0zet
09¢t
00¢T
ov1L
080T
00T
096
006
08
08Z
0ZL
099
009
0¥S
08ty
ozt
03¢
00t
ove
08T
0zt
09

366616533
21313666eh),
PooBebbabo
63315362126
3566836161
2320e66126
B166e55666
Beeohzb136
1626ee2210
>6eseedbab
Bbebebiodoe
2666ea0e60
>bi6eas66e
Be>oBedeba
Beebb13d2>
oeeababeab
bobGebbesd
b1>o31eDdRDD
Beba33e3Ed
pli):leliliiohe)
aobeobeeby

eboreasb1o6a

ebbebshboy
323231603101
oebebibebe
26ebbb1221
616e366308
eB66eb66566
31561335608
ebbebbehob
166160eed)
1abe>Hebso
162e06e665
Baoedb66oe
ebbo61656e
Bioedabfioe
ebleED1108
1056e36321
1eb63260060
61631101066
326e62162103>0
aabedobiee
fiz6ee166eh

31533635313

T =abed

232226eb56)
abessbbied
263165566e6
1ed6336616
eoebliebed
3665666166
63130e236236
>abbseyned
eoesf1561b
26235638610
61612e661>
Bobed3310eD
30h13ebi1n
f1beodizoey
€2122231061
bbeeseedbb
2322221edeb
Boeedyieee
ebbbbeddee
fooo06667e
Breebi1o062
5630e066230

Bhobeebeeh
BeaB626632
J3ebeeseln
Jebaoerd6]
6330e10160
beb>Hesbbl
66166663
22221101eb
36556e3156
6166166166
6662666216
>ebbeedfin
aB6oe633110
Beebbiobab
Jeb1665662
baboebb6ebb
2B6>bb6623B6
2262322636
2e312632200
21122226656
soebebibbe

263103106302

Iausnbas |BLILL LIy
wNQ
LPET

G°F UOLSJIA UT1UI1Rd

ONILSIT 3ININDIS
[bas-4[09-TT/Z500T02qLaad

eesbeddbbe
Bobeebedrbo
D221edEREDd]
6ebed71106
1e305126606
661323233063
563561656
Jebedbeddh
eb6662631533
1661>569e06
eboBabehbo
eibeddehoe
12561566235
e26301716¢e
ebbb156626
ed>o>b1b6eba>
6616666651
1o06136ooe
ee3bb63666]
13363631506
33eEeD23156

20es661501

J112U1uhs

8T-90-600¢
£6T'8TZ/T9

VL68EEDd
SATACEILINY T-HOLON IANV

"DUI JIZLld

B1y1616eee
B6632623302
23bed6661D
16e3651031
a3bBoebbae
2b330066ee
BI1E33338)
Baesesboed
12e301123921
62266266210
bobeoeeaba
1612053508
besxioeenha
aboeabyoee
abo>boesswe
ab3136ebo61
1o6eoeyaeh
3121213233be
2061023006
16>3e3661e0
1eb6>602166

