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201

251

301

10 20 30 40 50

* * * * * * * * * *

SOSSSOSDOSOOSOOODOOSOSSOODSISDODOSDDIDIDDIOISIISISSO>>>
AAV ITR

60 70 80 90 100

* * * * * * * * * *

SSSSOSSODSOOSOSSOOSSDODDDSDDSDIDDIDDIIDDDISIODO>>>5>>
AAV ITR

110 120 130 140 150
* * * * * * * * * *
agat 150

SSSSS>SSSSSSDOODEDSESSSSSSSSSSSSSSSSSS555555>
AAV ITR

160 170 180 190 200

* * * * * * * * * *
cgggeTceaceaarTececeC T

SSO>SSSOSSSOSSSSIOSSSSS>S>SS>>D
Human Synapsin Promoter

210 220 230 240 250
*

* * * * * * * *

SSSSSOSOSOSSOSSOOOSSOOSSOSSSISOOSSSISOSOOISS>OSSI>S>>>D>
Human Synapsin Promoter

260 270 280 290 300
*

* * * * * * * * *

SSSSSOSOOOOOSOSOOOSOSOSOSSDISSOSISIEOSEIOSES>ES>E>S>S>>D>
Human Synapsin Promoter

310 320 330 340 350
*

* * * * * * * * *

SS>S>>SSSOSODOSOOSSOSOOSOOSSEBSESOESESSES>SS>SSS>S>SS>>>
Human Synapsin Promoter

360 370 380 390 400
*

* * * * * * * * *
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351

SSSOSOOOSOOOOOOSOOSEOSOOIOOSE>SS>SSSSSSSSSES>SSSSS55>
Human Synapsin Promoter

410 420 430 440 450
*

* * * * * * * * *
401 |
SSSSSSOOOOOOOOOOOOS>OSOOSSOO>SOIOS>O>O>S>S>S>S>S>SSESSS>SS>S>>>
Human Synapsin Promoter

460 470 480 490 500
* *

* * * * * * * *

451
SSSSOOSOOOOSSOSOOSOOSOOOSDISDIOSODISDSESSSEEESSEES55>

Human Synapsin Promoter

510 520 530 540 550

*
*
*
*
*
*
*
*
*
*

501
SSS>S>SSSOOSS>OOOSSSSS5DO5DDS5>555>S5SSSS5S55>55>>

Human Synapsin Promoter

560 570 580 590 600
* *

* * * * * * *

O ———

SSSSS5O555OSOSO>O>S>SSOOOSSSS>S>SSO>>SSSSSS5S55>5>>
Human Synapsin Promoter

610 620 630 640 650

601

*
*
*
*
*
*
*
*
*
*

SSSS>SSSS>>O>>OO>>SOSO>OOSOSSSSSSSSIS>SS>S>SS>SSSSSSSS>
Human Synapsin Promoter

660 670 680 690 700
* * * * * * * * * *
651 2T TCAAGCTGCTAGCAAGGATCCACCGGTAACATGGAGAAGGGC 700
M E K G
SOSDSSSD>>>>

GTP cyclohydrolase 1
S>>>>>

Human Synapsin Promoter

710 720 730 740 750

* * * * * * * * * *
701 CCTGTGCGGGCACCGGCGGAGAAGCCGCGGGGCGCCAGGTGCAGCAATGG 750
P VR A P A E XK P R G ARG C S NG
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851
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1001
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SOSSOSOOSOSOOOOOSSOSSSOOSSSSSSOSOSSSSSOS>S>>>>>>>>>
GTP cyclohydrolase 1 isoform 1

760 770 780 790 800
* * * * * * * * * *
GTTCCCCGAGCGGGATCCGCCGCGGCCCGGGCCCAGCAGGCCGGCGGAGA 800
F P E R D P P R P G P S R P A E K
SSSSOSOOOOSSSOOSSSOSSSOOOOSSSSOSDSDSSSOSSSS>S>S>>>>>
GTP cyclohydrolase 1 isoform 1

