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<400> 1
gcggegegeg gggactcgga ggtactggge gegegegget ceggeteggg acgecteggg 60

acgccteggg gtegggetee ggetgegget getgetgegg cgecegeget ceggtgeget 120
ccgectectg tgecegecge ggagegeagt ctgegegece geegtgegec ctcagetect 180
tttcctgage cegecgegat gggagetgeg cggggateee cggecagacce cegeeggtty 240
cctetgetca gegtectget getgeegetg ctgggeggta ceccagacage cattgtctte 300
atcaagcagc cgtcctccea ggatgeactg caggggegece gggegetget tegetgtgag . 360
gttgaggctc cgggeeeggt acatgtgtac tggetgeteg atggggecce tgtccaggac 420
acggagcgge gtitcgecca gggcageage ctgagcetttg cagetgtgga ceggetgeag 480
gactctggea ccttccagtg tgiggetegg gatgatgtea ctggagaaga ageccgeagt 540
gccaacgcct ccttcaacat caaatggatt gaggeaggte ctgtggtect gaageatcca 600
gcctcggaag ctgagatcca gecacagacc caggtcacac ticgttgeca cattgatggg 660
caccetegge cecacctacea atggttccga gatgggacce cecttictga tggtcagage 720
aaccacacag tcagcagcaa ggagcggaac ctgacgetce ggccagetgg tectgagecat 780
agtgggctgt attcctgetg cgeccacagt gettttggee aggcttgecag cagccagaac 840
ticaccttga gcattgetga tgaaagcttt gccagggtgg tgctggcace ccaggacgty 900
gtagtagcga ggtatgagga ggccatgttc catigccagt tctcagecca gecacccceg . 960

agcctgcagt ggctettiga ggatgagact cccatcacta accgeagteg ccceccacac 1020
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ctcegeagag cecacagtgtt tgccaacggg tetetgetge tgacceaggt ceggecacge 1080

aatgcaggga tctaccgetg cattggccag gggcagaggg geccacccat catectggaa 1140
gccacactic acctagcaga gattgaagac atgccgetat ttgagccacg ggtgtttaca 1200
gctggcageg aggagcgtgt gacctgectt ccccccaagg gictgecaga geccagegty 1260
tggtgggage acgcgggagt ccggetgece acccatggea gggtetacca gaagggecac 1320
gagctggtgt tggccaatat tgctgaaagt gatgctggtg tctacacctg ccacgeggee 1380
aacctggctg gtcageggag acaggatgtc aacatcacty tggccactgt gecctectgg 1440
ctgaagaagc cccaagacag ccagetggag gagggeaaac ceggctactt ggattgeetg 1500
acccaggcca caccaaaacc tacagttgte tggtacagaa accagatget catctcagag 1560
gactcacggt tcgaggtctt caagaatggg accttgcgea tcaacagegt ggaggtgtat 1620
gatgggacat ggtaccgttg tatgagcage accccagecg gcagcatcga ggegcaagee 1680
cgtgtccaag tgctggaaaa getcaagtic acaccaccac cccagecaca gecagtgcatg 1740
gagtttgaca aggaggccac ggtgccctgt tcagccacag gecgagagaa geccactatt 1800
aagtgggaac gggcagatgg gagcagcectc ccagagtggg tgacagacaa cgetgggace 1860
ctgcattttg cccgggtgac tcgagatgac getggcaact acacttgeat tgectccaac 1920
gggceegcagg gecagaticg tgeccatgte cagcetcactg tggeagtttt tatcacctte . 1980
aaagtggaac cagagcgtac gacigigtac cagggccaca cagcecctact gcagtgegag 2040
geccaggggg acceccaagcc getgattcag tggaaaggea aggaccgceat cetggaccee 2100
accaagctgg gacccaggat gcacatcttc cagaatggcet ccetggtgat ccatgacgty 2160
gcecctgagg actcaggecg ctacacctge attgcaggea acagetgcaa catcaagcac 2220
acggaggccc ccctctatgt cgtggacaag cetgtgecgg aggagtcgga gggecctgge 2280
agccctcece cetacaagat gatccagacce attgggttgt cggtggotge cgetgtggee . 2340
tacatcattg ccgtgetggg ccteatgttc tactgcaaga agegetgcaa agecaagegg 2400
ctgcagaagc agcccgaggg cgaggagceca gagatggaat gectcaacgg tgggecttty 2460
cagaacgggc agccctcage agagatccaa gaagaagtgg ceitgaccag cttgggetec 2520
ggceccgegg ccaccaacaa acgeccacage acaagigata agatgeactt cccacggtct 2580
agcctgeagc ccatcaccac getggggaag agtgagtttg gggaggigtt cctggcaaag 2640
gcicagggct tggaggaggg agtggcagag accctggtac tigigaagag cctgcagage 2700
aaggatgagc agcagcagct ggactticcgg agggagttgg agatgtttogg gaagctgaac 2760
cacgccaacg tggtgcgget cetggggcetg tgcegggagg ctgageccca ctacatggty 2820

