 443 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 
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<400> 33 

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 

1 	 5 	 10 	 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly His Ser Ile Ser His Asp 

20 	 25 	 30 

His Ala Trp Ser Trp Val Arg Gln Pro Pro Gly Glu Gly Leu Glu Trp 

35 	 40 	 45 

Ile Gly Phe Ile Ser Tyr Ser Gly Ile Thr Asn Tyr Asn Pro Ser Leu 

50 	 55 	 60 

Gln Gly Arg Val Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 

65 	 70 	 75 	 80 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

85. 	 90 	 95 

Ala Arg Ser Leu Ala Arg Thr Thr Ala Met Asp Tyr Trp Gly Glu Gly 

100 	 105 	 110 

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 

115 	 120 	 125 

Pro Lou Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu 

130 	 135 	 140 
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Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 

145 	 150 	 155 	 160 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 

165 	 170 	 175 

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 

180 	 185 	 190 

Ser Asn Phe Gly Thr Gin Thr Tyr Thr Cys Asn Val Asp His Lys Pro 

195 	 200 	 205 

Ser Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Cys Cys Val Glu 

210 	 215 	 220 

Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val Phe Leu 

225 	 230 	 235 	 240 

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu 

245 	 250 	 255 

Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Gin 

260 	 265 	 270 

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys 

275 	 280 	 285 
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Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Val Val Ser Val Leu 

290 	 295 	 300 

Thr Val Val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys 

305 	 310 	 315 	 320 

Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys 

325 	 330 	 335 

Thr Lys Gly Gln Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser 

340 	 345 	 350 

Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys 

355 	 360 	 365 

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln 

370 - 	 375 	 380 

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly 

385 	 390 	 395 	 400 

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln 

405 	 410 	 415 

Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn 

420 	 425 	 430 
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His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro 

435 	 440 

<210> 34 

<211> 443 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 34 

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 

1 	 5 	 10 	 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly His Ser lle Ser His Asp 

20 	 25 	 30 

His Ala Trp Ser Trp Val Arg Gln Pro Pro Gly Glu Gly Leu Glu Trp 

35 	 40 	 45 

Ile Gly Phe Ile Ser Tyr Ser Gly Ile Thr Asn Tyr Asn Pro Ser Leu 

50 	 55 	 60 

Gln Gly Arg Val Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 

65 	 70 	 75 	 80 
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Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

85 
	

90 	 95 

Ala Arg Ser Leu Ala Arg Thr Thr Ala Met Asp Tyr Trp Gly Glu Gly 

100 	 105 	 110 

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 

115 	 120 	 125 

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu 

130 	 135 	 140 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 

145 	 150 	 155 	 160 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 

165 	 170 	 175 

Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 

180 	 165 	 190 

Ser Asn Phe Gly Thr Gin Thr Tyr Thr Cys Asn Val Asp His Lys Pro 

195 	 200 	 205 

Ser Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Ser Cys Val Glu 

210 	 215 	 220 
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Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val Phe Leu 

225 	 230 	 235 	 240 

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu 

245 	 250 	 255 

Val Thr Cys Val Val Val Asp Val Ser Gin Glu Asp Pro Glu Val Gln 

260 	 265 	 270 

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys 

275 	 280 	 285 

Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Val Val Ser Val Leu 

290 	 295 	 300 

Thr Val Val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys 

305 	 310 	 315 	 320 

Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys 

325 	 330 	 335 

Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser 

340 	 345 	 350 

Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys 

355 	 360 	 365 
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Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln 

370 	 375 	 380 

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly 

385 	 390 	 395 	 400 

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln 

405 	 410 	 415 

Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn 

420 	 425 	 430 

His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro 

435 	 440 

<210> 35 

<211> 443 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 35 

Gln Val Gin Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 

1 	 5 	 10 	 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly His Ser Ile Ser His Asp 

20 	 25 	 30 
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His Ala Trp Ser Trp Val Arg Gln Pro Pro Gly Glu Gly Leu Glu Trp 

