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FIG. 7 
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6E10 10 17 505 322 0.2 9 1 510 0.3 
6A2 7 840 5 078 7 717 38 583 47 138 1 337 931 > 1 000 
5F7 26 955 > 10 000 23 455 164 182 226 242 1 > 10 000 > 100 
2F2 36 827 > 10 000 > 10 000 > 10 000 195 274 1 > 10 000 > 100 

10F11 83 267 3 719 17 417 2 233 77 985 12 1 294 366 > 1 000 
4D10 > 10 000 43 535 > 10 000 35 069 > 10 000 29 1 > 10 000 > 100 
3B10 16 364 22 500 45 000 > 10 000 30 000 14 1 > 10 000 > 100 
7C6 > 100 000 > 100 000 > 100 000 > 100 000 94 052 > 100 000 1 > 100 000 > 1 000 
4B7 > 100 000 > 457 971 > 100 000 > 100 000 > 100 000 > 100 000 1 > 100 000 > 1 000 
7E5 > 100 000 > 100 000 > 100 000 > 100 000 > 100 000 > 100 000 1 > 100 000 > 1 000 

10C1 > 100 000 > 100 000 > 100 000 > 100 000  40 000 > 100 000 1 > 100 000 > 1 000 
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FIG. 8 

10F11

6A2

2F2

5F76E10

6G1

4D10

3B10

7C6

7E5

10C1

100 µm

10F1110F11

6A26A2

2F22F2

5F75F76E106E10

6G16G1

4D104D10

3B103B10

7C67C6

7E57E5

10C1

100 µm

10C1

100 µm

B 

 
 



WO 2007/062852  PCT/EP2006/011530 
11/28

FIG. 8 
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FIG. 8 (D-H) 

(D) Binding to amyloid plaques in Tg2576
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(E) Binding to amyloid plaques in APP/L

0.07 0.23 0,7 2.3 7

0
10

20

30
40

50

60
70 6E10

6G1
4G8
5F7
2F2
6A2
4D10
10F11
3B10
7C6
7E5
10C1concentration [µg/ml]

O
p

ti
ca

l 
de

n
si

ty
 [

%
]

(F) Binding to amyloid plaques in AD (RZ55)

6E10 6G1 4G8 5F7 2F2 6A2 4D10 10F11 3B10 7C6 7E5 10C1
0

10

20

30

40

50

60

70

***°°°

°°°***

Antibody

O
pt

ic
al

 d
en

si
ty

 [%
]

°°°*** °°°***
°°°*** °°°*** °°°*** °°°*** °°°*** °°°*** °°°***

(G) Binding to amyloid plaques in AD (RZ16)
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FIG. 10 
 
 
 

 7C6 ->BA199 
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5F7 ->BA199 
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[pmol/g] brain 
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RZ16 (AD) 50,1 10,6 10,2 
RZ 52 (AD) 43,9 14,3 13,9 
RZ 55 (AD) 13,9 2,9 3,6 

RZ 92 (control) < 0,2 < 0,06 < 0,06 
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FIG. 11 
 

A1) VH ML15-5F7 
 
SEQ ID NO:1 
 
CAGGTCCAGCTGAAGCAGTCTGGAGCTGAGCTGGTGAGGCCTGGGACTTC
AGTGAAGATGTCCTGCAAGGCTTCTGGCTACACCTTCACTACCTTCTATAT
ACACTGGGTGAAGCAGAGGCCTGGACAGGGCCTTGAGTGGATTGGAATG
ATTGGTCCTGGAAGTGGTAATACTTACTACAATGAGATGTTCAAGGACAA
GGCCACATTGACTGTAGACACATCCTCCAGCACAGCCTACATGCAGCTCA
GCAGCCTCACATCTGAGGACTCTGCGGTCTATTTCTGTGCAAGAGCAAAG
TCAGCTCGGGCGGCCTGGTTTGCTTACTGGGGCCAAGGGACTCTGGTCAC
TGTCTCTGCA 
 
SEQ ID NO:3 
 
QVQLKQSGAELVRPGTSVKMSCKASGYTFTTFYIHWVKQRPGQGLEWIGMI
GPGSGNTYYNEMFKDKATLTVDTSSSTAYMQLSSLTSEDSAVYFCARAKSAR
AAWFAYWGQGTLVTVSA 
 