810 820 830 840 850
* * * * * * * * * *
AGCCCCCGCGGCCCGAGGCCAAGAGCGCGCAGCCCGCGGACGGCTGGAAG 850
P P R P E A K S A Q P A D G W K
SSSSOOOOOOOOSOOOOO>OSOSOOSSSOSSOSSSSSSO>S>S>>>>>>>
GTP cyclohydrolase 1 isoform 1

860 870 880 890 900
* * * * * * * * * *
GGCGAGCGGCCCCGCAGCGAGGAGGATAACGAGCTGAACCTCCCTAACCT 900
G E R P R S E E DDNUETLNTUL P N L
SSSSSSOSOOOOSOSOSOOSOSSOSOSSSOSESOSSSSS>>S>>S>>>>>>
GTP cyclohydrolase 1 isoform 1

910 920 930 940 950
* * * * * * * * * *
GGCAGCCGCCTACTCGTCCATCCTGAGCTCGCTGGGCGAGAACCCCCAGC 950
A A A Y 8§ S I L 8 S L G E NP Q R
SSOSSOSOOSOOOOSOOSOSOSSOSSSSOSSSSSS>SOO>SS>>S>>>>>
GTP cyclohydrolase 1 isoform 1

960 970 980 990 1000

* * * * * * * * * *

GGCAAGGGCTGCTCAAGACGCCCTGGAGGGCGGCCTCGGCCATGCAGTTC 1000
Q G L L K TP WIPRW AASAMOGQTF
SSS>S5>>SOOSSSSOODOSSSSSSSOSO5SSS5S5555555S>555>>

GTP cyclohydrolase 1 isoform 1

1010 1020 1030 1040 1050

* * * * * * * * * *

TTCACCAAGGGCTACCAGGAGACCATCTCAGATGTCCTAAACGATGCTAT 1050
F T K G Y Q ET I S D VL NDAI
SSSSSSOSSSOSSODOOBOOSOSEOSESSESSEOSSSSSSSSSSSSSS>>

GTP cyclohydrolase 1 isoform 1

1060 1070 1080 1090 1100
*

* * * * * * * * *
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ATTTGATGAAGATCATGATGAGATGGTGATTGTGAAGGACATAGACATGT 1100
F D EDHDEMV IV KDTIDMTF
SS>>SSSSOSSOSSOODSEOSSOSEOSESSSSSSSSSESSSSSSSSS5>>

GTP cyclohydrolase 1 isoform 1

1110 1120 1130 1140 1150

* * * * * * * * * *

TTTCCATGTGTGAGCATCACTTGGTTCCATTTGTTGGAAAGGTCCATATT 1150
S M ¢C EH HL VP F V G K V HI
S>S>>SSDSOSSODOSSOSSSDOOOSOOSSSSSESSSSESSSSSSSSSS>>>

GTP cyclohydrolase 1 isoform 1

1160 1170 1180 1190 1200

* * * * * * * * * *

GGTTATCTTCCTAACAAGCAAGTCCTTGGCCTCAGCAAACTTGCGAGGAT 1200

G YL PN K OQ VL G UL S K UL A R I
SSSSSSOSOOOSOSEOSSOOSSSSSSSSSSSOSSSSSSS55SSS55S>>>>

GTP cyclohydrolase 1 isoform 1

1210 1220 1230 1240 1250

* * * * * * * * * *

TGTAGAAATCTATAGTAGAAGACTACAAGTTCAGGAGCGCCTTACAAAAC 1250
vV EI ¥ S R R L Q V QO E R L T K Q
SSSSSSSSSODOSSSDS5DOSSSD5S>5555SS5DSSSSSSSSS55555

GTP cyclohydrolase 1 isoform 1

1260 1270 1280 1290 1300

* * * * * * * * * *

AAATTGCTGTAGCAATCACGGAAGCCTTGCGGCCTGCTGGAGTCGGGGTA 1300
I AV AITEA ALURUZPAGUV GV
SSSSSS>SSOSSSSOOOSSOSSSSOSSSSOSSS>SOSSOSSSSSSSSSSS>

