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gggtactgcc gtegeegecy cccaggeead

tgcgecgagg
agcgcatceg
cccggeacaa
aaagggcaga
acaagceegt
tggagcgect
gctactcagt
atagtccect
tggaagacta
agcgeaggec
acatcgacce
gcetgtttce
accagcaaga
cctggecace
taccaggagg
attttgceag
agttatcaag
cagactcggt
ccageteete
gcgatgggac
acaccaccte

cttgtggagg

<210> 2

<211> 414
<Z212» PRT
<Z213>

tcgtagegga
cgaggccaag
ctactacgag
tgctttacag
ggttttgttyg
aaaaaggasa
gaagatgaag
Ttacatcttt
caaggtgcca
cecttacagg
tetgggaacc
taccagcact
cgaagctatt
tgaattcaaa
ctggtggcat
cagcaccaac
gaaatggtat
tgaccttcag
cagctccagt
agtgcaccgc
ccaggacgac

ccgggctcac

Homo sapiens

accagctygge
cggagtgcgc
agcttetege
crgtctgtygg
aatgcgcaag
tatcggaacce
atgaaatact
gacagcagct
aagtttrtca
tggtttgtga
agtgeetgga
cccagggaac
acciggttia
ccectggaaa
gttgtcctea
trecctgtyg
aggattttga
gagtccacag
tcgtcagact
aggaagaaga
tgtgtcagca

ccetga
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ggaggggtgc
gaccccgeag
ggccggaget
tgagceegge
aagaatttgt
agggctggtc
agaagrtcaa
acatcgagta
atggtgaaca
ctgatgacct
tggggecace
atgccttagt
tecatcaaagt
atgttattta
tCcitacaaaa
atcregacac
Tatggcacaa
agcaagagca
ggatageete
ccgactcaga
ggaggacgtg

aagagcgrag
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gttagtgtca
aatgaaccac
caaggactcg
ggccgrggcg
ggagcggtat
tgcgcaggag
gtgtggtgag
catggagagc
ccctaaaaga
Trtecagtat
acgctocgga
tcagggccac
gacccgagac
tccecggaca
accaggagag
tactatcgee
gacggtaaga
ceceegagtty
cgacagctcec
gtgcgagtct
cagcatggtg

ctcctocagg
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ggaagcggge
aagagcaaga
ctggattoga
gataacgtygy
gaaagacctt
aaatggacte
gataacgatg
actcgagatyg
aggaaacttt
gctggggaga
actgggattc
aagcgetggt
gaaggaggga
cagcttccaa
actgtctttg
atcacccaaa
ggyagaccaa
gcagtecteg
agcgactett
ggatccgagy
ggaaacgggg
attagggaca