35 	 40 	 45 

Ile Gly Phe Ile Ser Tyr Ser Gly Ile Thr Asn Tyr Asn Pro Ser Leu 

50 	 55 	 60 

Gln Gly Arg Val Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 

65 	 70 	 75 	 80 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

85 	 90 	 95 

Ala Arg Ser Leu Ala Arg Thr Thr Ala Met Asp Tyr Trp Gly Glu Gly 

100 	 105 	 110 

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 

115 	 120 	 125 

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu 

130 	 135 	 140 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 

145 	 150 	 155 	 160 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 

165 	 170 	 175 
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Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 

180 	 185 	 190 

Ser Asn Phe Gly Thr Gln Thr Tyr Thr Cys Asn Val Asp His Lys Pro 

195 	 200 	 205 

Ser Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Ser Cys Val Glu 

210 	 215 	 220 

Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val Phe Leu 

225 	 230 	 235 	 240 

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg Thr Pro Glu 

245 	 250 	 255 

Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val Gln 

260 	 265 	 270 

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys 

275 	 280 	 285 

Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Val Val Ser Val Leu 

290 	 295 	 300 

Thr Val Val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys 

305 	 310 	 315 	 320 
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Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys 

325 	 330 	 335 

Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser 

340 	 345 	 350 

Gln Glu Giu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys 

355 	 360 	 365 

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln 

370 	 375 	 380 

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly 

385 	 390 	 395 	 400 

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Irp Gln 

405 	 410 	 415 

Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Ala 

420 	 425 	 430 

His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro 

435 	 440 

<210> 36 

<211> 445 
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<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 36 

Gin Val Gin Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 

1 	 5 	 10 	 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly Tyr Ser Ile Ser His Asp 

20 
	

25 	 30 

His Ala Trp Ser Trp Val Arg Gln Pro Pro Gly Glu Gly Leu Glu Trp 

35 	 40 	 45 

Ile Gly His Ile Ser Tyr Ser Gly Ile Thr Asn Tyr Asn Pro His Leu 

50 	 55 	 60 

Gln Asp Arg Val Thr Ile Ser Arg Asp Thr Ser Lys Asn Gln Phe Ser 

65 	 70 	 75 	 80 

Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys 

85 	 90 	 95 

Ala Arg Phe Leu Ala Arg Ile Thr Ala His Asp His Trp Gly Glu Gly 

100 	 105 	 110 
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Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 

115 	 120 	 125 

Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu 

130 	 135 	 140 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 

145 	 150 	 155 	 160 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 

165 	 170 	 175 

Gln Ser Ser Gly Leu Tyr Sur Leu Ser Ser Val Val Thr Val Pro Ser 

180 	 185 	 190 

Ser Asn Phe Gly Thr Gln Thr Tyr Thr Cys Asn Val Asp His Lys Pro 

195 	 200 	 205 

Ser Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Cys Cys Val Glu 

210 	 215 	 220 

Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val Phe Leu 

225 	 230 	 235 	 240 

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu 

245 	 250 	 255 
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Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Gin 

260 	 265 	 270 

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys 

275 	 280 	 285 

Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Val Val Ser Val Leu 

290 	 295 
	

300 

Thr Val Val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys 

305 	 310 	 315 	 320 

Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys 

325 	 330 	 335 

Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser 

340 	 345 	 350 

Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys 

355 	 360 	 365 

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gin 

370 	 375 	 380 

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly 

385 	 390 	 395 	 400 
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Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln 

405 	 410 	 415 

Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Ala 

420 	 425 	 430 

His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 

435 	 440 	 445 

<210> 37 

<211> 443 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 37 

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 

1 	 5 	 10 	 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly Tyr Ser Ile Ser His Asp 

20 
	

25 	 30 

His Ala Trp Ser Trp Val Arg Gln Pro Pro Gly Glu Gly Leu Glu Trp 

35 	 40 	 45 

Ile Gly His Ile Ser Tyr Ser Gly Ile Thr Asn Tyr Asn Pro His Leu 

50 	 55 	 60 
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Gin Asp Arg Val Thr Ile Ser Arg Asp Thr Ser Lys Asn Gin Phe Ser 