 
A2) VL ML15-5F7 
 
SEQ ID NO:2 
 
GATGTTTTGATGACCCAAACTCCACTCTCCCTGCCTGTCAGTCTTGGAGAT
CAAGCCTCCATCTCTTGCAGATCTAGTCAGAGCGTTGTACAGAGTAATGG
AAACACCTATTTAGAATGGTACCTGCAGAAACCAGGCCAGTCTCCAAAGC
TCCTGATCTACAAAGTTTCCAACCGATTTTCTGGGGTCCCAGACAGGTTCA
GTGGCAGTGGATCAGGGACAGATTTCACACTCAAGATCAGCAGAGTGGA
GGCTGAGGATCTGGGAGTTTATTACTGCTTTCAAGGTTCACATGTTCCTCC
CACGTTCGGAGGGGGGACCAAGCTGGAAATAAAACGG 
 
SEQ ID NO:4 
 
DVLMTQTPLSLPVSLGDQASISCRSSQSVVQSNGNTYLEWYLQKPGQSPKLLI
YKVSNRFSGVPDRFSGSGSGTDFTLKISRVEAEDLGVYYCFQGSHVPPTFGGG
TKLEIKR 
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B1) VH ML15-10F11 
 
SEQ ID NO:5 
 
CAGGTCCAGCTGCAGCAGTCTGGACCTGAGCTGGTAAAGCCTGGGGCTTC
AGTGAAGATGTCCTGCAAGGCTTCTGGATACACATTCACTAGCTATGTTAT
GCACTGGGTGAAGCAGAGGCCTGGGCAGGGCCTTGAGTGGATTGGATATA
TTTATCCTTACAATGATGGTACTAAGTACAATGAGAAGTTCAAAGGCAAG
GCCACACTGACTTCAGACAAATCCTCCAGCACAGTATATATGGAGCTCAG
CAGCCTGACCTCTGAGGACTCTACAGTCTATTACTGTACAGTAGAGGGTG
CTACCTGGGACGGGTACTTCGATGTCTGGGGCACAGGGACCACGGTCACC
GTCTCCTCA 
 
SEQ ID NO:7 
 
QVQLQQSGPELVKPGASVKMSCKASGYTFTSYVMHWVKQRPGQGLEWIGYI
YPYNDGTKYNEKFKGKATLTSDKSSSTVYMELSSLTSEDSTVYYCTVEGATW
DGYFDVWGTGTTVTVSS 
 
 
B2) VL ML15-10F11 
 
SEQ ID NO:6 
 
GATGTTGTGATGACCCAGACTCCACTCACTTTGTCGGTTACCATTGGACAA
TCAGCCTCTATCTCTTGCAAGTCAAGTCAGAGCCTCTTATATAGTAAAGGA
AAAACCTATTTGAATTGGTTATTACAGAGGCCAGGCCAGTCTCCAAAGCG
CCTAATCTATCTGGTGTCTAAACTGGACTCTGGAGTCCCTGACAGGTTCAC
TGGCAGTGGATCAGGAACAGATTTTACACTGAAAATCAGCAGAGTGGAG
GCTGAGGATTTGGGAGTTTATTACTGCGTGCAAGGTACACATTTTCCTCAC
ACGTTCGGAGGGGGGACCAAGCTGGAAATAAAACGG 
 
SEQ ID NO:8 
 
DVVMTQTPLTLSVTIGQSASISCKSSQSLLYSKGKTYLNWLLQRPGQSPKRLI
YLVSKLDSGVPDRFTGSGSGTDFTLKISRVEAEDLGVYYCVQGTHFPHTFGG
GTKLEIKR 
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C1) VH ML13-7C6 
 
SEQ ID NO:9 
 
GAAGTGAAGCTGGTGGAGTCTGGGGGAGGCTTAGTGAAGCCTGGAGGGT
CCCTGAAACTCTCCTGTGCAGCCTCTGGATTCACTTTCAGTAGCTATGCCA
TGTCTTGGGTTCGCCAGACTCCAGCGAAGAGGCTAGAGTGGGTCGCGTCC
ATTCATAATAGAGGTACTATCTTCTATCTAGACAGTGTGAAGGGCCGATTC
ACCATCTCCAGAGATAATGTCAGGAACACCCTGTACCTGCAAATGAGCAG
TCTGAGGTCTGAGGACACGGCCATATATTACTGTACAAGAGGCCGGAGTA
ACTCCTATGCTATGGACTACTGGGGTCAAGGAACCTCAGTCACCGTCTCCT
CG 
 