60
120
180
240
300
360
420
480
540
600
660
720
780
240
900
960

1020
1080
1140
1200
1260
1320
1346



<400>

2

Met Asn His
1

Arg

Glu

ala

Arg

65

Ala

GIn

Lys

Pro

Lys

145

Phe

Met

Thr

Phe

Ile

His

Pro
ser
Asp
50

Pro
Gln
Lys
Met
Lau
130
Leu
Gln
Gly
ser
Pro
210
Gly
Arg

Leu

val

GTu

Phe

35

Ala

TYr

Glu

the

Lys

Tyr

lLeu

Tyr

Pro

Ala

195

Thr

Asn

Thr

Gln

val

LyS

Leu

20

ser

Leu

Lys

Lys

Lys

100

Tyr

Ile

Glu

Ala

Pro

180

Trp

ser

Gin

GIn

Lys

Leu

Ser

Lys

Leu

GIn

Pro

Trp

85

cys

Tyr

Phe

ASD

Gly

Arg

Asn

Thr

Gln

Leu

245

Pro

Asn

Lys

Asp

ser

Leu

val

70

Thr

Gly

Ile

Asp

TYr

150

GTu

Ser

Ala

Pro

Asp

230

Pro

Gly

Leu

Lys

Ser

Pro

ser

55

val

Leu

Glu

Glu

Ser

135

Lys

Lys

Gly

Leu

Arg

215

Glu

Thr

Glu

ASD

Arg

Leu

Ala

40

val

Leu

Glu

Asp

Tyr

Ser

val

Arg

Thr

val

200

GTu

Ala

Trp

Thr

Thr

Ile

Asp

25

Ala

Glu

Leu

Arg

ASn

105

Met

Tyr

Pro

Arg

Gly

Gln

Leu

Ile

Pro

val

265

Thr

IMID6_ST25

Arg Glu Ala Lys
10

Trp

val

Glu

Asn

Leu

90

Asp

Glu

Giy

Lys

Pro

170

ile

Gly

Ile

Thr

Pro

250

Phe

Ile

Thr

Ala

Phe

Ala

75

Lys

Gly

Ser

Glu

Pha

153

Pro

His

His

LYs

Trp

235

Glu

val

Arg

Asp

val

60

Gln

Arg

Tyr

Thr

His

140

Phe

TYr

Ile

Lys

val

220

Phe

Phe

Pro

Ala Ile
Page 2

His

Asn

45

Gliu

Gtu

Lys

ser

Arg

125

Pro

Thr

Arg

AsSp

Arg

205

Thr

Asnh

Lys

Gly

Thr

Arg
Asn
30
val
APg
Gly
Tyr
val
110
Asp
Lys
AsD
Trp
Pro
180
Tep
Arg
val
Pro
Gly
2

Gln

Ser

15

Tyr

Glu

Tyr

Trp

Arg

95

LyS

Asp

Arg

Asp

ehe

175

Len

Cys

AsSp

Ile

Led

255

Trp

Ash

Ala

Tyr

Arg

Glu

Ser

80

Asn

Met

ser

Arg

Leu

160

val

Gly

Let

Glu

TYr

240

Glu

Trp

Phe



Ala
Arg
305
Pro
Gly
Ser
Gly
Asn
385

Ser

275

Ser ser
290

Pro Lys

Gilu Leu

1le Ala

ser ser

355

Thr val
370

Gly Asp

Ser Arg

<210> 3

<211>

1220

<212> DNA

<213>

Homo

<400> 3
gggtactgee

tgcgocgagg

agegeatceeg

ccecggeacaa

aaagggcaga

acaagceegt

tggagegeet

gctactcagt

atagtcooct

tggaagacta

agcgeaggec

acatcgaccc

gectgtttee

accagcaaga

cctggecace

taccaggagg

Thr Asn
Leu ser
Ala val

325

Ser Asp
340
AsSp ser

His Arg

Thr Thr

405

sapiens

gtegeegecg
tcgtagogga
cgaggccaag
ctactacgag
tgctttacag
ggttttgtty
aaaaaggaaa
gaagatgaag
Ttacatcttt
caaggtgeea
ccettacagy
tctgggaace
taccagcact
cgaagctatt
tgaattcaaa

ctggtggeat

FPhe

310

Leu

Ser

Asp

Arg

Ser

390

ASp

Pro

295

Lys

Ala

ser

ser

Lys

375

Gin

Thr

280

val

Trp

Asp

Sepr

Glu

360

Lys

AsSp

Cys

cccaggeegy
accagctygge
cggagtgcgc
agcttctege
ctgtctgtgg
aatgcgcaag
tatcggaacc
atgaaatact
gacagcagct
aagtttttea
tggtttgtoa
agtgcctgga
ccecagggaac
acctggttta
cceetggaaa

gttgtcctea

val

Tyr

ser

Asp

Cys

Arg

ASD

Gly

IMIDB_ST25

285

Trp His Lys Thr
300

Arg

val

330

Ser

Glu

Arg

Cys

Gly
410

Ile

315

ASp

sSer

Ser

Thr

val

3585

Arg

g9gaggggtgce
gacccegeag

ggccggaget
tgagcecggce

aagaatttgt

&gggctggrc

agaagticaa

acatcgagra

atggtgaaca

ctgatgacet

tggggecace
atgeettagt

tcatcaaagt

atgttatita

tcttacaaaa

atctcgacac

Leu

Leu

Ser

Gly

Cys

380

ser

Ala

Lys

Gln

ser

ser

365

Ser

Lys

His

val

Gln

Glu

Ser

350

Glu

Met

Glu

Pro

gttagtgteca

aatgaaccac

caaggactcy
ggcogrtggeg
ggagcggrat
tgcgcaggag
gtgtggtgag
catggagagc

ccctazaaga

tttccagtat

acgctccgga

tcagggecac

gacccgagac

teeecggaca

accaggagag

tactatcgec
Page 3

Arg

Giu

ser

335

Ser

Gly

val

Arg

ggaageggge
aagagcaaga
ctggattgga
gataacgtgy
gaaagacctt
aaatggacte
gataacgatg
actcgagatg
aggaaacttt
gctggggaga
actgggatte
aagcgctggt
gaaggaggga
cagcttccaa
actgtctity