65 	 70 	 75 	 80 

Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys 

85 	 90 	 95 

Ala Arg Phe Leu Ala Arg Ile Thr Ala His Asp His Trp Gly Glu Gly 

100 	 105 	 110 

Thr Lou Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 

115 	 120 	 125 

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu 

130 	 135 	 140 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 

145 	 150 	 155 	 160 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 

165 	 170 	 175 

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 

180 	 185 	 190 

Ser Asn Phe Gly Thr Gln Thr Tyr Thr Cys Asn Val Asp His Lys Pro 

195 	 200 	 205 
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Ser Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Ser Cys Val Glu 

210 	 215 	 220 

Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val Phe Leu 

225 	 230 	 235 	 240 

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu 

245 	 250 	 255 

Val Thr Cys Val Val Val Asp Val Ser Gln G u Asp Pro Glu Val Gln 

260 	 265 
	

270 

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn. Ala Lys Thr Lys 

275 	 280 	 285 

Pro Arg Glu Glu Gin Phe Asn Ser Thr Phe Arg Val Val Ser Val Leu 

290 	 295 	 300 

Thr Val Val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys 

305 	 310 	 315 	 320 

Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys 

325 	 330 	 335 

Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser 

340 	 345 	 350 
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Gin Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys 

355 	 360 	 365 

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln 

370 	 375 	 380 

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly 

385 	 390 	 395 	 400 

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin 

405 	 410 	 415 

Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Ala 

420 	 425 	 430 

His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro 

435 	 440 

<210> 38 

<211> 445 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 38 
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Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 

1 	 5 	 10 	 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly His Ser Ile Ser His Asp 

20 	 25 	 30 

His Ala Trp Ser Trp Val Arg Gln Pro Pro Gly Glu Gly Leu Glu Trp 

35 	 40 	 45 

Ile Gly Phe Ile Ser Tyr Ser Gly Ile Thr Asn Tyr Asn Pro Thr Leu 

50 	 55 	 60 

Gln Gly Arg Val Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 

65 	 70 	 75 	 80 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

85 	 90 	 95 

Ala Arg Ser Lou Aia Arg Thr Thr Ala Met Asp Tyr Trp Gly Glu Gly 

100 	 105 	 110 

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 

115 	 120 	 125 

Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu 

130 	 135 	 140 
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Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 

145 	 150 	 155 	 160 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 

165 	 170 	 175 

Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 

180 	 185 	 190 

Ser Asn Phe Gly Thr G n Thr Tyr Thr Cys Asn Val Asp His Lys Pro 

195 	 200 	 205 

Ser Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Cys Cys Val Glu 

210 	 215 	 220 

Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val Phe Leu 

225 	 230 	 235 	 240 

Phe Pro Pro Lys Pro Lys Asp Thr Lou Met Ile Ser Arg Thr Pro Glu 

245 	 250 	 255 

Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Gin 

260 	 265 	 270 

Pho Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys 

275 	 280 	 285 
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Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Val Val Ser Val Leu 

290 	 295 	 300 

Thr Val Val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys 

305 	 310 	 315 	 320 

Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys 

325 	 330 	 335 

Thr Lys Gly Gln Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser 

340 	 345 	 350 

Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys 

355 	 360 	 365 

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn GlY Gin 

370 	 375 	 380 

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly 

385 	 390 	 395 	 400 

Ser Phe Phe Lou Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln 

405 	 410 	 415 

Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Ala 

420 	 425 	 430 
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His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 

435 	 440 	 445 

<210> 39 

<211> 443 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 39 

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 

1 	 5 	 10 	 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly His Ser Is Ser His sp 

20 	 25 	 30 

His Ala Trp Ser Trp Val Arg Gin Pro Pro Gly Glu Gly Leu Glu Trp 

35 	 40 	 45 

Ile Gly Phe Ile Ser Tyr Ser Gly Ile Thr Asn Tyr Asn Pro Thr Leu 

50 	 55 
	

60 

Gln Gly Arg Val Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 

65 	 70 	 75 	 80 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

85 	 90 	 95 
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Ala Arg Ser Leu Ala Arg Thr Thr Ala Met Asp Tyr Trp Gly Glu Gly 

100 	 105 	 110 

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 

115 	 120 	 125 

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu 

130 	 135 	 140 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 

145 	 150 	 155 	 160 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 

165 	 170 	 175 

GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 

180 	 185 	 190 

Ser Asn Phe Gly Thr Gln Thr Tyr Thr Cys Asn Val Asp His Lys Pro 

195 	 200 	 205 

Ser Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Ser Cys Val Glu 

210 	 215 	 220 

Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val Phe Leu 

225 	 230 	 235 	 240 
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Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu 