SEQ ID NO:11 
 
EVKLVESGGGLVKPGGSLKLSCAASGFTFSSYAMSWVRQTPAKRLEWVASIH
NRGTIFYLDSVKGRFTISRDNVRNTLYLQMSSLRSEDTAIYYCTRGRSNSYAM
DYWGQGTSVTVSS 
 
 
C2) VL ML13-7C6 
 
SEQ ID NO:10 
 
GATGTTTTGGTGACCCAATCTCCACTCTCCCTGCCTGTCAGGCTTGGAGAT
CAAGCCTCCATCTCTTGCCGATCTACTCAGACCCTTGTACATCGTAATGGA
GACACCTATTTAGAATGGTACCTGCAGAAACCAGGCCAGTCTCCAAAGTC
CCTGATCTACAAAGTTTCCAACCGATTTTCTGGGGTCCCAGACAGGTTCAG
CGGCAGTGGATCAGGGACAGATTTCACACTCAAGATCAGCAGAGTGGAG
GCTGAGGATCTGGGAGTTTATTACTGCTTTCAAGGTTCACATGTTCCGTAC
ACGTTCGGAGGGGGGACCAAGCTGGAAATAAAACGG 
 
SEQ ID NO:12 
 
DVLVTQSPLSLPVRLGDQASISCRSTQTLVHRNGDTYLEWYLQKPGQSPKSLI
YKVSNRFSGVPDRFSGSGSGTDFTLKISRVEAEDLGVYYCFQGSHVPYTFGGG
TKLEIKR 
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D1) VH ML15-4B7 
 
SEQ ID NO:13 
 
GAGGTGAAGCTGGTGGAGTCTGGGGGAGGCTTAGTGCAGCCTGGAGGCTC
CCGGAAACTCTCCTGTGCAGCCTCTGGATTCACTTTCAGTGACTACGAAAT
GGTGTGGGTTCGACAGGCTCCAGGGGAGGGGCTGGAGTGGGTTGCATACA
TTAGTAGTGGCAGTCGTACCATCCACTATGCAGACACAGTGAAGGGCCGA
TTCACCATCTCCAGAGACAATCCCAAGAACACCCTGTTCCTGCAAATGAG
CAGTCTGAGGTCTGAGGACACGGCCATGTATTACTGTGCAAGGACATTAC
TACGGCTACACTTTGACTACTGGGGCCAAGGCACCATTCTCACAGTCTCCT
CA 
 
SEQ ID NO:15 
 
EVKLVESGGGLVQPGGSRKLSCAASGFTFSDYEMVWVRQAPGEGLEWVAYI
SSGSRTIHYADTVKGRFTISRDNPKNTLFLQMSSLRSEDTAMYYCARTLLRLH
FDYWGQGTILTVSS 
 
D2) VL ML15-4B7 
 
SEQ ID NO:14 
 
GACATTGTGATGTCACAGTCTCCATCCTCCCTAGCTGTGTCAGTTGGAGAG
AAGGTTACTATGAGCTGCAGGTCCAGTCAGAGCCTTTTCTATAGGAGCAA
TCAAAAGAACTTCTTGGCCTGGTACCAGCAGAAACCAGGGCAGTCTCCTA
AACTGCTGATTTACTGGGCATCCACTAGGGAATCTGGGGTCCCTGATCGCT
TCACAGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGTGTG
AAGGCTGAAGACCTGGCAGTTTATTACTGTCAGCAATATTATAGCTATCC
GTGGACGTTCGGTGGAGGCACCAAGCTGGAAATCAAACGG 
 
SEQ ID NO:16 
 
DIVMSQSPSSLAVSVGEKVTMSCRSSQSLFYRSNQKNFLAWYQQKPGQSPKL
LIYWASTRESGVPDRFTGSGSGTDFTLTISSVKAEDLAVYYCQQYYSYPWTFG
GGTKLEIKR 
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E1) VH ML15-2F2 
 