GTP cyclohydrolase 1 isoform 1

1310 1320 1330 1340 1350

* * * * * * * * * *

GTGGTTGAAGCAACACACATGTGTATGGTAATGCGAGGTGTACAGAAAAT 1350
V VvV EATHMUCMUVMUPBRG V Q K M
SSSSOOSSSOSSOOSOSOSSOSOOOSSS>SOSISSESSESSSISSSSOO>>

GTP cyclohydrolase 1 isoform 1

1360 1370 1380 1390 1400

* * * * * * * * * *

GAACAGCAAAACTGTGACCAGCACAATGTTGGGTGTGTTCCGGGAGGATC 1400
N §$ K T Vv TS TMULGV F RE D P
SS>>>>SSOOOOOODEDEDOOISEOS>OS>S>ES>ES>ES>SS>ESESSSSSSS>>>>

GTP cyclohydrolase 1 isoform 1
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1410 1420 1430 1440 1450
* * * * * * * * * *
CAAAGACTCGGGAAGAGTTCCTGACTCTCATTAGGAGCTAATGCATCCCC 1450

K T R E E F L T L I R
SSS>SSSSOSSDODSSSSSOSSOSSSSSSS5555>>

GTP cyclohydrolase 1 isoform 1

1460 1470 1480 1490 1500

* * * * * * * * * *
ATCGATGATCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCAC 1500
SSSS5SSOSSS5SS555SS55SS55DSS55>S>5>>D>>>>
Sv40 late polyA

1510 1520 1530 1540 1550

* * * * * * * * * *
AACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAARATTTGTGATGCTA 1550
SSSSS>OOSSSOSOOSSOSSSOOSOOSSSOOSSS5S>SSS>SSS555>>D
SvV40 late polyA

1560 1570 1580 1590 1600

* * * * * * * * * *
TTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAAC 1600
SSOSOOSOOSOOSOOSOOSSOSOSOSSSSOOSSESSOSS>SS>SSSSSS>>>
SV40 late polyA

1610 1620 1630 1640 1650

* * * * * * * * * *
AATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTT 1650
SSSSSSSSOOSO>SOOOSOOSOSSSEOESOOSS>S>SSS>SSS>SSS>5>>>
Sv40 late polyA

1660 1670 1680 1690 1700

* * * * * * * * * *
TTAGTCGACCGAATTGGCCGCT]
SSSS>SSOSSSOOSDOSESOSS>O>SS>>>>
Human Synapsin Promoter
>>
SV40 late polyA

1710 1720 1730 1740 1750

* * * * * * * * * *

SSSSSSOSOOOOO>OSOOSSSSIOSSOSSISOSOOS>SO>SS>SSSSSSSSS>>
Human Synapsin Promoter

1760 1770 1780 1790 1800

* * * * * * * * * *
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SSSS>SO5SOOSOOOOSSSOSSSOSSSSSSSSSSSSSSSSSSDS>S>SS>>>
Human Synapsin Promoter

1810 1820 1830 1840 1850

* * * * * * * * * *

SOO>S>SSSSOOOSOSSSSOOSOOSSSSOS>E>>>>>>>>S>>SS>>>>>>
Human Synapsin Promoter

1860 1870 1880 1890 1900

* * * * * * * * * *

SSOSSOOOO>OS>OSOSOSSSOSISSOOSOSOO>OOS>S>O>S>OS>S>S>OI>E>ES>>>
Human Synapsin Promoter