245 	 250 	 255 

	

Val Thr Cys Val Val Val Asp Val Ser Gin 	u Asp Pro Glu Val Gln 

260 	 265 
	

270 

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys 

275 	 280 	 285 

Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Val Val Ser Val Leo 

290 	 295 	 300 

Thr Val Val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys 

305 	 310 	 315 	 320 

Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys 

325 	 330 	 335 

Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser 

340 	 345 	 350 

Gin Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys 

355 	 360 	 365 

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gin 

370 	 375 	 380 
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Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly 

385 	 390 	 395 	 400 

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln 

405 	 410 	 415 

Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Ala 

420 	 425 	 430 

His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro 

435 	 440 

(210> 40 

(211> 6 

(212> PRT 

(213> Artificial 

(220> 

(223> An artificially synthesized peptide sequence 

(400> 40 

His Asp His Ala Trp Ser 

1 	 5 

(210> 41 

(211> 16 

(212> PRT 

(213> Artificial 
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<220> 

<223> An artificially synthesized peptide sequence 

<400> 41 

His Ile Ser Tyr Ser Gly Ile Thr Asn Tyr Asn Pro His Leu Gin Asp 

1 	 5 	 10 	 15 

<210> 42 

<211> 16 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 42 

Phe Ile Ser Tyr Ser Gly Ile Thr Asn Tyr Asn Pro Ser Leu Gln Gly 

1 	 5 	 10 	 15 

<210> 43 

<211> 16 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 43 

Phe Ile Ser Tyr Ser Sly Ile Thr Asn Tyr Asn Pro Thr Leu Gin Gly 

1 	 5 	 10 	 15 
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<210> 44 

<211> 10 

<212> PRT 

<213> Artificial  

<220> 

<223> An artificially synthesized peptide sequence 

<400> 44 

Phe Leu Ala Arg Ile Thr Ala His Asp His 

1 	 5 	 10 

<210> 45 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 45 

Ser Leu Ala Arg Thr Thr Ala Met Asp Tyr 

1 	 5 	 10 

<210> 46 

<211> 30 

<212> PRT 

<213> Artificial 

<220> 
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<223> An artificially synthesized peptide sequence 

<400> 46 

Gin Val Gln Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 

1 	 5 	 10 	 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly Tyr Ser Ile Ser 

20 	 25 	 30 

<210> 47 

<211> 30 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 47 

Gin Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 

1 	 5 	 10 	 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly His Ser Ile Ser 

20 
	

25 	 30 

<210> 48 

<211> 14 

<212> PRT 

<213> Artificial 

<220> 



83/113 

<223> An artificially synthesized peptide sequence 

<400> 48 

Trp Val Arg Gin Pro Pro Gly Glu Gly Leu Glu Trp Ile Gly 

1 	 5 	 10 

<210> 49 

<211> 32 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 49 

Arg Val Thr Ile Ser Arg Asp Thr Ser Lys Asn Gin Phe Ser Leu Lys 

1 	 5 	 10 	 15 

Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Ala Tyr Tyr Cys Ala Arg 

20 	 25 	 30 

<210> 50 

<211> 32 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 50 
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Arg Val Thr Ile Ser Arg Asp Thr Ser Lys Asn Gin Phe Ser Leu Lys 

1 	 5 	 10 	 15 

Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala Arg 

20 	 25 
	

30 

<210> 51 

<211> 32 

<212> PRT 

(213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 51 

Arg Vaf Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr Leu Gln 

5 
	

10 

Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg 

20 	 25 	 30 

<210> 52 

<211> 11 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 52 
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Trp Gly Glu Gly Thr Leu Val Thr Val Ser Ser 