SEQ ID NO:17 
 
CAGGTCCAGCTGAAGCAGTCTGGAGCTGAGCTGGTGAGGCCTGGGACTTC
AGTGAAGATGTCCTGCAAGGCTTCTGGCTACACCTTCACTACCTTCTATAT
ACACTGGGTGAAGCAGAGGCCTGGACAGGGCCTTGAGTGGATTGGAATG
ATTGGTCCTGGAAGTGGTAATACTTACTACAATGAGATGTTCAAGGACAA
GGCCACATTGACTGTAGACACATCCTCCAGCACAGCCTACATGCAGCTCA
GCAGCCTCACATCTGAGGACTCTGCGGTCTATTTCTGTGCAAGAGCAAAG
TCAGCTCGGGCGGCCTGGTTTGCTTACTGGGGCCAAGGGACTCTGGTCAC
TGTCTCTGCA 
 
SEQ ID NO:19 
 
QVQLKQSGAELVRPGTSVKMSCKASGYTFTTFYIHWVKQRPGQGLEWIGMI
GPGSGNTYYNEMFKDKATLTVDTSSSTAYMQLSSLTSEDSAVYFCARAKSAR
AAWFAYWGQGTLVTVSA 
 
 
E2) VL ML15-2F2 
 
SEQ ID NO:18 
 
GATGTTTTGATGACCCAAACTCCACTCTCCCTGCCTGTCAGTCTTGGAGAT
CAAGCCTCCATCTCTTGCAGATCTAGTCAGAGCGTTGTACAGAGTAATGG
AAACACCTATTTAGAATGGTACCTGCAGAAACCAGGCCAGTCTCCAAAGC
TCCTGATCTACAAAGTTTCCAACCGATTTTCTGGGGTCCCAGACAGGTTCA
GTGGCAGTGGATCAGGGACAGATTTCACACTCAAGATCAGCAGAGTGGA
GGCTGAGGATCTGGGAGTTTATTACTGCTTTCAAGGTTCACATGTTCCTCC
CACGTTCGGAGGGGGGACCAAGCTGGAAATAAAACGG 
 
SEQ ID NO:20 
 
DVLMTQTPLSLPVSLGDQASISCRSSQSVVQSNGNTYLEWYLQKPGQSPKLLI
YKVSNRFSGVPDRFSGSGSGTDFTLKISRVEAEDLGVYYCFQGSHVPPTFGGG
TKLEIKR 
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F1) VH ML15-6A2 
 
SEQ ID NO:21 
 
CAGGTCCAGCTGCAGCAGTCTGGAGCTGAGCTGGTGAGGCCTGGGACTTC
AGTGAAGATGTCCTGCAAGGCTTCTGGCTACACCTTCACTACCTTCTATAT
ACACTGGGTGAGGCAGAGGCCTGGACAGGGCCTTGAGTGGATTGGAATG
ATTGGTCCTGGAAGTGGTAATACTTACTACAATGAGATGTTCAAGGACAA
GGCCACATTGACTGTAGACACATCCTCCAGCACAGCCTACATGCAGCTCA
GCAGCCTCACATCTGAGGACTCTGCGGTCTATTTCTGTGCAAGAGCAAAG
TCACATCGGGCGGCCTGGTTTGCTTACTGGGGCCAAGGGACTCTGGTCAC
TGTCTCTGCA 
 
SEQ ID NO:23 
 
QVQLQQSGAELVRPGTSVKMSCKASGYTFTTFYIHWVRQRPGQGLEWIGMI
GPGSGNTYYNEMFKDKATLTVDTSSSTAYMQLSSLTSEDSAVYFCARAKSHR
AAWFAYWGQGTLVTVSA 
 
 
F2) VL ML15-6A2 
 
SEQ ID NO:22 
 
GATGTTTTGATGACCCAAACTCCACTCTCCCTGCCTGTCAGTCTTGGAGAT
CAAGCCTCCATCTCTTGCAGATCTAGTCAGAGCGTTGTACAGAGTAATGG
AAACACCTATTTAGAATGGTACCTGCAGAAACCAGGCCAGTCTCCAAAGC
TCCTGATCTACAAAGTTTCCAACCGATTTTTTGGGGTCCCAGACAGGTTCA
GTGGCAGTAGATCAGGGACAGATTTCACACTCAAGATCAGCAGAGTGGA
GGCTGAGGATCTGGGAGTTTATTACTGCTTTCAAGGTTCACATGTTCCTCC
CACGTTCGGAGGGGGGACCAAGCTGGAAATAAAACGG 
 