ctggaatatg tggatctggg agacctcaag cagttcctga ggatttccaa gagcaaggat 2880
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gaaaaattga agtcacagcc cctcagcace aagcagaagg tggecctatg cacccaggta 2940
gcectgggea tggageacct gteccaacaac cgetttgtge ataaggactt ggetgegegt 3000
aactgcctgg tcagtgecca gagacaagtg aaggigictg ccctgggect cagcaaggat 3060
gtgtacaaca gtgagtacta ccacttccge caggecetggg tgeegetgeg ctggatgtce 3120
cccgaggceca tectggaggg tgacttctct accaagtetg atgtctggge ctteggtgty 3180
ctgatgtggg aagtgtttac acatggagag atgccccatg gtgggcagge agatgatgaa 3240
gtactggcag atttgcaggc tgggaaggcet agacttcecte ageccgaggg ctgeecttee 3300
aaactotatc ggetgatgca gegetgcetgg gecctcagec ccaaggacceg geectecttc 3360
agtgagattg ccagcgecct gggagacage accgtggaca gcaagecgtg aggagggage 3420
ccgcetcagga tggectggge aggggaggac atctetagag ggaagetcac ageatgatgg 3480
gcaagatccc tgtcctectg ggecctgagg cocetgecct agtgcaacag geattgetga 3540
ggtctgagca gggcectggec titcetecte ttecteacee teatecttty ggaggetgac 3600
ttggacccaa actgggegac tagggctttg agetgggeag tittccetge cacctcttce 3660
tctatcaggg acagtgtggg tgccacaggt aaccccaatt tetggectte aactictcce 3720
cttgaccggg tccaactety coacteatet gecaacttly coetggggagg getaggetty 3780
ggatgagctg ggtittgtagg gagttectta atattctcaa gttctgggea cacagggtta 3840
atgagtctct tggcccactg gtceccacttg ggggtctaga ccaggattat agaggacaca 3900
gcaagtgagt cctecccact ctgggetigt gcacactgac ccagacceac gicttccecca 3960
cccttetete cittecteat cotaagtgece tggcagatga aggagtittc aggagetttt 4020
gacactatat aaaccgccct ttttgtatge accacgggeg gcettttatat gtaattgcag 4080
cgtgggatgy gtgggcatgg gaggtagggg tgggeeetgg agatgaggag ggtgggecat 4140
ccitacceea cacttttatt gttgtegtit titgtitgtt tigttttttt ofttttgttt 4200
ttgtttttac actcgetgcet ctcaataaat aagcectttit tacaacctg 4249
<210> 2
<211> 1070
<212> PRT
<213> Homo sapiens
<400> 2

Met Gly Ala Ala Arg Gly Ser Pro Ala Arg Pro Arg Arg Leu Pro Leu
1 5 10 15

Leu Ser Val Leu Leu Leu Pro Leu Leu Gly Gly Thr GIn Thr Ala lle
20 25 30
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Val Phe lle Lys GIn Pro Ser Ser Gln Asp Ala Leu GIn Gly Arg Arg
35 40 45