atcacccaaa

Gly

His

320

Thr

Ser

Asp

Gly

ser
400

50
120
180
240
300
360
420
480
540
600
660
720
780
840
300
960



IMIDGB_STZ5

attitgccag cagcaccaac trcoctgtgy tatggcacaa gacggtaaga gggagaccaa

agttatcaag gsaatggtat aggattttga agcaagagca ccocgagttg goagtoctcg

cagactcggt tgaccttcag gagtccacag ggatagettc cgacagctec agcgactott

ccagctectc cageotccagt tcgtcagact ccgactcaga gaggattagg gacacttgtyg

gaggccagge tcacccctga

<210>
<211
<212>
<213>

<400>

4
372
PRT

Homo sapiens

4

Met Asn His
1

Arg

Glu

Ala

Arg

65

Ala

Gln

Lys

Pro

LyS

145

Phe

Met

Thr

Phe

Pro

Ser

ASp

50

Pro

Gln

Lys

Met

Leu

130

Leu

Gln

Gly

Ser

Pro

Glu

Phe

35

Ala

TYyr

Glu

Phe

Lys

Tyr

Leu

Tyr

Pro

Ala

135

Thr

Lys

Leu

20

Ser

Leu

Lys

Lys

LysS

100

Tyr

Ile

Glu

Ala

Pro

180

Trp

Ser

Ser
5
Lys
Leu
GIn
Pro
Trp
85
Cys
Tyr
Phe
ASD
Gly
Arg

Ash

Thr

Lys

ASp

ser

Let

val

70

Thr

Gly

Ile

Asp

Tyr

150

Glu

ser

Ala

Pro

Lys

ser

Pro

sSer

35

val

Leu

Glu

Glu

Ser

135

Lys

Lys

Gly

Lekt

Arg

Arg

Leuy

Ala

40

val

Leu

Glu

Asp

Tyr

120

Ser

val

Arg

Thr

val

200

Glu

Ile

Asp

25

Ala

Glu

Leu

Arg

Asn

105

Met

TYr

Pro

Arg

Gly

Gln

Leu

Arg

10

Trp

val

Glu

ASn

Leu

90

ASp

Glu

Gly

Lys

Pro

170

Ile

Gly

Tle

Glu Ala Lys Arg Ser Ala
i5

Thr Arg His Asn Tyr Tyr
30

MaAﬂ)ﬁnvﬂ Glu Arg

Phe gg? Glu Arg Tyr Glu

Ala GIn Glu Gly Trp ser
75 80

Lys Arg Lys Tyr Arg Asnh
85

Gly Tyr Ser val Lys Met
110

Ser Thr Arg Asp Asp Ser
125

Glu His Pro Lys Arg Ar
140 g Arg

Phe Phe Thr Asp Asp teu
155 160

Pro Tyr Arg Trp Phe val
175

His Ile Asp Pro Leu Gly
130

His Lys Arg Trp Cys Leu
205

Lys val Thr Arg asp Glu
Page 4

1020
1080
1140
1200
1220



Gly

Pro

Ile

His

Ala

305

Pro

Gly

ser

Arg

<210>
<211>

210

Gly Asn
Arg Thr
Leu GIn
val val

275

ser ser
290

Pro Lys
Glu Leu
Ile Ala
ser ser

355
Ala His

370

5
1588

<212>  DNA

<213>

<400> 5
gggtactgcc

tgcgccgagy

agcgeatecg

cccggeacaa

aaagggcaga

acaagccegt

tggagegeet

gctactcagt

atagtccecet

tggaagacta

agcgeaggee

acatcgacce

Gln

Gln

Tﬁr
Leu
Ala
Ser
340

ASp

PO

GIn

Leu

245

Pro

Asn

Asn

ser

val

325

Asp

ser

Homo sapiens

gtcgccgecg
tcgtagegga
cgaggccaag
ctactacgag
tgetttacag
ggtttegttg
aaaaaggaaa
gaagatgaag
ttacatcitt
caaggtgcca
cccttacagg