1 	 5 	 10 

<210> 53 

<211> 11 

<212> PRT 

<213> Artifici 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 53 

Gln Ala Ser Arg Asp Ile Ser Ser His Leu Asn 

1 	 5 	 10 

<210> 54 

<211> 11 

<212> PRT 

'<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 54 

Gln Ala Ser Thr Asp lie Ser Ser His Leu Asn 

1 	 5 	 10 

<210> 55 

<211> 7 

<212> PRT 

<213> Artificial 
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<220> 

<223> An artificially synthesized peptide sequence 

<400> 55 

Tyr Gly Ser His Leu Leu Ser 

1 	 5 

<210> 56 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 56 

Tyr Gly Ser His Leu Glu Ser 

1 	 5 

<210> 57 

<211> 9 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 57 

Gly Gln Gly Asn Arg Leu Pro Tyr Thr 

1 	 5 



87111.3 

<210> 58 

<211> 23 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 58 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1 	 5 	 10 	 15 

Asp Ser Val Thr Ile Thr Cys 

20 

<210> 59 

<211> 15 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 59 

Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Glu Leu Leu Ile Tyr 

1 	 5 	 10 	 15 

<210> 60 

<211> 32 
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<212> PRT 

<213> Artificial 

<220> 

(223> An artificially synthesized peptide sequence 

<400> 60 

Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr 

1 	 5 	 10 	 15 

Phe Thr Ile Ser Ser Leu Glu Ala Glu Asp Ala Ala Thr Tyr Tyr Cys 

20 	 25 	 30 

<210> 61 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 61 

Phe Gly Gln Gly Thr Lys Val Glu lle Glu 

1 	 5 	 10 

<210> 62 

<211> 449 

(212> PRT 

<213> Artificial 

<220> 
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<223> An artificially synthesized peptide sequence 

<400> 62 

Glu Val Gln Leu Val Glu Ser Gly Gly Lys Leu Leu Lys Pro Gly Gly 

1 	 5 	 10 	 15 

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Phe 

20 
	

25 	 30 

Ala Met Ser Trp Phe Arg Gln Ser Pro Glu Lys Arg Leu Glu T 
	

Val 

35 - 	 40 	 45 

Ala Glu Ile Ser Ser Gly Gly Ser Tyr Thr Tyr Tyr Pro Asp Thr Val 

50 	 55 	 60 

Thr Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr 

65 	 70 	 75 	 80 

Leu Glu Met Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys 

85 	 90 	 95 

Ala Arg Gly Leu Trp Gly Tyr Tyr Ala Leu Asp Tyr Trp Gly Gin Gly 

100 	 105 	 110 

Thr Ser Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 

115 	 120 	 125 
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Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu 

130 	 135 	 140 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 

145 	 150 	 155 	 160 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 

165 	 170 	 175 

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 

180 	 185 	 190 

Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro 

195 	 200 	 205 

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys 

210 	 215 	 220 

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro 

225 	 230 	 235 	 240 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser 

245 	 250 	 255 

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp 

260 	 265 	 270 
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Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn 

275 	 280 	 285 

Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val 

290 	 295 	 300 

Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu 

305 	 310 	 315 	 320 

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys 

325 	 330 	 335 

Thr Ile Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gln Val Tyr Thr 

340 	 345 	 350 

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr 

355 	 360 	 365 

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu 

370 	 375 	 380 

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu 

385 	 390 	 395 	 400 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys 

405 	 410 	 415 
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Ser Arg Trp Gln Gin Gly Asn Val Phe Ser Cys Ser Val Met His Glu 

420 	 425 	 430 

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly 

435 	 440 	 445 

Lys 

<210> 63 

<211> 213 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 63 

Gin Ile Val Leu Ile Gln Ser Pro Ala Ile Met Ser Ala Ser Pro Gly 

1 	 5 	 10 	 15 

Glu Lys Val Thr Met Thr Cys Ser Ala Ser Ser Ser Val Ser Tyr Met 

20 	 25 	 30 

Tyr Trp Tyr Gln Gln Lys Pro Gly Ser Ser Pro Arg Leu Leu Ile Tyr 

35 	 40 	 45 

Asp Thr Ser Asn Leu Ala Ser Gly Val Pro Val Arg Phe Ser Gly Ser 

50 	 55 	 60 
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Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Arg Met Glu Ala Glu 