Ala Leu Leu Arg Cys Glu Val Glu Ala Pro Gly Pro Val His Val Tyr
50 55 60

Trp Leu Leu Asp Gly Ala Pro Val Gin Asp Thr Glu Arg Arg Phe Ala
65 70 75 80

GIn Gly Ser Ser Leu Ser Phe Ala Ala Val Asp Arg Pro Gln Asp Ser
85 90 95

Gly Thr Phe Gin Cys Val Ala Arg Asp Asp Val Thr Gly Glu Glu Ala
100 105

Arg Ser Ala Asn Ala Ser Phe Asn lle Lys Trp lle Glu Ala Gly Pro
115 120 125

Val Val Leu Lys His Pro Ala Ser Glu Ala Glu lle Gln Pro Gin Thr
130 135 140

GIn Val Thr Leu Arg Cys His lle Asp Gly His Pro Arg Pro Thr Tyr
145 150 155 160

Gin Trp Phe Arg Asp Gly Thr Pro Leu Ser Asp Gly GIn Ser Asn His
170 175

Thr Val Ser Ser Lys Glu Arg Asn Leu Thr Leu Arg Pro Ala Gly Pro
180 185 190

Glu His Ser Gly Leu Tyr Ser Cys Cys Ala His Ser Ala Phe Gly Gln
195 200 205

Ala Cys Ser Ser GIn Asn Phe Thr Leu Ser lle Ala Asp Glu Ser Phe
210 215 220

Ala Arg Val Val Leu Ala Pro Gin Asp Val Val Val Ala Arg Tyr Glu
225 230 235 240

Glu Ala Met Phe His Cys GIn Phe Ser Ala Gin Pro Pro Pro Ser Leu
245 250 255

Gin Trp Leu Phe Glu Asp Glu Thr Pro lle Thr Asn Arg Ser Arg Pro
260 265 270
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Pro His Leu Arg Arg Ala Thr Vai Phe Ala Asn Gly Ser Leu Leu Leu
275 280 285

Thr GIn Val Arg Pro Arg Asn Ala Gly lle Tyr Arg Cys lle Gly GIn
290 295 300

Gly GIn Arg Gly Pro Pro lle ile Leu Glu Ala Thr Leu His Leu Ala
305 310 315 320

Glu lle Glu Asp Met Pro Leu Phe Glu Pro Arg Val Phe Thr Ala Gly
325 330 335

Ser Glu Glu Arg Val Thr Cys Leu Pro Pro Lys Gly Leu Pro Glu Pro
340 345 350

Ser Val Trp Trp Glu HIS Ala Gly Val Arg Leu Pro Thr His Gly Arg
355 360 365

Val Tyr GIn Lys Gly His Glu Leu Vai Leu Ala Asn lle Ala Glu Ser
370 375 380

Asp Ala Gly Val Tyr Thr Cys His Ala Ala Asn Leu Ala Gly GIn Arg
385 390 395 400

Arg Gin Asp Val Asn lle Thr Val Ala Thr Val Pro Ser Trp Leu Lys
405 410 415

Lys Pro GiIn Asp Ser Gin Leu Glu Glu Gly Lys Pro Gly Tyr Leu Asp
420 425 430

Cys Leu Thr Gin Ala Thr Pro Lys Pro Thr Val Val Trp Tyr Arg Asn
435 440 445

GIn Met Leu lle Ser Glu Asp Ser Arg Phe Glu Val Phe Lys Asn Gly
450 455 460

Thr Leu Arg ile Asn Ser Val Glu Val Tyr Asp Gly Thr Trp Tyr Arg
465 470 475 480

Cys Met Ser Ser Thr Pro Ala Gly Ser lie Glu Ala GIn Ala Arg Val
485 490 495

Gin Val Leu Glu Lys Leu Lys Phe Thr Pro Pro Pro Gin Pro Gln Gin
500 505 510

Cys Met Glu Phe Asp Lys Glu Ala Thr Val Pro Cys Ser Ala Thr Gly
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515 520 525