tctgggaacc

Asp

230

Pro

Gly

Leu

Phe

310

l.eu

ser

AsD

215

Glu

Thr

Glu

Asp

Pro

295

Lys

Ala

ser

ser

Ala

Tre

Thr

Thr

280

val

Trp

ASp

ser

Glu
360

cccaggeegg
accagctgyc
cggagtgegce
agctrctege
ctgtctgtgg
aatgcgcaag
tatcggaacce
atgaaatact
gacagcagct
aagtttitca
tggtttgtga
agtgcctgga

Ie

Pro

val

265

Thr

val

Tyr

Ser

Asp

345

Arg

IMID6_STZ25

220

Thr Trp Phe Asn

Pro

250

Phe

Ile

Trp

Arg

vall

330

Sar

Ile

235

Glu

val

Ala

His

Ile

315

AsSp

ser

Arg

ggagoggtac
gaccccgeag

ggccggaget

tgagcecggce

aagaatttgt

agggctggtc

agaagttcaa

acatcgagta

atggtgaaca
ctgatgacct
tggggccace
atgccrtagt

Phe

Pro

Ile

Lys

300

Leu

Leu

ser

Asp

Lys

Gly

Thr

285

Thr

Lys

GIn

ser

Thr
365

val
Pro
2
Gln
val
Gln
Glu
Ser

350

Cys

gttagtgteca

aatgaaccac

caaggactcg

ggcegtggcy
ggageggrat
tgcgcaggag
gtgrggtgag
catggagagc

ccctazaaaga

tttecagtat

acgcteccgga

tcagggecac
Page 5

Ile

Leu

255

Trp

Asnh

Arg

Glu

Ser

335

ser

Gly

ggaagcggge
aagagcaaga
ctggattgga
gataacogtgg
gaaagacctt
aaatggactc
gataacgatg
actcgagatg
aggaaacttt
gctggggaga
actgggattce
aagcgctygt

Tyr

240

Glu

Trp

Phe

Gly

His

320

Thr

Ser

Gly

50
120
180
240
300
360
420
480
540
600
660
720



geetgtttec
accagcaaga
cctggecace
taccaggagg
attttgecag
agrtatcaag
cagactcggt
ccagetectce
gcgatgggac
acaccaccte
aggctgttygt
ctgtccagtc
cacgggaace
taaacgcggc
attatttaat
<210> 6
<211> 403
S fon
<400> 6
Met Asn His
1

Glu

Arg Pro

Glu ser Phe

Ala Asp Ala

50

Arg Pro

Tyr
65

Ala Gln Glu

GIn Lys Phe

Lys Met Lys

115

Pro Leu

TYr

taccagcact
cgaagctatt
tgaattcaaa
ctggtggeat
cagcaccaac
gaaatggtat
tgaccttcag
cagctecagt
agtgcacege
ccaggacgac
ctgtatggaa
ctgcagacaa
cattcactta
ttgttttact

adaaatigaa

Homo sapiens

cccagggaac
acctggttta
cccctggaaa
gttgtcctea
ttcectgtag
aggattttga
gagtccacag
tcgtcagact
aggaagaaga
tgtgtcagea
ggacacgete
ggggaggect
gcgrregete
caggcaagag

tccattttc

IMIDE_STZS

tcatcaaagt
atgttattta
tcttacaaaa
atctegacac
tatggcacaa
agcaagagca
ggatagcttc
ccgactcaga
ggaggacgtg
aagagegeag
gcggcaaggg
gacagagece
cagtagcttt

aatgtgaata

gacccgagac
tccecggaca
accaggagag
tactatcgee
gacggtaaga
ccecgagtty
cgacagctcc
gtgcgagtct
cagcatggtg
ctcctocagg
cagggootgg
aagaatgagg
ccctetgeta