loplelijeloYind:]
T <00v>

<€e¢e>
<0Qce>

<€TZ>
<eTe>
<TTZ>
T <0Te>
<0LT>
<09T>

<LST>
<0ST>

<QET>
<0ZT>
<0TT>

ie




pctib2010052711-e0’f-seq]
ctcaagccce tgaagaacgce ttcagac 1347

<210> 2

<211> 449

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 2

ﬁet Pro Pro Leu Leu Ala Pro Leu Leu Cys Leu Ala Leu Leu Pro Ala

Leu Ala Ala Arg Gly Pro Arg Cys Ser GIn Pro Gly Glu Thr Cys Leu
20 25 30

Asn Gly §1y Lys Cys Glu Ala ﬁéa Asn Gly Thr Cys kgu Cys Leu Gly
5

Pro Ege Thr Gly Pro Glu ggs GIn Phe Pro aAla ggr Ser Pro Cys Leu

Gly Gly Asn Pro Cys Tyr Asn GIn Gly Thr Cys Glu Pro Thr ser Glu
65 70 75 80

Ser Pro Phe Tyr ggg Cys Leu Cys Pro Ala Lys Phe Asn Gly Lgu Leu
90 9

Ccys His Ile Leu Asp Tyr Ser Phe Gly Gly Gly Ala Gly Arg Asp Ile
100 105 110

Pro Pro Pro Leu Ile Glu Glu Ala Cys Glu Leu Pro Glu Cys GIn Glu
115 120 125

Asp Ala Gly Asn Lys val Cys Ser Leu GIn Cys Asn Asn His Ala Cys
130 135 140

Gly Trp Asp Gly Gly Asp Cys Ser Leu Asn Phe Asn Asp Pro Trp LyS
145 150 155 160

Ash Cys Thr GIn Ser Leu GIn Cys Trp Lys Tyr Phe Ser Asp Gly His
165 170 175

Cys Asp Ser Gln Cys Asn Ser Ala Gly Cys Leu Phe Asp Gly Phe Asp
180 185 190

o

Cys Gln Arg Ala Glu Gly GIn Cys Asn Pro Leu Tyr Asp GIn Tyr Cys
195 200 205

Lys Asp His Phe Ser Asp Gly His Cys Asp GIn Gly Cys Asn Ser Ala
210 215 220

Page 2



pctib2010052711-e0lf-seql

Glu Cys Glu Trp Asp Gly Leu Asp Cys Ala Glu His val Pro Glu Arg
225 230 235 240

Leu Ala Ala Gly Thr Leu val val val val Leu Met Pro Pro Glu Gln
245 250 255

Leu Arg Asn Ser Ser Phe His Phe Leu Arg Glu Leu Ser Arg val Leu
260 265 270

His Thr Asn val val Phe Lys Arg Asp Ala His Gly Gin GIn Met Ile
275 28 285

Phe Pro Tyr Tyr Gly Arg Glu Glu Glu Leu Arg Lys His Pro Ile Lys
290 295 300

Arg Ala Ala Glu Gly Trp Ala Ala Pro Asp Ala Leu Leu Gly Gln Val
305 310 315 320

Lys Ala Ser Leu Leu Pro Gly Gly Ser Glu Gly Gly Arg Arg Arg Arg
325 330 335

Glu Leu Asp Pro Met Asp val Arg Gly Ser Ile val Tyr Leu Glu Ile
340 345 350

Asp Asn Arg GIn Cys val Gln Ala Ser Ser GIn Cys Phe GIn Ser Ala
355 360 365

Thr Asp val Ala Ala Phe Leu Gly Ala Leu Ala Ser Leu Gly Ser Leu
370 375 380

Asn Ile Pro Tyr Lys Ile Glu Ala val GIn Ser Glu Thr val Glu Pro
385 390 395 400

Pro Pro Pro Ala GIn Lys Arg Arg Arg GIn His Gly Gln Leu Trp Phe
405 _ 410 415

Pro Glu Gly Phe Lys val ser Glu Ala Ser Lys Lys Lys Arg Arg Glu
420 425 430

Pro Leu Gly Glu Asp Ser val Gly Leu Lys Pro Leu Lys Asn Ala Ser
Asp

<210> 3

<211> 1287

<212> DNA

<213> Artificial Sequence

<220>
<223> Synthetic
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Pro

Gly

65

Ser

Cys

Pro

Asp

cys

Cys

Lys

GTu

225

Leu

Leu

His

Phe

Phe

50

Gly

Pro

His

Pro

Ala

130

Trp

Cys

ASp

Glin

Asp

210

cys

Ala

Arg

Thr

Pro

290

Ala

Thr

Asn

Phe

Ile

Pro

115

Gly

Asp

Thr

ser

Arg

His

clu

Ala

Asn

Asn

275

Tyr

Ala

Gly

Pro

Tyr

Leu

100

Leu

Asn

Gly

GlIn

Gln

180

Ala

Phe

Trp

Gly

ser

260

val

Tyr

Glu

Pro

cys

Arg

85

Asp

Tle

Lys

Gly

ser

165

Cys

Glu

Ser

Asp

Thr

245

Ser

val

Gly

Gly

Glu

Tyr

70

Cys

Tyr

Glu

val

Asn

Gly