Arg Glu Lys Pro Thr lle Lys Trp Glu Arg Ala Asp Gly Ser Ser Leu
530 535 540

Pro Glu Trp Val Thr Asp Asn Ala Gly Thr Leu His Phe Ala Arg Val
545 550 555 560

Thr Arg Asp Asp Ala Gly Asn Tyr Thr Cys lle Ala Ser Asn Gly Pro
565 570 575

Gin Gly GIn lle Arg Ala His Val GIn Leu Thr Val Ala Val Phe lle
580 585 590

Thr Phe Lys Val Glu Pro Giu Arg Thr Thr Val Tyr Gln Gly His Thr
595 600 605

Ala Leu Leu GIn Cys Glu Ala GIn Gly Asp Pro Lys Pro Leu lle GIn
610 615 620

Trp Lys Gly Lys Asp Arg lle Leu Asp Pro Thr Lys Leu Gly Pro Arg
625 630 635 640

Met His lle Phe Gln Asn Gly Ser Leu Val lle His Asp Val Ala Pro
645 650 655

Glu Asp Ser Gly Arg Tyr Thr Cys ile Ala Gly Asn Ser Cys Asn lle
660 665 670

Lys His Thr Glu Ala Pro Leu Tyr Val Val Asp Lys Pro Val Pro Glu
675 680 685

Glu Ser Glu Gly Pro Gly Ser Pro Pro Pro Tyr Lys Met lle GIn Thr
690 695 700

lle Gly Leu Ser Val Gly Ala Ala Val Ala Tyr lle lle Ala Val Leu
705 710 715 720

Gly Leu Met Phe Tyr Cys Lys Lys Arg Cys Lys Ala Lys Arg Leu GIn
725 730 735

Lys GIn Pro Glu Gly Glu Glu Pro Glu Met Glu Cys Leu Asn Gly Gly
740 745 750

Pro Leu GIn Asn Gly GIn Pro Ser Ala Glu lle GIn Glu Glu Val Ala
755 760 765
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Leu Thr Ser Leu Gly Ser Gly Pro Ala Ala Thr Asn Lys Arg His Ser
770 775 780

Thr Ser Asp Lys Met His Phe Pro Arg Ser Ser Leu GIn Pro lle Thr
785 790 795 800

Thr Leu Gly Lys Ser Glu Phe Gly Glu Val Phe Leu Ala Lys Ala GIn
805 810 815

Gly Leu Glu Glu Gly Val Ala Glu Thr Leu Val Leu Val Lys Ser Leu
820 825 830

GIn Ser Lys Asp Glu Gin GIn GIn Leu Asp Phe Arg Arg Glu Leu Glu
835 840 845

Met Phe Gly Lys Leu Asn His Ala Asn Val Val Arg Leu Leu Gly Leu
850 855 860

Cys Arg Glu Ala Glu Pro His Tyr Met Val Leu Glu Tyr Val Asp Leu
865 870 875 880

Gly Asp Leu Lys GIn Phe Leu Arg lle Ser Lys Ser Lys Asp Glu Lys
885 890 895

Leu Lys Ser GIn Pro Leu Ser Thr Lys GIn Lys Val Ala Leu Cys Thr
900 905 910

GIn Val Ala Leu Gly Met Giu His Leu Ser Asn Asn Arg Phe Val His
915 920 925

Lys Asp Leu Ala Ala Arg Asn Cys Leu Val Ser Ala GIn Arg GIn Val
930 935 940

Lys Val Ser Ala Leu Gly Leu Ser Lys Asp Val Tyr Asn Ser Glu Tyr
945 950 955 960

Tyr His Phe Arg Gin Ala Trp Val Pro Leu Arg Trp Met Ser Pro Glu
965 970 975

Ala lle Leu Glu Gly Asp Phe Ser Thr Lys Ser Asp Val Trp Ala Phe
980 985 990

Gly Val Leu Met Trp Glu Val Phe Thr His Gly Glu Met Pro His Gly
995 1000 1005
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Gly GIn Ala Asp Asp Glu Val Leu Ala Asp Leu GIn Ala Gly Lys
1010 1015 1020