65 	 70 	 75 	 80 

Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Trp Ser Gly Tyr Pro Tyr Thr 

85 	 90 	 95 

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Thr Val Ala Ala Pro 

100 	 105 	 110 

Ser Val Phe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly Thr 

115 	 120 	 125 

Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys 

130 	 135 	 140 

Val GIn Trp Lys Val Asp Asn Ala Leu GIn Ser Gly Asn Ser GIn Glu 

145 	 150 	 155 	 160 

Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser 

165 	 170 	 175 

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala 

180 	 185 	 190 

Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe 

195 	 200 	 205 



94/113 

Asn Arg Gly Glu Cys 

210 

<210> 64 

<211> 449 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 64 

Glu Val Gln Leu Val Glu Ser Gly Gly Lys Leu Leu Lys Pro Gly fly 

1 	 5 	 10 	 15 

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser His 

20 	 25 	 30 

Ala Net Ser Trp Phe Arg Gln Ser Pro Glu Lys Arg Leu Glu Trp Val 

35 	 40 	 45 

Ala Glu Ile Ser Ser Gly Gly Ser Tyr Thr Tyr His Pro His Thr Val 

50 	 55 	 60 

Thr Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr 

65 	 70 	 75 	 80 



95/113 

Leu Glu Met Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys 

85 	 90 	 95 

Ala Arg Gly Leu Trp Gly His Tyr Ala Leu Asp Tyr Trp Gly Gln Gly 

100 	 105 	 110 

Thr Ser Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 

115 	 120 	 125 

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu 

130 	 135 	 140 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 

145 	 150 	 155 	 160 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 

165 	 170 	 175 

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 

180 	 185 	 190 

Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro 

195 	 200 	 205 

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys 

210 	 215 	 220 



96/113 

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro 

225 	 230 	 235 	 240 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser 

245 	 250 	 255 

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp 

260 	 265 	 270 

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn 

275 	 280 
	

285 

Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val 

290 	 295 	 300 

Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu 

305 	 310 	 315 	 320 

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys 

325 	 330 	 335 

Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gin Val Tyr Thr 

340 	 345 	 350 

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr 

355 	 360 	 365 



97/113 

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu 

370 	 375 	 380 

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu 

385 	 390 	 395 	 400 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys 

405 	 410 	 415 

Ser Arg Trp Gln Gin Gly Asn Val Phe Ser Cys Ser Val Met His Glu 

420 	 425 	 430 

Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly 

435 	 440 	 445 

Lys 

<210> 65 

<211> 213 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 65 

Gln Ile Val Leu Ile Gln Ser Pro Ala Ile Met Ser Ala Ser Pro Gly 

1 	 5 	 10 	 15 



98/113 

Glu`Lys Vat Thr Met Thr Cys Ser Ala Ser Ser Ser Val Ser Tyr Met 

20 	 25 	 30 

Tyr Trp Tyr Gin Gln Lys Pro Gly Ser Ser Pro Arg Leu Leu Ile Tyr 

35 	 40 	 45 

Asp Thr Ser Asn His Ala Ser Gly Val Pro Val Arg Phe Ser Sly Ser 

50 	 55 	 60 

Gly Ser Gly Thr Ser Tyr er 	u Thr Ile Ser Arg Met Glu Ala Glu 

65 	 70 	 75 	 80 

Asp Ala Ala Thr Tyr Tyr Cys Gin His Trp Ser Gly His Pro Tyr Thr 

85 	 90 	 95 

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Thr Val Ala Ala Pro 

100 	 105 	 110 

Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Sly Thr 

115 	 120 
	

125 

Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys 

130 	 135 	 140 

Val Gin Trp Lys Vat Asp Asn Ala Leu Gin Ser Gly Asn Ser Gln Glu 

145 	 150 	 155 	 160 



99/113 

Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser 

165 	 170 	 175 

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala 

180 	 185 	 190 

Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe 

195 	 200 
	

205 

Asn Arg Gly Glu Cys 

210 

<210> 66 

<211> 213 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 66 

Gln Ile Val Leu Ile Gln Ser Pro Al 	Met Ser Ala Ser Pro Gly 

1 	 5 	 10 	 15 

Glu Lys Val Thr Met Thr Cys Ser Ala Ser Ser Ser Val Ser Tyr Met 

20 	 25 	 30 



100/113 

Tyr Trp Tyr Gin Gin Lys Pro Gly Ser Ser Pro Arg Leu Leu Ile Tyr 

35 	 40 	 45 

Asp Thr Ser His His Ala Ser Gly Val Pro Val Arg Phe Ser Gly Ser 

