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Figure 1B.

1005

o o

uoniqiyul %

-50

66191dd
0€6€0OLND
rGadlidd
€6adldd
¢994d1dd
1664d1dd
8vadldd
ovadidd
rradidd
evadidd
¢v9d1dd
L¥Gd1dd
,£€64d1ldd
816d1dd
216491ldd
€16d1dd



WO 2018/226580

Figure 2A.
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Figure 2B.
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Figure 4A.
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Figure DbOA.
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Figure bOB.
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Figure bC.
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Figure 6A.

50

MR IP

% Double Positive Events

20-
10-
- i
S MO O A DD P
SRS AR



WO 2018/226580 PCT/US2018/035843

13/28

Figure 6B.
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Figure 8A.
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Figure 8B.
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Figure 9A.
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Figure 10A.

30000+
]
= 25000
> + PD1B849
‘;’ o PD1B878
g --%-- PD1B849 LF
20000- -+- PD1B878LF
B Max Lysis
A Min Lysis
15000 ,
2

log[AD] (ug/mi)



WO 2018/226580 PCT/US2018/035843

20/28

Figure 10B.
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Figure 13A.
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Figure 13B.
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Figure 14A.
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Figure 14B.
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Figure 15.
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Figure 16.
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