1910 1920 1930 1940 1950

* * * * * * * * * *

SSOSSSSOOSOSOOSOSOOSSDSOSOOD>SSSOSISESSSSEESSSS555>
Human Synapsin Promoter

1960 1970 1980 1990 2000
* * *

* * * * * * *

SSOSSSOSSD>SOOOOSSOOSSSSOSSOSSSOSSSSS>SSO>SS>>>>>>>
Human Synapsin Promoter

2010 2020 2030 2040 2050

* * * * * * * * * *

SOOSSSOOOOOOOOSSOOSSOSSSOOSSSSIOSSOSSOSSBSEOSS>E>O>>>
Human Synapsin Promoter

2060 2070 2080 2090 2100
*

* * * * * * * * *

SSSS>>SSO>OSOSDO>SDSDSSSSSOSOS>OSSOSSS>S>S>>>>>>>>>
Human Synapsin Promoter

2110 2120 2130 2140 2150
* *

* * * * * * * *

SSSSS>SSSS>OOOSOSEOOOSSSSSSSOSOSSSSSSSDSSSSS55555>
Human Synapsin Promoter

2160 2170 . 2180 2190 2200
Fig. 6, cont



2151

2201

2251

2301

2351

2401

2451

12/20

* * * * * * * * * *

I T T CAAGCTGCTAGCAAGGATCCACCGGTCACCATGCCCACCCC 2200
M P T P

>>>>>> SS>5>>>>>>>
Human Synapsin Promoter tyrosine hydroxylase
2210 2220 2230 2240 2250
* * * * * * * * * *

CGACGCCACCACGCCACAGGCCAAGGGCTTCCGCAGGGCCGTGTCTGAGC 2250
DATTU®POQ A K GV FRRA AV S E L
SSSSSSSSSSOSSSSSSSSSSSOSSSSSEOSDSSD555>S555555>>

tyrosine hydroxylase isoform a

2260 2270 2280 2290 2300
* * * * * * * * * *
TGGACGCCAAGCAGGCAGAGGCCATCATGTCCCCGCGGTTCATTGGGCGC 2300
D A K QA E A I M S PRV F I G R
SSSSSOSSOOOSSOSOOOSSSSOOSSSSSOSSOOOSSSSS>SOSSSSS>>D>
tyrosine hydroxylase isoform a

2310 2320 2330 2340 2350
* * * * * * * * * *
AGGCAGAGCCTCATCGAGGACGCCCGCAAGGAGCGGGAGGCGGCGGTGGC 2350
R 0 S L. T E D A R K E R E A A V A
SESSSSOOO>OSOSOOSOSSSSOSISSSOOSOSSSSSSS>S>S>S>>>>>>
tyrosine hydroxylase isoform a

2360 2370 2380 2390 2400
* * * * * * * * * *
AGCAGCGGCCGCTGCAGTCCCCTCGGAGCCCGGGGACCCCCTGGAGGCTG 2400
A A A A AV P S E P G D P L E AV
SSSSSSOSSSOSSSOOSSOSSOOISSSOSSOSOSSS>SSOSSS>SS>SSSS>SS>
tyrosine hydroxylase isoform a

2410 2420 2430 2440 2450
* * * * * * * * * *
TGGCCTTTGAGGAGAAGGAGGGGAAGGCCGTGCTAAACCTGCTCTTCTCC 2450
A F E E K E G XK A VL NUILTULF S
SSOOSOOSS>OO>SOSSSOOSSOSSOSS>S>O>>S>S>SOSS>>>>>>>>>>>
tyrosine hydroxylase isoform a

2460 2470 2480 2490 2500
* * * * * * * * * *
CCGAGGGCCACCAAGCCCTCGGCGCTGTCCCGAGCTGTGAAGGTGTTTGA 2500
P R A T K P S A L S R A V K V F E
SOOOOOOOOOOOOSSOSOOSSIOOISISOOSOSSEOESSSSS>SS>S>>>>>
tyrosine hydroxylase isoform a
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2510 2520 2530 2540 2550