50 
	

55 	 60 

Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Arg Met Glu Ala Glu 

65 	 70 	 75 
	

80 

Asp Ala Ala Thr Tyr Tyr Cys Gln His Trp Ser Gly His Pro Tyr Thr 

85 	 90 	 95 

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Thr Val Ala Ala Pro 

100 	 105 	 110 

Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly Thr 

115 	 120 	 125 

Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys 

130 	 135 	 140 

Val Gln Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gln Glu 

145 	 150 	 155 	 160 

Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser 

165 	 170 	 175 



101/113 

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala 

180 	 185 	 190 

Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser Phe 

195 	 200 	 205 

Asn Arg Gly Glu Cys 

210 

<210> 67 

<211> 456 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 67 

Gin Val Gin Leu Val Gln Ser GIs( Ala Glu Val Lys Lys Pro Gly Ala 

1 	 5 	 10 	 15 

Ser Vai Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr 

20 	 25 	 30 

Tyr Met His Trp Val Arg Gln Ala Pro Gly Gin Gly Leu Glu Trp Met 

35 	 40 	 45 

Gly Trp Ile Asn Pro Asn Ser Gly Gly Thr Asn Tyr Ala Gln Lys Phe 

50 	 55 	 60 



102/113 

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr 

65 	 70 	 75 	 80 

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 

85 	 90 	 95 

Ala Arg flu Asp Val Val Pro Ala Ala Met Ser Phe Tyr Tyr Gly Met 

100 	 105 	 110 

Asp Val Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr 

115 	 120 	 125 

Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser 

130 	 135 	 140 

Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu 

145 	 150 	 155 	 160 

Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His 

165 	 170 	 175 

Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser 

180 	 185 	 190 

Val Val Thr Val Pro Ser Ser Ser Leu Giy Thr Gln Thr Tyr Ile Cys 

195 	 200 	 205 



103/113 

Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu 

210 	 215 	 220 

Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro 

225 	 230 	 235 	 240 

Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys 

245 	 250 	 255 

Asp Thr Leu Met lie Ser Arg Thr Pro Glu Val Thr Cys Val Val Val 

260 	 265 	 270 

Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp 

275 	 280 	 285 

Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr 

290 	 295 	 300 

Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp 

305 	 310 	 315 	 320 

Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu 

325 	 330 	 335 

Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gin Pro Arg 

340 	 345, 	 350 



104/113 

Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys 

355 	 360 	 365 

Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp 

370 	 375 	 380 

Ile Ala Val Glu Trp Glu Ser Asn Giy Gln Pro Glu Asn Asn Tyr Lys 

385 	 390 	 395 	 400 

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser 

405 	 410 	 415 

Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser 

420 	 425 	 430 

Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser 

435 	 440 	 445 

Leu Ser Leu Ser Pro Gly Lys Gly 

450 	 455 

<210> 68 

<211> 214 

<212> PRT 

<213> Artificial 

<220> 



105/113 

<223> An artificially synthesized peptide sequence 

<400> 68 

Leu Pro Val Leu Thr Gln Pro Pro Ser Val Ser Val Ala Pro Gly Gln 

1 	 5 	 10 	 15 

Thr Ala Arg Ile Thr Cys Gly Gly Asn Asn Ile Gly Ser Lys Thr Val 

20 	 25 	 30 

Tyr Trp Tyr Gln Gln Glu Pro Gly Gln Ala Pro Val Leu Val Val Tyr 

35 	 40 	 45 

Asp Asp Thr Asp Arg Pro Ala Gly Ile Pro Glu Arg Phe Ser Gly Ala 

50 	 55 	 60 

Asn Ser Gly Asn MnThr Ala Thr Leu Thr Ile Ser Arg Val Glu Ala Gly 

65 	 70 	 75 	 80 

Asp Glu Ala Asp Tyr Tyr Cys Gln Val Trp Asp Ser Ser Thr Asp His 

85 	 90 	 95 

Gly Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gin Pro Lys 

100 	 105 	 110 

Ala Asn Pro Thr Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln 

115 	 120 	 125 



106/113 

Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly 

130 	 135 	 140 

Ala Val Thr Val Ala Trp Lys Ala Asp Gly Ser Pro Val Lys Ala Gly 

145 	 150 	 155 	 160 

Val Glu Thr Thr Lys Pro Ser Lys Gin Ser Asn Asn Lys Tyr Ala Ala 

165 	 170 	 175 

Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gin Trp Lys Ser His Arg Ser 

180 	 185 	 190 

Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Gfu Lys Thr Val 

195 	 200 	 205 

Ala Pro Thr Glu Cys Ser 

210 

<210> 69 

<211> 456 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 69 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 