Ala Arg Leu Pro GIn Pro Glu Gly Cys Pro Ser Lys Leu Tyr Arg
1025 1030 1035

Leu Met Gin Arg Cys Trp Ala Leu Ser Pro Lys Asp Arg Pro Ser
1040 1045 1050

Phe Ser Glu lle Ala Ser Ala Leu Gly Asp Ser Thr Val Asp Ser
1055 1060 1065

Lys Pro
1070

<210>3

<211> 1070

<212> PRT

<213> Homo sapiens

<400> 3
Met Gly Ala Ala Arg Gly Ser Pro Ala Arg Pro Arg Arg Leu Pro Leu
1 5 10 15

Leu Ser Val Leu Leu Leu Pro Leu Leu Gly Gly Thr GIn Thr Ala lle
20 25 30

Val Phe lle Lys GIn Pro Ser Ser GIn Asp Ala Leu GIn Gly Arg Arg
35 40 45

Ala Leu Leu Arg Cys Glu Val Glu Ala Pro Gly Pro Val His Val Tyr
50 55 60

Trp Leu Leu Asp Gly Ala Pro Val Gin Asp Thr Glu Arg Arg Phe Ala
65 70 75 80

GIn Gly Ser Ser Leu Ser Phe Ala Ala Val Asp Arg Leu GIn Asp Ser
85 90 95

Gly Thr Phe GIn Cys Val Ala Arg Asp Asp Val Thr Gly Glu Glu Ala
100 105 0

Arg Ser Ala Asn Ala Ser Phe Asn lie Lys Trp lle Glu Ala Gly Pro
115 120 125

Val Val Leu Lys His Pro Ala Ser Glu Ala Glu ile GIn Pro Gin Thr
130 135 140
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GIn Val Thr Leu Arg Cys His lle Asp Gly His Pro Arg Pro Thr Tyr
145 150 155 160

Gin Trp Phe Arg Asp Gly Thr Pro Leu Ser Asp Gly GIn Ser Asn His
165 170 175

Thr Val Ser Ser Lys Glu Arg Asn Leu Thr Leu Arg Pro Ala Gly Pro
180 185 190

Glu His Ser Gly Leu Tyr Ser Cys Cys Ala His Ser Ala Phe Gly GIn
195 200 205

Ala Cys Ser Ser GIn Asn Phe Thr Leu Ser lle Ala Asp Glu Ser Phe
210 215 220

Ala Arg Val Val Leu Ala Pro Gin Asp Val Val Val Ala Arg Tyr Glu
225 230 235 240

Glu Ala Met Phe His Cys GIn Phe Ser Ala GIn Pro Pro Pro Ser Leu
245 250 255

GIn Trp Leu Phe Glu Asp Glu Thr Pro lle Thr Asn Arg Ser Arg Pro
260 265 270

Pro His Leu Arg Arg Ala Thr Val Phe Ala Asn Gly Ser Leu Leu Leu
275 280 285

Thr Gin Val Arg Pro Arg Asn Ala Gly lle Tyr Arg Cys lle Gly GIn
290 295 300

Gly GIn Arg Gly Pro Pro lle lle Leu Glu Ala Thr Leu His Leu Ala
305 310 315 320

Glu lle Glu Asp Met Pro Leu Phe Glu Pro Arg Val Phe Thr Ala Gly
325 330 335

Ser Glu Glu Arg Val Thr Cys Leu Pro Pro Lys Gly Leu Pro Glu Pro
340 345 350

Ser Val Trp Trp Glu His Ala Gly Val Arg Leu Pro Thr His Gly Arg
355 360 365

Val Tyr GIn Lys Gly His Glu Leu Val Leu Ala Asn lle Ala Glu Ser
370 375 380
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Asp Ala Gly Val Tyr Thr Cys His Ala Ala Asn Leu Ala Gly Gin Arg
385 390 395 400