* * * * * * * * * *

GACGTTTGAAGCCAAAATCCACCATCTAGAGACCCGGCCCGCCCAGAGGC 2550
T F E A K I H HL E TR P A Q R P
SSOSSSOOSOODOSSOSOD>SEODOSOOOOD>S>SO>SS>ES>S>S>5>S>5>>>

tyrosine hydroxylase isoform a

2560 2570 2580 2590 2600

* * * * * * * * * *

CGCGAGCTGGGGGCCCCCACCTGGAGTACTTCGTGCGCCTCGAGGTGCGC 2600
R A G G P HL E Y F V RUL E V R
SSSSSOSSSOSSSSOSSSSSODSSDE5DDS5555555555555>5>S5>>

tyrosine hydroxylase isoform a

2610 2620 2630 2640 2650

* * * * * * * * * *

CGAGGGGACCTGGCCGCCCTGCTCAGTGGTGTGCGCCAGGTGTCAGAGGA 2650
R G DL A ALL S GV R QV S E D
SSSSSSSSSSSOOSOSOSESOSSSSSSS>SS>SS>ESSSSSSSSSSSSSSS>>

tyrosine hydroxylase isoform a

2660 2670 2680 2690 2700

* * * * * * * * * *

CGTGCGCAGCCCCGCGGGGCCCAAGGTCCCCTGGTTCCCAAGAAAAGTGT 2700
V R S P A G P KV P W F P R K V S5
SS>>S>SSSOSSOOOOSSSSOOSOSSESSSSSSSSSSEEESESSSS555>

tyrosine hydroxylase isoform a

2710 2720 2730 2740 2750

* * * * * * * * * *

CAGAGCTGGACAAGTGTCATCACCTGGTCACCAAGTTCGACCCTGACCTG 2750
E L D K CHHUL V TXKF D P DL
SSSSSSS5SSSSSOSSSOSOOSSSOSSSSSSSSSSSESSSESSSEESSS>

tyrosine hydroxylase isoform a

2760 2770 2780 2790 2800

* * * * * * * * * *

GACTTGGACCACCCGGGCTTCTCGGACCAGGTGTACCGCCAGCGCAGGAA 2800
DL DHP GF S D Q VY R QR RK
S>>>>>SOSSDOOSOOOOO>SODOISOO>OSOBSSSS>S>>S>5>5>>>>>

tyrosine hydroxylase isoform a

2810 2820 2830 2840 2850

* * * * * * * * * *

GCTGATTGCTGAGATCGCCTTCCAGTACAGGCACGGCGACCCGATTCCCC 2850
L I A E I A F Q Y R H G D P I P R
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P S S S S S S S S S S S S S S S S S SO N S S S oS>
tyrosine hydroxylase isoform a

2860 2870 2880 2890 2900
* * * * * * * * * *
GTGTGGAGTACACCGCCGAGGAGATTGCCACCTGGAAGGAGGTCTACACC 2900
VvV E Y T A E E I A TWI KE V Y T
SSSSO>S>SSSSSSOSSOOOOSSSOSDSSESEESSSS>SSESSSSSSS>SS

tyrosine hydroxylase isoform a

2910 2920 2930 2940 2950
* * * * * * * * * *
ACGCTGAAGGGCCTCTACGCCACGCACGCCTGCGGGGAGCACCTGGAGGC 2950
T L K G L Y A T HOAC G E H L E A
P S S S S S S5 5SS 85555 55555 555 50 5 55 555 9P PP S
tyrosine hydroxylase isoform a

2960 2970 2980 2990 3000
* * * * * * * * * *
CTTTGCTTTGCTGGAGCGCTTCAGCGGCTACCGGGAAGACAATATCCCCC 3000
F A L L ERF S G Y R EDNTI P Q
P S S S S S S SSSSISISSSS5S S 55555 PSPPI S
tyrosine hydroxylase isoform a

3010 3020 3030 3040 3050
* * * * * * * * * *
AGCTGGAGGACGTCTCCCGCTTCCTGAAGGAGCGCACGGGCTTCCAGCTG 3050
L E DV S R F L K EURTGVF Q L
SSOSSSSOOOSSOOOSOSOOSSSSOSOSOOSSOSOSSSEOSS>>S>>>>>>
tyrosine hydroxylase isoform a