gtgccaagaa

gaaggaggga
cagcttccaa
actgtcttty
atcacccaaa
gggagaccaa
gcagtcctcy
agcgactere
ggatccgagg
ggaaacgggg
tgacccagea
ggagggtgge
acaccctegg
ccaatgcaga

aatcctttac

Lys Ser Lys
5

Leu

Lys
20

ASpP

Ser Lteu Ser

Leu GTn Leu

val
70

Lys Pro

Lys Trp Thr

85

Lys cys Gly

Tyr Tyr Ile

I1e pPhe Asp

Lys

ser

Pro

Ser

55

val

Leu

Glu

Glu

ser

Arg

Leu

Ala

40

val

Leu

Glu

Asp

Tyr

120

ser

Ile

ASD

25

Ala

Glu

Leu

Arg

Asn

105

Met

Tyr

Arg

10

Trp

va'l

Glu

Asn

Leu

90

Asp

Glu

Gly

Glu Ala

Thr Arg
Ala

ASp

val
60

rhe

Ala Gln

75

Lys Arg

Gly Tyr
Thr

ser

Glu His
Page 6

Lys

His

ASH

45

Glu

Glu

Lys

ser

Arg

Ash

30

val

Arg

Gly

Tyr

val

110

ASp

Lys

ser

15

TYr

Glu

Tyr

Trp

Arg

95

Lys

ASp

Arg

Ala

TYI"

