[aBSTRACT]

The present invention relates to an artificial-
intelligence-based cancer diagnosis and cancer type
prediction method, and, more particularly, to an artificial-
intelligence-based cancer diagnosis and cancer type
prediction method, which extracts nucleic acids from a
biological sample to acquire sequence information, and thus
generate vectorized data on the basis of aligned nucleic
acid fragments, and then inputs same 1into a trained
artificial intelligence model to analyze a calculated value.
Compared with a conventional method, which uses a step of
determining the number of chromosomes on the basis of a read
count and utilizes each related value as a normalized value,
the artificial-intelligence-based cancer diagnosis and
cancer type prediction method according to the present
invention generates vectorized data to perform an analysis
using an AI algorithm, and thus is useful in that similar

effects can be exhibited even when read coverage is low.
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