Asp

Gly

Leu

Phe

Phe

Arg

Trp
310

Cys

55

Asnh

Leu

Ser

Glu

Cys

Gln

Ser

Gln

val

His

LYsS

Glu

295

Ala

pctib2010052711-eo01-seql
GIn Phe Pro Ala ger ser Pro
0

Gin

Cys

Phe

Ala

120

Ser

Ser

Cys

Ala

Cys

200

His

Asp

val

Phe

Ala

Gly

Pro

Leu

Leu

Trp

Cys

Cys

val

Leu

265

Asp

Glu

Pro

Thr

Ala

90

Gly

Glu

Gln

AsSh

Lys

170

Cys

Pro

Asp

Ala

val

250

Arg

Ala

Leu

Asp

Cys

75

Lys

Gly

Leu

Cys

Phe

155

Tyr

Leu

Leu

Gln

Glu

235

Leu

Glu

His

Arg

Ala
315

Page 5

Glu

Phe

Ala

Pro

Asn

140

Asnh

Phe

Fhe

Tyr

Gly

His

Met

Leu

Gly

Lys

300

Leu

Pro

Asn

Gly

Glu

125

Asn

AsSp

ser

Asp

Asp

Cys

val

Pro

Ser

GIn

285

His

Leu

Thr
Gly
Ar

110
cys
His
Pro

Asp

Asn
Pre
Pro
Arg
GIn
Pro

Gly

Cys

ser

Leu
95

g Asp

GIn

Ala

Trp

TYTr

Ser

Glu

Glu

255

val

Met

Tle

GlIn

Leu

Glu

80

Leu

Ile

Glu

Cys

Lys

160

His

Asp

Ccys

Ala

Arg

240

Gn

Leu

Ile

Lys

val
320



Lys Ala Ser Leu Leu Pro Gly Gly Ser Glu Gly Gly Arg Arg
325 330

Glu Leu Asp Pro Met Asp val Arg Gly Ser Ile val Tyr Leu

340 345 350
Asp Asn Arg GlIn Cys val Gin Ala Ser Ser Gln Cys Phe GlIn

355 360 365
Thr Asp val Ala ala Phe Leu Gly Ala Leu Ala Ser Leu Gly
370 375 380
Asn ITe Pro Tyr Lys Ile Glu Ala val Gln Ser Glu Thr val
385 390 395
Pro Pro Pro Ala GIn Leu His Phe Met Tyr val Ala Ala Ala
405 410

val Leu Leu Phe phe val Gly Cys Gly val Leu Leu Ser

420 425
<210> 5
<211> 363
<212> DNA
<213> Mus musculus
<400> 5
caggttcagc tgcagcagtc tggagctgag ctgatgaagce ctggggecte
tcctgcaagg ctactggcta cacattcagt aactactgga tggagtgggt
cctggacatg gecttgagtg gattggagag attttacctg gaaggggtag
aatgagaact tcaagggcaa ggccacatic actgcagata catcctccaa
atgcaactca acagcctgac atcigaggac tctgecgtcet attactgtoc
agctcggoct attactatac tatggactac tagggtcaaa gaacctcggt
tca
<210> b
<211> 121
<212> PRT
<213> Mus musculus
<400> 6

Gln val GIn Leu GIn GIn Ser Gly Ala Glu Leu
1 5 10

Ser val Lys %ée Ser Cys Lys Ala ;hr Gly Tyr
5

Trp Met g%u Trp val Lys GlIn 259 Pro Gly His

Page 6

pctib2010052711-e0’1f-seq]

Arg Arg
335

Glu Ile

Ser Ala

Ser Leu

Glu Pro

400

Ala phe
415

agtgaagata
aaagcagagg
aactaactac
cacagtctac
aagattccac

caccgtetcec

Met Lys Pro Gly Ala
15

Thr Phe Ser Asn Tyr
30

Gly Leu Glu Trp Ile
45

60
120
180
240
300
360
363



pctib2010052711-e0lf-seql
Gly gAu Ile Leu Pro Gly ggg Gly Arg Thr Asn gyr Asn Glu Asn Phe
0

Lys Gly Lys Ala Thr Phe Thr Ala Asp Thr Ser Ser Asn Thr val Tyr

65 7 75 80

Met GIn Leu Asn Ser Leu Thr Ser Glu Asp Ser Ala val Tyr Tyr Cys
35 90 95

Ala Arg Phe His ser ser Ala Tyr Tyr Tyr Thr Met Asp Tyr Trp Gly
100 105 110

GIn Arg Thr Ser val Thr val Ser Ser
115 120

<210> 7

<211> 327

<212> DNA

<213> Mus musculus

<400> 7
caggctgttg tgactcagga atctgcactc accacatcac ctggtgaaac agtcacactc

acttgtcgct caagtactgg ggctgttaca actagtaact atgccaactg ggtccaagaa
aaaccagatc atttattcac tggtctaata ggtggtacca acaaccgagc tccaggtatt
cctgccagat tcetcaggetc cctgatitgga gacaagdgctg ccctcaccat cacaggggca
cagactgagg atgaggcaat atatttctgt gctctatggt acagcaacca ctgggtgttc
ggtggaggaa ccaaactgac tgtccta