SEQ ID NO:24 
 
DVLMTQTPLSLPVSLGDQASISCRSSQSVVQSNGNTYLEWYLQKPGQSPKLLI
YKVSNRFFGVPDRFSGSRSGTDFTLKISRVEAEDLGVYYCFQGSHVPPTFGGG
TKLEIKR 
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G1) VH ML13-4D10 
 
SEQ ID NO:25 
 
CAGGTGCAGCTGAAGCAGTCAGGACCTAGCCTAATACAGCCCTCACAGAG
CCTGTCCATAACCTGCACAGTCTCTGGTTTCTCATTAACTAGCTATGGTGT
ACACTGGGTTCGCCAGTCTCCAGGAAAGGGTCTGGAGTGGCTGGGAGTGA
TATGGAGAGGTGGAAGGATAGACTATAATGCAGCTTTCATGTCCAGACTG
AGCATCACCAAGGACAACTCCAAGAGCCAAGTTTTCTTTAAAATGAACAG
TCTGCAAGCTGATGACACTGCCATATACTACTGTGCCAGAAACTCCGATG
TCTGGGGCACAGGGACCACGGTCACCGTCTCCTCA 
 
SEQ ID NO:27 
 
QVQLKQSGPSLIQPSQSLSITCTVSGFSLTSYGVHWVRQSPGKGLEWLGVIWR
GGRIDYNAAFMSRLSITKDNSKSQVFFKMNSLQADDTAIYYCARNSDVWGT
GTTVTVSS 
 
 
G2) VL ML13-4D10 
 
SEQ ID NO:26 
 
GATGTTGTGATGACCCAGACTCCACTCACTTTGTCGGTTACCATTGGACAA
CCAGCCTCCATCTCTTGCAAGTCAAGTCAGAGCCTCTTAGATATTGATGGA
AAGACATATTTGAATTGGTTGTTACAGAGGCCAGGCCAGTCTCCAAAGCG
CCTAATCTATCTGGTGTCTAAACTGGACTCTGGAGTCCCTGACAGGTTCAC
TGGCAGTGGATCAGGGACAGATTTCACACTGAAAATCAGCAGAGTGGAG
GCTGAGGATTTGGGAGTTTATTATTGCTGGCAAGGTACACATTTTCCGTAC
ACGTTCGGAGGGGGGACCAAGCTGGAAATAAAACGG 
 
SEQ ID NO:28 
 
DVVMTQTPLTLSVTIGQPASISCKSSQSLLDIDGKTYLNWLLQRPGQSPKRLIY
LVSKLDSGVPDRFTGSGSGTDFTLKISRVEAEDLGVYYCWQGTHFPYTFGGG
TKLEIKR 
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H1) VH ML15-7E5 
 
SEQ ID NO:29 
 
GAGGTGAAGCTGGTGGAGTCTGGGGGAGGCTTAGTGCAGCCTGGAGGCTC
CCGGAAACTCTCCTGTGCAGCCTCTGGATTCACTTTCAGTGACTACGAAAT
GGTGTGGGTTCGACAGGCTCCAGGGGAGGGGCTGGAGTGGGTTGCATACA
TTAGTAGTGGCAGTCGTACCATCCACTATGCAGACACAGTGAAGGGCCGG
TTCACCATCTCCAGAGACAATCCCAAGAACACCCTGTTCCTGCAAATGAG
CAGTCTGAGGTCTGAGGACACGGCCATGTATTACTGTGCAAGGACATTAC
TACGGCTACACTTTGACTACTGGGGCCAAGGCACCATTCTCACAGTCTCCT
CA 
 
SEQ ID NO:31 
 
EVKLVESGGGLVQPGGSRKLSCAASGFTFSDYEMVWVRQAPGEGLEWVAYI
SSGSRTIHYADTVKGRFTISRDNPKNTLFLQMSSLRSEDTAMYYCARTLLRLH
FDYWGQGTILTVSS 
 
 
H2) VL ML15-7E5 
 
SEQ ID NO:30 
 
GACATTGTGATGTCACAGTCTCCATCCTCCCTAGCTGTGTCAGTTGGAGAG
AAGGTTACTATGAGCTGCAGGTCCAGTCAGAGCCTTTTCTATAGGAGCAA
TCAAAAGAACTTCTTGGCCTGGTACCAGCAGAAACCAGGGCAGTCTCCTA
AACTGCTGATTTACTGGGCATCCACTAGGGAATCTGGGGTCCCTGATCGCT
TCACAGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGTGTG
AAGGCTGAAGACCTGGCAGTTTATTACTGTCAGCAATATTATAGCTATCC
GTGGACGTTCGGTGGAGGCACCAAGCTGGAAATCAAACGG 
 