Arg

Glu

Ser

80

Asn

Met

Ser

Arg

780

840

9G0

960
1020
1089
1140
1200
1260
1320
1380
1440
1560
1560
158¢



Lys

145

Phe

Met

Thr

Phe

Gly

Pro

Ile

His

Ala

305

Pre

Gly

Ser

Gly

Asn

385

Ser

130

Leu Leu Glu Asp Tyr

Gln

Gly

Ser

Pro

210

Gly

Arg

Leu

val

Ser

290

Pro

Glu

I1le

Ser

Thr

370

Gly

ser

<210>

Tyr

Pro

Ala

195

Thr

Asn

Thr

GIn

val

275

ser

Lys

Leu

Ala

Ser

355

val

ASp

Arg

7

Ala

Pro

180

Trp

ser

Gin

Gln

Lys

260

Leu

Thr

Leu

Ala

Sar

340

ASp

His

Thr

Gly

APrg

Asn

Thr

Gln

Leu

245

Pro

Asn

Asn

sar

val

325

AsSp

Ser

Arg

Thr

150

Glu

Ser

Ala

Pro

Asp

230

Pro

Gly

Leu

Fhe

Arg

310

Leu

ser

ASP

Arg

Ser
390

135

Lys

Lys

Gly

Leu

Arg

215

Glu

Thr

Glu

Asp

Pro

295

Lys

Ala

Ser

Ser

LyS

375

GIn

val

Arg

Thr

val

200

Glu

Ala

Trp

Thr

Thr

280

val

Trp

Asp

ser

Glu

360

Lys

ASD

Pro

Arg

Gly

Gln

Leu

Ile

Pro

val

265

Thr

val

TYr

ser

Asp

345

Cys

Arg

ASp

JMIDE_ST25

140

Lys Phe Phe Thr
155

Pro

170

Ile

Gly

Ile

Thr

Pro

250

Phe

Ile

Trp

Arg

val

330

ser

Glu

Arg

<ys

Pro

His

His

Lys

Trp

235

Glu

val

Ala

His

ile

315

ASp

ser

ser

Thr

val
395

TYr

Ile

Lys

val

220

Phe

Phe

Pro

Ile

LyS

300

Leu

Leu

Ser

Gly

Cys

380

ser

Page 7

Arg

Asp

Arg

205

Thr

ASn

Lys

Gly

Thr

285

Thr

Lys

GIn

ser

sar

365

ser

Lys

ASp

Trp

Pro

150

Trp

Arg

val

Pro

Gly

Gin

val

GIn

Glu

Ser

350

Glu

Met

Glu

ASD

Phe

175

Leu

Cys

ASp

Ile

Lau

255

Trp

Asn

Arg

Glu

Ser

335

Ser

Gly

val

Arg

Leu
160
val

Gly

Leu

Tyr
240
Glu
Trp
Phe
Gly
His
320
Thr
Ser
ASp

Gly

ser
400



<211> 1667
<212> DNA
<213> Mus

<400> 7
ggcgggtetg

gaagagccgct
aggcgactet
agggagggcg
cggcgagegg
tgcgeggecg
ceegetgaac
ggtgaaagag
acaagagggc
gaaccagaag
gtactacatc
cagctatggc
tttcacagat
tgtgatggag
ctggaatgce
agaactcatc
gtttaatgtc
ggagatatta
cctcaacctt
tgtrgtygtgg
cttgaaacag
cacaggcatt
agactcggac
gaagaggaga
gagcaaagag
ctcgcageca
tagtacgtgg
gatgccaatg
<210> 8

<211 403
S8 e
<400> 8

musculus

gcaggtcget
gttcgeccaa
aaaggcgccy
cgtttggtgg
ctcacgatga
gagctcaagg
ccegeggecg
ttegtggage
tggtccgeac
tteaagtgeg
gagtacatgg
gaacacceca
gatctttice
ccaccgegrt
ttagttecagg
aaggtgaccc
atctatecece
cagaaaccag
gacaccacca
cacaagacgg
gagcaccctg
geetetgaca
‘tcagagtgtg
acctgeagea
cgcagcteet
ggcttagygy
tacagtggct

aaacccttta

musculus

gaggccaatg
cccaaagete
ggccggageyg
caggaaacgc
accacaagag
actcgortcga
tgccggataa
gctacgagag
aggagaaatg
gcgaggataa
agagcacceg
aaagaaggaa
aatacgeggs
ctggaactge
gtcacaagcg
gagaagaagy
ggacacagct
gagaaactgt
ttgccatcac
taagagggag
agctggcagt
gctccagcga
aatctgggtc
tggtgggaaa
ccaggtgacc
getgacaccce
tttetetgty

ccratttaat

JMID6_STZ25

gcggaccgca
cggtggeggce
aagggegtet
gagcegogc
Caagaagege
ctggaccegg
cgtggagaga
gccttacaag
gactctggag
tgacggcetac
cgatgacagt
acttttggaa
ggagaaacgc
gattcacatc
gtggtgcctc
agggaaccaa
tecaacctyy
ctrtgtacca
ccagaacttt
accaaagtta
cctggecgac
ctettotage
agaaggtgat
tggggacact
acatgtggec
agagaacaag
gtcatgrctt

aaaaacggat

Met Asn His Lys Ser Lys Lys Arg Ile Arg Glu
1 5 10

tgaggcggtg
tgaggagtga
cggggccgeg
gg9ggrcggag
atccgegagg
cacaactact
gctgatgcct
ccegtggtic
cgcctcaaaa
tcggttaaga
ccectttaca
gactacaagy
agaccceocte
gaccctetgg
tlcccaacaa
caggatgaag
ccaccetgaat
gggggctggt
geeageagea
tcaaggaagt
gcagttgacc
tcctctagtt
gggacgacac
accteecagy
gctgtctgty
gacactcaga
aggggcaaag
acatttt

gggcggggag
atcttctgga

ccagecagyg
cggaaccgga
ccaagcgaag
acgagagcta
racagetgtc
tgctcaatge
ggaaataccg
tgaagatgaa
tcttegatag
tgcccaagtt
acaggtggtt
ggaccagtge
acacacccag
caattacctyg
tcaaacccct
ggcatgttgt
ccaacttece
ggtataggat
tccaggagtc
ccagetegtc
accgeaggaa
atgactgtgt
ccaggatatg
tgggagttag
gcgtgtggat

Ala Lys Arg Ser Ala
15
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60
120
180
240
300
360
420
480
540
600
660
720
780
840
300
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1667