<210> 8

<211> 109

<212> PRT

<213> Mus musculus

<400> 8

Gln Ala val val Thr GIn Glu Ser Ala Leu Thr Thr Ser Pro Gly Glu

1 5 15

Thr val Thr Leu Thr Cys Arg Ser ger Thr Gly Ala val ;gr Thr ser
5

Asn Tyr géa Asn Trp val GIn Glu Lys Pro Asp His Leu Phe Thr Gly
40 45

Leu Ige Gly Gly Thr Asn Agn Arg Ala Pro Gly %&e Pro Ala Arg Phe
5 5

ser Gly Ser Leu Ile Gly Asp Lys Ala Ala Leu Thr Ile Thr Gly Ala
65 70 75 80

GIn Thr Glu Asp Glu Ala ITe Tyr Phe Cys Ala Leu Trp Tyr Ser Asn
Page 7

60
120
180
240
300
327



pctib2010052711-e01f-seq]
85 90 95

His Trp val Phe Gly Gly Gly Thr Lys rteu Thr val Leu
100 105

<210> 9

<211> 42

<212> DNA

<213> Mus musculus

<400> 9
cgctcaagta ctggggotgt tacaactagt aactatgcca ac 42

<210> 10
<211> 21
<212> DNA
<213> Mus musculus

<400> 10
ggtaccaaca accgagctec a 21

<210> 11

<211> 27

<212> DNA

<213> Mus musculus

<400> 11
gctctatggt acagcaacca ctgggtg 27

<210> 12

<211> 14

<212> PRT

<213> Mus musculus

<400> 12

Arg Ser Ser Thr Gly Ala val Thr Thr Ser Asn Tyr Ala Asn
1 5 10

<210> 13
<211> 7

<212> PRT

<213> Mus musculus

<400> 13

g1y Thr Asn Asn ?rg Ala Pro

<210> 14

<211> 9

<212> PRT

<213> Mus musculus

<400> 14

Ala Leu Trp Tyr Ser Asn His Trp val
1 5

<210> 15
Page 8



pctib2010052711-e0lf-seql
<211> 15
<212> DNA
<213> Mus musculus

<400> 15
aactactgga tggag 15

<210> 16

<211> 51

<212> DNA

<213> Mus musculus

<400> 16
gagattttac ctggaagggg tagaactaac tacaatgaga acttcaaggg ¢ 51

<210> 17

<211> 36

<212> DNA

<213> Mus musculus

<400> 17
ttccacaget cggectatta ctatactatyg gactac 36

<210> 18

<211> 5

<212> PRT

<213> Mus musculus

<400> 18
Asn Tyr Trp Met Glu
1 5

<210> 19

<211> 17

<212> PRT

<213> Mus musculus

<400> 19
Glu ITe Leu Pro §1y Arg Gly Arg Thr Agn TYr Asn Glu Asn Pge Lys
1 1 i

Gly

<210 20

<211> 12

<212> PRT

<213> Mus musculus

<d400> 20

ihe His Ser Ser ?1a Tyr Tyr Tyr Thr Met Asp Tyr
10

<210> 21
<211> 864
<212> DNA
<213> Homo sapizans
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Leu

Phe

145

Phe

Arg

Trp

Pro

Asp

val

Phe

Ile

val

130

His

Lys

Glu

Ala

GIn

Leu

Glu

115

val

Phe

Arg

Glu

Ala

195

Gly

Arg

Ala

Gly

Ala
275

val

Leu

Asp

Glu

180

Pro

Ser

Gly

Ser

Ala

260

val

val

Arg

Ala

165

Leu

ASp

Glu

Ser

ser

245

Leu

Gln

Leu

Glu

150

His

Arg

Ala

Gly

Ile

230

GIn

Ala

ser

pctib2010052711—e01fa§§51

120

Met Pro
135

Leu Ser

Gly GIn

Lys His

Leu Leu

200
Gly Arg
215
val Tyr
Cys Phe

ser Leu

Glu Thr
280

Pro

Arg

Gln

Pro

185

Gly

Arg

Leu

Gln

Gly

val

Glu

val

Met

170

Ile

Gln

Arg

Glu

sSer

250

Ser

Glu

Page 11

Gln

Leu

155

Ile

Lys

val

Arg

Ile

235

Ala

Leu

Pro

Leu

140

His

Phe

Arg

Lys

Glu

220

Asp

The

Asn

Pro

Arg

Thr

Pro

Ala

Ala

205

Leu

Asn

Asp

Ile

Pro
285

Asn

Asn

TYyr

Ala

190

Ser

Asp

Arg

val

Pro

270

Pro

Ser

val

Tyr

175

Glu

Leu

Pro

Gln

Ala

255

Tyr

Ala

Ser

val

160

Gly

Gly

Leu

Met

Cys

240

Ala

Lys

GIn