3060 3070 3080 3090 3100
* * * * * * * * * *
CGGCCTGTGGCCGGCCTGCTGTCCGCCCGGGACTTCCTGGCCAGCCTGGC 3100
R P V A G L L s A R DUF L A S L A
SSOSOOOOOOSSSOOOSOOOOSSOISSSOOISSSISSOSODSS>SS>OS>>H>D>
tyrosine hydroxylase isoform a

3110 3120 3130 3140 3150

* * * * * * * * * *

CTTCCGCGTGTTCCAGTGCACCCAGTATATCCGCCACGCGTCCTCGCCCA 3150
F R V F Q C T Q ¥ I R H A S8 S P M
SSSSSSSSOSOOSSOSOSSOSSESOSSOSOS>SSSSSSSSSSSESSSSS>S>

tyrosine hydroxylase isoform a

3160 3170 3180 3190 3200

* * * * * * * * * *
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TGCACTCCCCTGAGCCGGACTGCTGCCACGAGCTGCTGGGGCACGTGCCC 3200
H s p E P D CCHE L UL G H VP
SSSSSSSSSOSOSSOSOSSO>SEOSSSSS>EOSSSSESSISSSSSSSSSSS>D

tyrosine hydroxylase isoform a

3210 3220 3230 3240 3250
* * * * * * * * * *
ATGCTGGCCGACCGCACCTTCGCGCAGTTCTCGCAGGACATTGGCCTGGC 3250
M L A DRTV FAQF S Q DI G L A
SSSSSSOOSOSSSSOSSOSOSSOSSSEEOISSSOSESIOE>SS>S>ES>S>>S>>
tyrosine hydroxylase isoform a

3260 3270 3280 3290 3300
* * * * * * * * * *
GTCCCTGGGGGCCTCGGATGAGGAAATTGAGAAGCTGTCCACGCTGTACT 3300
S L G A S D EE I E KU1 S T UL Y W
SOSOSOOSOOSSSSOSOSOOSSOSOSSIOOSSEOSSSS>SSSSS>SS>S>>>>
tyrosine hydroxylase isoform a

3310 3320 3330 3340 3350

* * * * * * * * * *

GGTTCACGGTGGAGTTCGGGCTGTGTAAGCAGAACGGGGAGGTGAAGGCC 3350
F T v E F G L C K Q NG E V K A
SSSSSSSSOSSSESOOOSESOSSSSSSS>ESSSSSSSSSSSSSSSSSS>>>>

tyrosine hydroxylase isoform a

3360 3370 3380 3390 3400

* * * * * * * * * *

TATGGTGCCGGGCTGCTGTCCTCCTACGGGGAGCTCCTGCACTGCCTGTC 3400
Y G A GL L S S Y G EUL L HCTUL S
SSSSSSSSSSSDOSSSOSSOOSSSEOSE>OOSSEOSSSSSSSSSSSSSS>D

tyrosine hydroxylase isoform a

3410 3420 3430 3440 3450

* * * * * * * * * *

TGAGGAGCCTGAGATTCGGGCCTTCGACCCTGAGGCTGCGGCCGTGCAGC 3450
E E P E I R A F D P EAA AA AV QP
SSS5>>SSSOSSODOOSOSSOSESSSOS>SSESSSESSSSSSSSSSSS5>5D

tyrosine hydroxylase isoform a

3460 3470 3480 3490 3500

* * * * * * * * * *

CCTACCAAGACCAGACGTACCAGTCAGTCTACTTCGTGTCTGAGAGCTTC 3500
Y O DQ TY Q S VY F V S E S F
SS>S>SOSSOSSODDOSOSOESOOO>ESS55555555555SSSS5S55>D

tyrosine hydroxylase isoform a
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3510 3520 3530 3540 3550