Arg GIn Asp Val Asn lle Thr Val Ala Thr Val Pro Ser Trp Leu Lys
405 410 415

Lys Pro GIn Asp Ser GIn Leu Glu Glu Gly Lys Pro Gly Tyr Leu Asp
420 425 430

Cys Leu Thr GIn Ala Thr Pro Lys Proa Thr Val Val Trp Tyr Arg Asn
435 440 445

GIn Met Leu lle Ser Glu Asp Ser Arg Phe Glu Val Phe Lys Asn Gly
450 455 460

Thr Leu Arg lle Asn Ser Val Glu Va) Tyr Asp Gly Thr Trp Tyr Arg
465 470 475 480

Cys Met Ser Ser Thr Pro Ala Gly Ser lle Glu Ala Gin Ala Arg Val
485 490 495

GlIn Val Leu Glu Lys Leu Lys Phe Thr Pro Pro Pro GIn Pro GIn GIn
500 505 510

Cys Met Glu Phe Asp Lys Glu Ala Thr Val Pro Cys Ser Ala Thr Gly
515 520 525

Arg Glu Lys Pro Thr lle Lys Trp Glu Arg Ala Asp Gly Ser Ser Leu
530 535 540

Pro Glu Trp Val Thr Asp Asn Ala Gly Thr Leu His Phe Ala Arg Val
545 550 555 560

Thr Arg Asp Asp Ala Gly Asn Tyr Thr Cys lle Ala Ser Asn Gly Pro
565 570 575

Gin Gly GIn lle Arg Ala His Val Gin Leu Thr Val Ala Val Phe lle
580 585 590

Thr Phe Lys Val Glu Pro Glu Arg Thr Thr Val Tyr Gin Gly His Thr
595 600 605

Ala Leu Leu GIn Cys Glu Ala GIn Gly Asp Pro Lys Pro Leu lle Gin
610 615 620
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Trp Lys Gly Lys Asp Arg lle Leu Asp Pro Thr Lys Leu Gly Pro Arg
625 630 635 640

Met His lle Phe Gln Asn Gly Ser Leu Val lle His Asp Val Ala Pro
645 650 655

Glu Asp Ser Gly Arg Tyr Thr Cys lle Ala Gly Asn Ser Cys Asn lle
660 665 670

Lys His Thr Glu Ala Pro Leu Tyr Val Val Asp Lys Pro Val Pro Glu
675 680 685

Glu Ser Glu Gly Pro Gly Ser Pro Pro Pro Tyr Lys Met lle Gln Thr
690 695 700

lle Gly Leu Ser Val Gly Ala Ala Val Ala Tyr lle lie Ala Val Leu
705 710 715 720

Gly Leu Met Phe Tyr Cys Lys Lys Arg Cys Lys Ala Lys Arg Leu GIn
725 730 735

Lys GIn Pro Glu Gly Glu Glu Pro Glu Met Glu Cys Leu Asn Gly Gly
740 745 750

Pro Leu GIn Asn Gly Gin Pro Ser Ala Glu lle Gin Glu Glu Val Ala
755 760 765

Leu Thr Ser Leu Gly Ser Gly Pro Ala Ala Thr Asn Lys Arg His Ser
770 775 780

Thr Ser Asp Lys Met His Phe Pro Arg Ser Ser Leu GIn Pro lle Thr
785 790 795 800

Thr Leu Gly Lys Ser Glu Phe Gly Glu Val Phe Leu Ala Lys Ala GIn
805 810 815

Gly Leu Glu Glu Gly Val Ala Glu Thr Leu Val Leu Val Lys Ser Leu
820 825 830

GIn Ser Lys Asp Glu GIn GIn Gln Leu Asp Phe Arg Arg Glu Leu Glu
835 840 845

Met Phe Gly Lys Leu Asn His Ala Asn Val Val Arg Leu Leu Gly Leu
850 855 860

Cys Arg Glu Ala Glu Pro His Tyr Met Val Leu Glu Tyr Val Asp Leu
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865 870 875 880

