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Figure 2

curcas and useful for the molecular genotyping of plants. are described. These
markers may be used for identifying allele polymorphisms, identifying identic-
al or related plants, differentiating plants and studying genetic diversity in a
population. The markers may also be used in genetic and phenotype studies us-
ing statistical methods, for example, linkage analysis, association mapping,
linkage disequilibrium and the like. The information may be used for breeding
and/or selection of plants.
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