Arg

Glu

Ala

Arg

65

Ala

Gin

Lys

Pro

Lys

145

Phe

Met

Thr

Phea

Gly

Pro

Ile

His

Ala

Pro

Ser

Asp

50

Pro

Gln

Lys

Met

Ley

130

Leu

Glin

Gly

ser

Pro

210

Gly

Arg

Leuy

val

ser
280

Glu
Tyr

35

Ala

Glu

Phe

Lys

Tyr

Leu

Tyr

Pro

Ala

185

Thr

ASn

Thr

Gln

val

275

ser

Leu Lys Asp Ser Leu

20

Pro

Lau

Lys

Lys

Tyr

ITe

Glu

Ala

PTo

180

Trp

Asn

Gin

Gin

Lys

260

Leu

Thr

Leu

Gin

Pro

Trp

85

Cys

Tyt

Phe

ASP

Gly

Arg

AsTI

Thr

Gln

Leu

245

Pro

Asn

ASn

Asn

Leu

val

70

Thr

Gly

1le

ASp

Tyr

150

Glu

Ser

Ala

Pro

230

Pro

Gly

Leun

Phe

Pro

Ser

55

val

Leu

GTu

Glu

Ser

135

Lys

Lys

Gly

Leu

215

Glu

Thr

Glu

Asp

Pro
295

Ala

40

val

Leu

Glu

AsSp

TYI

120

Ser

val

Arg

Thr

val

200

Glu

Ala

Trp

Thr

Thr

280

val

Asp

25

Alag

Lys

Leu

Arg

Asn

105

Met

Tyr

Pra

Al'g

Gly

Gln

Leu

I1le

Pro

val

265

Thr

val

JMID6_STZ25

Trp Thr Arg His

val

Glu

ASn

Leu

90

Asp

Glu

Gly

LYyS

Pro

170

Ile

Gly

Hle

Thr

Pro

250

Phe

Ile

Trp

Pro

Phe

Ala

75

Lys

aly

Ser

Glu

rhe

155

Pro

His

His

Lys

Trp

235

Glu

val

Ala

His

Asp

val

60

Gln

Arg

Tyr

Thr

His

140

Phe

TYr

Ile

LYyS

val

220

Phe

Phe

Pro

Ile

Lys
300

Page 9

ASR

45

Glu

Glu

Lys

ser

Arg

125

Pro

Thr

Arg

ASp

Arg

205

Thr

Asn

Lys

Gly

Thr

285

Thr

Asn

30

val

Arg

Gly

TYr

val

110

Asp

Lys

ASp

Trp

Pro

190

Trp

Arg

val

PFO

Gly

GIn

val

Tyr

Glu

Tyr

Trp

Arg

95

Lys

ASp

Arg

ASp

phe

175

Leu

Cys

Glu

Ile

Ley

255

Trp

Asn

Arg

Tyr

Arg

Glu

Ser

80

Asn

Met

ser

Arg

Leu

160

val

Gly

Leu

Glu

Tyr

240

Glu

Trp

Phe

Gly



Arg Pro

305

Pro Glu

Gly 1le

Lys Leu Ser Arg Lys
310

Leu Ala val Leu ala
325

Ala Ser Asp Ser Ser
340

Ser Ser Ser Asp Ser Asp Ser

Gly Thr
370

355

Thr His Arg Arg Lys
375

aAsn Gly Asp Thr Thr Ser Gln

385

390

ser Ser Arg

<210>
<211~
<212>
<213>

<22(>
<223>

<400~

9

21

RNA

Aartificial sequence

antisense

9

uuaggguguu caccauaget g

<210>
<211>
<212>
<213

<220>
<223>

<400>

10

21

RNA

Artificial sequence

antisense
10

RgCuuacgcu gaaagcacct ¢

<210>
<211>
<212>
<213>

<220>
<223>

<400>

11
21
RNA
Artificial sequence

antisence sequences
11

ccacaagugu cccuaaucct C

Trp

ASp

Ser

Gclu

360

Lys

Asp

Tyr

Ala

ASp

345

Cys

Arg

Asp

IMIDE_ST25

Arg

val

330

Ser

Glu

Arg

Cys

Ile

315

Asp

ser

ser

Thr

val
395

Leu Lys

Leu Gln

Ser Sser

Gly Ser
365

Cys Ser
380

ser Lys

Page 10

GIn

Glu

ser

350

Glu

Met

Giu

Glu

Ser

335

ser

Gly

val

Arg

His

320

Thr

sar

Asp

Gly

ser
400

21

21

21