SEQ ID NO:32 
 
DIVMSQSPSSLAVSVGEKVTMSCRSSQSLFYRSNQKNFLAWYQQKPGQSPKL
LIYWASTRESGVPDRFTGSGSGTDFTLTISSVKAEDLAVYYCQQYYSYPWTFG
GGTKLEIKR 
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I1) VH ML15-10C1 
 
SEQ ID NO:33 
 
GAGGTGAAGCTGGTGGAGTCTGGGGGAGGTTTAGTGCAGCCTGGAGGCTC
CCGGAAACTCTCCTGTGCAGCCTCTGGATTCACTTTCAGTGACTACGAAAT
GGTGTGGGTTCGACAGGCTCCAGGGAAGGGGCTGGAGTGGGTTGCATACA
TTAATAGTGGCAGTGGTACCATCCACTATGCAGACACAGTGAAGGGCCGA
TTCACCATCTCCAGAGACAATCCCAAGAACACCCTGTTCCTGCAAATGAG
CAGTCTAAGGTCTGAGGACACGGCCATGTATTACTGTGCAAGGACATTAC
TACGGCTACACTTTGACTACTGGGGCCAAGGCACCATTCTCACTGTCTCCT
CA 
 
SEQ ID NO:35 
 
EVKLVESGGGLVQPGGSRKLSCAASGFTFSDYEMVWVRQAPGKGLEWVAYI
NSGSGTIHYADTVKGRFTISRDNPKNTLFLQMSSLRSEDTAMYYCARTLLRLH
FDYWGQGTILTVSS 
 
 
I2) VL ML15-10C1 
 
SEQ ID NO:34 
 
GACATTGTGATGTCACAGTCTCCATCCTCCCTAGCTGTGTCAGTTGGAGAG
AAGGTTACTATGAGCTGCAAGTCCAGTCAGAGCCTTTTCTATAGTCGCAAT
CAAAAGAACTTCTTGGCCTGGTACCAGCAGAAACCAGGGCAGTCTCCTAA
ACTGCTGATTTACTGGGCATCCACTGGGGAATCTGGGGTCCCTGATCGCTT
CACAGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGTGTGA
AGGCTGAAGACCTGGCAGTTTATTACTGTCAGCAATATTTTAGCTATCCGT
GGACGTTCGGTGGAGGCACCAAGCTGGAAATCAAACGG 
 
SEQ ID NO:36 
 
DIVMSQSPSSLAVSVGEKVTMSCKSSQSLFYSRNQKNFLAWYQQKPGQSPKL
LIYWASTGESGVPDRFTGSGSGTDFTLTISSVKAEDLAVYYCQQYFSYPWTFG
GGTKLEIKR 
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J1) VH ML15-3B10 
 
SEQ ID NO:37 
 
CAGGTCCAGCTGCAGCAGTCTGGACCTGAGCTGGTAAAGCCTGGGGCTTC
AGTGAAGATGTCCTGCAAGGCTTCTGGATACACATTCACTGACTATGTTAT
ACACTGGGTGAAGCAGAAGCCTGGGCAGGGCCTTGAGTGGATTGGATATA
TTAATCCTTACAATGATGGTACTCAGTACAATGAGAAGTTCAAAGGCAAG
GCCACACTGACTTCAGACAAATCCTCCAGCACAGTCTACATGGAGCTCAG
CAGTCTGACCTCTGAGGACTCTACAGTCTACTACTGTACAGTAGAGGGTG
GTACCTGGGACGGGTATTTCGATGTCTGGGGCACAGGGACCACGGTCACC
GTCTCCTCA 
 
SEQ ID NO:38 
 
QVQLQQSGPELVKPGASVKMSCKASGYTFTDYVIHWVKQKPGQGLEWIGYI
NPYNDGTQYNEKFKGKATLTSDKSSSTVYMELSSLTSEDSTVYYCTVEGGTW
DGYFDVWGTGTTVTVSS 
 

 