1 	 5 	 10 	 15 



107/113 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr 

20 	 25 	 30 

His Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 

35 	 40 	 45 

Gly Trp Ile Asn Pro Asn Ser Gly Gly Thr Asn Tyr Ala Gln Lys Phe 

50 	 55 	 60 

Gln Giy Arg Val Thr. Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr 

65 	 70 	 75 	 80 

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 

85 	 90 	 95 

Ala Arg Glu Asp Val Val Pro Ala Ala Met Ser Phe Tyr Tyr Gly Met 

100 	 105 	 110 

Asp Val Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr 

115 	 120 	 125 

Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser 

130 	 135 	 140 

Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu 

145 	 150 	 155 	 160 



108/113 

Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His 

165 	 170 	 175 

Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser 

180 	 185 	 190 

Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys 

195 	 200 
	

205 

Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu 

210 	 215. 	 220 

Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro 

225 	 230 	 235 	 240 

Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys 

245 	 250 	 255 

Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val 

260 	 265 	 270 

Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp 

275 	 280 	 285 

Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr 

290 	 295 	 300 



109/113 

Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp 

305 	 310 	 315 	 320 

Trp Leu Asn Gly Lys Glu Ty 
	

ys Cys Lys Val Ser Asn Lys Ala Leu 

325 	 330 	 335 

Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg 

340 	 345 	 350 

Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys 

355 	 360 	 365 

Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp 

370 	 375 	 380 

Ile Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys 

385 	 390 	 395 	 400 

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser 

405 	 410 	 415 

Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser 

420 	 425 	 430 

Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser 

435 	 440 	 445 



1 10/1 13 

Leu Ser Leu Ser Pro Gly Lys Gly 

450 	 455 

<210> 70 

<211> 449 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 70 

Gin Val Gin Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 

1 	 5 	 10 	 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly Tyr Ser Ile Ser Asp Asp 

20 	 25 	 30 

Gin Ala Trp Ser Trp Val Arg Gln Pro Pro Gly Glu Gly Leu Glu Trp 

35 	 40 	 45 

Ile Gly Tyr Ile Ser'Tyr Ser Gly Ile Thr Asn Tyr Asn Pro Ser Leu 

50 	 55 	 60 

Lys Gly Arg Val Thr lie Ser Arg Asp Thr Ser Lys Asn Gin Phe Ser 

65 	 70 	 75 	 80 



Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Ala Tyr Tyr Cys 

85 	 90 	 95 

Ala Arg Ser Lou Ala Arg Thr Thr Ala Met Asp Tyr Trp Gly Glu Gly 

100 	 105 	 110 

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 

115 	 120 	 125 

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu 

130 	 135 	 140 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 

145 	 150 	 155 	 160 

Asn Ser Gly Ala Leu Thr Ser Gly Vat his Thr Phe Pro Ala Val Leu 

165 	 170 	 175 

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 

180 	 185 	 190 

Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro 

195 	 200 	 205 

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys 

210 	 215 	 220 



112/113 

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro 

225 	 230 	 235 	 240 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser 

245 	 250 	 255 

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp 

260 	 265 	 270 

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn 

275 	 280 	 285 

Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val 

290 	 295 	 300 

Val Ser Val Lou Thr Val Leu-His GFn Asp Trp Leu Asn Gly Lys Glu 

305 	 310 	 315 	 320 

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys 

325 	 330 	 335 

Thr Ile Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr 

340 	 345 	 350 

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr 

355 	 360 	 365 



113/113 

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu 

370 	 375 	 380 

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu 

385 	 390 	 395 	 400 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys 

405 	 410 	 415 

Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu 

420 	 425 	 430 

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly 

435 	 440 	 445 

Lys 