* * * * * * * * * *
AGTGACGCCAAGGACAAGCTCAGGAGCTATGCCTCACGCATCCAGCGCCC 3550
S DA KD KU LRSS YA S RTI QRP
S>SS>>>>>SSSSSSSSSSOSSSODSODSSSOOSSSESSSSDS5SS55>D>

tyrosine hydroxylase isoform a

3560 3570 3580 3590 3600
* * * * * * * * * *
CTTCTCCGTGAAGTTCGACCCGTACACGCTGGCCATCGACGTGCTGGACA 3600
F S V X F b p Y TULATID VUL D S
SOOSOO>OOOOO>O>O>OO>E>OOES>OO>S>OSSS>S>S>SS>>>>>>>>>
tyrosine hydroxylase isoform a

3610 3620 3630 3640 3650
* * * * * * * * * *
GCCCCCAGGCCGTGCGGCGCTCCCTGGAGGGTGTCCAGGATGAGCTGGAC 3650
P Q AV R R S L E G V Q D E L D
SSSSOOOSSOSOOOSSOSOSSSSOSSOSOSSSSOOSS>SS>>S>S>>>>>
tyrosine hydroxylase isoform a

3660 3670 3680 3690 3700
* * * * * * * * * *
ACCCTTGCCCATGCGCTGAGTGCCATTGGCTAACTAGTGGATCCGTCGAC 3700
T L A H A L S A I

SO>S>>OSSOSOSSSSSOOOSS>SO>O>S>>> >S>>>>>>
tyrosine hydroxylase isoform a WPRE
3710 3720 3730 3740 3750
* * * * * * * * * *

AATCAACCTCTGGATTACAAAATTTGTGAAAGATTGACTGGTATTCTTAA 3750
S>SS555SSSOOODSSSSOSSSSODD5>SSSSS35S5555555555>>>

WPRE

3760 3770 3780 3790 3800

* * * * * * * * * *
CTATGTTGCTCCTTTTACGCTATGTGGATACGCTGCTTTAATGCCTTTGT 3800
SSSS>OODOOSOOOSO>OOSO>O>>SO>S>>>>>>>S>S>>>>>>>>>>>>>
WPRE

3810 3820 3830 3840 3850

* * * * * * * * * *

ATCATGCTATTGCTTCCCGTATGGCTTTCATTTTCTCCTCCTTGTATAAA 3850
SSSSSSSSOSDSSOSESSOSSESEOSOSES>SOSSSSSSESSSSSSSS5>>

WPRE

Fig. 6, cont



3851

3901

3951

4001

4051

4101

4151

4201

17120
3860 3870 3880 3890 3900
* * * * * * * * * *
TCCTGGTTGCTGTCTCTTTATGAGGAGTTGTGGCCCGTTGTCAGGCAACG 3900
SSSSSSSOSOOSSSOSSSSSOSSSSSS>S>O>>SSSS>SSSSSSSS>>>>
WPRE

3910 3920 3930 3940 3950

* * * * * * * * * *
TGGCGTGGTGTGCACTGTGTTTGCTGACGCAACCCCCACTGGTTGGGGCA 3950
S>SSSSOOS>DOSSSSO5S55S5S5555SS5SSOSSS55S55555>>55>
WPRE

3960 3970 3980 3990 4000

* * * * * * * * * *
TTGCCACCACCTGTCAGCTCCTTTCCGGGACTTTCGCTTTCCCCCTCCCT 4000
SSSSSSOSOSOOSOSSOSOOODDIOOODEEEOSEOESS>SEESSSESS>S>S>>
WPRE

4010 4020 4030 4040 4050

* * * * * * * * * *
ATTGCCACGGCGGAACTCATCGCCGCCTGCCTTGCCCGCTGCTGGACAGG 4050
SS5SSSSSOSSSSOSSSSEOSESSSOSSS>SOSSSSSSSSSSSSSSSS55>
WPRE

4060 4070 4080 4090 4100

* * * * * * * * * *
GGCTCGGCTGTTGGGCACTGACAATTCCGTGGTGTTGTCGGGGAAGCTGA 4100
SSSSSSSSOSSSSOODOSSSOSOOOSSSSSSSSSESSSSSSSSSSSS5>>
WPRE