Gly Asp Leu Lys Gin Phe Leu Arg lle Ser Lys Ser Lys Asp Glu Lys
885 890 895

Leu Lys Ser GIn Pro Leu Ser Thr Lys GIn Lys Val Ala Leu Cys Thr
200 805 910

Gln Val Ala Leu Gly Met Glu His Leu Ser Asn Asn Arg Phe Val His
915 920 925

Lys Asp Leu Ala Ala Arg Asn Cys Leu Val Ser Ala Gin Arg Gin Val
930 935 940

Lys Val Ser Ala Leu Gly Leu Ser Lys Asp Val Tyr Asn Ser Glu Tyr
945 950 955 960

Tyr His Phe Arg Gin Ala Trp Val Pro Leu Arg Trp Met Ser Pro Glu
965 970 975

Ala lte Leu Glu Gly Asp Phe Ser Thr Lys Ser Asp Val Trp Ala Phe
980 985 990

Gly Val Leu Met Trp Glu Val Phe Thr His Gly Glu Met Pro His Gly
995 1000 1005

Gly GIn Ala Asp Asp Glu Val Leu Ala Asp Leu Gin Ala Gly Lys
1010 1015 1020

Ala Arg Leu Pro GIn Pro Glu Gly Cys Pro Ser Lys Leu Tyr Arg
1025 1030 1035

Leu Met GIn Arg Cys Trp Ala Leu Ser Pro Lys Asp Arg Pro Ser
1040 1045 1050

Phe Ser Glu lle Ala Ser Ala Leu Gly Asp Ser Thr Val Asp Ser
1055 1060 1065

Lys Pro
1070

<210> 4

<211> 1014

<212> PRT

<213> Homo sapiens

<400> 4
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Met Gly Ala Ala Arg Gly Ser Pro Ala Arg Pro Arg Arg Leu Pro Leu
1 5 10 15

Leu Ser Val Leu Leu Leu Pro Leu LLeu Gly Gly Thr Gin Thr Ala lle
20 25 30

Val Phe lle Lys GIn Pro Ser Ser GIn Asp Ala Leu Gln Gly Arg Arg
35 40 45

Ala Leu Leu Arg Cys Glu Val Glu Ala Pro Gly Pro Val His Val Tyr
50 55 60

Trp Leu Leu Asp Gly Ala Pro Val GIn Asp Thr Glu Arg Arg Phe Ala
65 70 75 80

GIn Gly Ser Ser Leu Ser Phe Ala Ala Val Asp Arg Leu GIn Asp Ser
85 90 95

Gly Thr Phe GIn Cys Val Ala Arg Asp Asp Val Thr Gly Glu Glu Ala
100 105 110

Arg Ser Ala Asn Ala Ser Phe Asn lle Lys Trp lle Glu Ala Gly Pro
115 120 125

Val Val Leu Lys His Pro Ala Ser Glu Ala Glu lle GIn Pro GIn Thr
130 135 140

GlIn Val Thr Leu Arg Cys His lle Asp Gly His Pro Arg Pro Thr Tyr
145 150 155 160

GIn Trp Phe Arg Asp Gly Thr Pro Leu Ser Asp Gly Gin Ser Asn His
165 170 175

Thr Val Ser Ser Lys Glu Arg Asn Leu Thr Leu Arg Pro Ala Gly Pro
180 185 190

Glu His Ser Gly Leu Tyr Ser Cys Cys Ala His Ser Ala Phe Gly GIn
195 200 205

Ala Cys Ser Ser GIn Asn Phe Thr Leu Ser lle Ala Asp Glu Ser Phe
210 215 220

Ala Arg Val Val Leu Ala Pro GIn Asp Val Val Val Ala Arg Tyr Glu
225 230 235 240

Glu Ala Met Phe His Cys Gin Phe Ser Ala GIn Pro Pro Pro Ser Leu
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245 250 255