4110 4120 4130 4140 4150

* * * * * * * * * *
CGTCCTTTCCATGGCTGCTCGCCTGTGTTGCCACCTGGATTCTGCGCGGG 4150
SSSSS>SSSSSSSSSOSOSESSEOOSSESS>SESSS>SSSSESSSSSSSS>
WPRE

4160 4170 4180 4190 4200

* * * * * * * * * *
ACGTCCTTCTGCTACGTCCCTTCGGCCCTCAATCCAGCGGACCTTCCTTC 4200
SSSS>SSSSOSOOSSOOOSSOSDOSOSSESSSSESSSSSSESSSSSSSD>
WPRE

4210 4220 4230 4240 4250

* * * * * * * * * *
CCGCGGCCTGCTGCCGGCTCTGCGGCCTCTTCCGCGTCTTCGCCTTCGCC 4250
S>SSS>>>S>>S>SS>>OSOSSS>S>SSS>>S5>>S>5>>>S5S>>S>>>>>>

WPRE Fig. 6, cont



4251

4301

4351

4401

4451

4501

4551

4601

18/20
4260 4270 4280 4290 4300

* * * * * * * * * *
CTCAGACGAGTCGGATCTCCCTTTGGGCCGCCTCCCCGCCTGGAATTCGA 4300
SSSSSSSOSSODOSEDODOSESSOESESSSSSSSSSSSSSSSSSSSS5>>
WPRE

4310 4320 4330 4340 4350
* * * * * * * * * *
GCTCGGTACAGCTTATCGATACCGTCGACTTCGAGCAACTTGTTTATTGC 4350
>>> SOSOSDOOODSODODDIDISIDOD>
WPRE SV40 pA
4360 4370 4380 4390 4400
* * * * * * * * * *

AGCTTATAATGGTTACAAATAAAGCAATAGCATCACAAATTTCACAAATA 4400
SSSSSSSOSOSSOSSOSSOSSOOOOOSEOESSOSSSSSSSSSSSESSSD>>

Sv40 pA

4410 4420 4430 4440 4450

* * * * * * * * * *
AAGCATTTTTTTCACTGCATTCTAGTTGTGGTTTGTCCAAACTCATCAAT 4450
SOSSOOOSOSOOSSOOODSOOOODOOOSOOSOSSSSISIOSEDDOSSDS>
SV40 pA

4460 4470 4480 4490 4500
* * * * * * * * * *
GTATCTTATCATGTCTGGATCGTCTAGCATCGAAGATCCCCCGATC TGN
<<
AAV ITR
SOOSSDODOOOSDODOOOOOODSSOSDISOSEOSO>
Sv40 pA
4510 4520 4530 4540 4550
* * * * * * * * * *

<L LLLLLLLLLLLLLLLLLLLLLLLLLLLLLLLL LK
AAV ITR

4560 4570 4580 4590
*

* * * * * * *

4600
*

*

<LLLLLLLLLLLLLLLLLLLLLLLLLLLLLLLLLLLLLLLLLLL L LKL
AAV ITR

4610 4620 4630 4640
*

* * * * * * *

LLLLLLLLLLLLLLLLLLLLLLLLLLLL L L L L L L L LK
AAV ITR Fig. 6, cont



Corridor test (% left retrievals of total)
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100 Groups

[ 0.7% [9.1E8gc] GCH1-TH (n=10)
[]3.4% [4.6E9gc] GCH1-TH (n=10)
Il 9.8% [1.3E10gc] GCH1-TH (n=10)
B 100% [1.3E11gc] GCH1-TH (n=10) %
[J Intact Ctrl (n=10)
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Lesion baseline, Pre AAV 12-wks post AAV injection

Fig. 7



Extracellular Dopamine concentration [nM]
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Group
[l Intact Ctrl (n=4)
* [0 100% [1.3E11gc] GCH1-TH (n=4)
[(] 6-OHDA lesion only (n=4)

ﬁ

1
Steady state microdialysis
(6 months post AAV injection)
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