GIn Trp Leu Phe Glu Asp Glu Thr Pro lle Thr Asn Arg Ser Arg Pro
260 265 270

Pro His Leu Arg Arg Ala Thr Val Phe Ala Asn Gly Ser Leu Leu Leu
275 280 285

Thr Gin Val Arg Pro Arg Asn Ala Gly lle Tyr Arg Cys lle Gly Gin
290 295 300

Gly GIn Arg Gly Pro Pro lle lle Leu Glu Ala Thr Leu His Leu Ala
305 310 315 320

Glu lle Glu Asp Met Pro Leu Phe Glu Pro Arg Val Phe Thr Ala Gly
325 330 335

Ser Glu Glu Arg Val Thr Cys Leu Pro Pro Lys Gly Leu Pro Glu Pro
340 345 350

Ser Val Trp Trp Glu His Ala Gly Val Arg Leu Pro Thr His Gly Arg
355 360 365

Val Tyr GIn Lys Gly His Glu Leu Val Leu Ala Asn lle Ala Glu Ser
370 375 380

Asp Ala Gly Val Tyr Thr Cys His Ala Ala Asn Leu Ala Gly GIn Arg
385 390 395 400

Arg GIn Asp Val Asn lle Thr Val Ala Thr Val Pro Ser Trp Leu Lys
405 410 415

Lys Pro GIn Asp Ser GIn Leu Glu Glu Gly Lys Pro Gly Tyr Leu Asp
420 425 430

Cys Leu Thr GIn Ala Thr Pro Lys Pro Thr Val Val Trp Tyr Arg Asn
435 440 445

GIn Met Leu lle Ser Glu Asp Ser Arg Phe Glu Val Phe Lys Asn Gly
450 455 460

Thr Leu Arg lle Asn Ser Val Glu Val Tyr Asp Gly Thr Trp Tyr Arg
465 470 475 480

Cys Met Ser Ser Thr Pro Ala Gly Ser lle Glu Ala GIn Ala Arg Val
485 490 495
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GlIn Val Leu Glu Lys Leu Lys Phe Thr Pro Pro Pro GIn Pro GIn Gin
500 505 510

Cys Met Glu Phe Asp Lys Glu Ala Thr Val Pro Cys Ser Ala Thr Gly
515 520 525

Arg Glu Lys Pro Thr lle Lys Trp Glu Arg Ala Asp Gly Ser Ser Leu
530 535 540

Pro Glu Trp Val Thr Asp Asn Ala Gly Thr Leu His Phe Ala Arg Val
545 550 555 560

Thr Arg Asp Asp Ala Gly Asn Tyr Thr Cys lle Ala Ser Asn Gly Pro
565 570 575

GlIn Gly Gin Ile Arg Ala His Val GIn Leu Thr Vai Ala Val Phe lle
580 585 590

Thr Phe Lys Val Glu Pro Glu Arg Thr Thr Val Tyr GIn Gly His Thr
595 600 605

Ala Leu Leu GIn Cys Glu Ala Gin Gly Asp Pro Lys Pro Leu lle GIn
610 615 620

Trp Lys Asp Lys Pro Val Pro Glu Glu Ser Glu Gly Pro Gly Ser Pro
625 630 635 640

Pro Pro Tyr Lys Met lle GIn Thr lle Gly Leu Ser Val Gly Ala Ala
645 650 655

Val Ala Tyr lle lle Ala Val Leu Gly Leu Met Phe Tyr Cys Lys Lys
660 665 670

Arg Cys Lys Ala Lys Arg Leu GIn Lys GlIn Pro Glu Gly Glu Glu Pro
675 680 685

Glu Met Glu Cys Leu Asn Gly Gly Pro Leu Gln Asn Gly Gin Pro Ser
690 695 700

Ala Glu lle GIn Glu Glu Val Ala Leu Thr Ser Leu Gly Ser Gly Pro
705 710 715 720

Ala Ala Thr Asn Lys Arg His Ser Thr Ser Asp Lys Met His Phe Pro
725 730 735
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Arg Ser Ser Leu GIn Pro lle Thr Thr Leu Gly Lys Ser Glu Phe Gly
740 745 750

Glu Val Phe Leu Ala Lys Ala Gin Gly Leu Glu Glu Gly Val Ala Glu
755 760 765

Thr Leu Val Leu Val Lys Ser Leu GIn Ser Lys Asp Glu GIn Gln GIn
770 775 780

Leu Asp Phe Arg Arg Glu Leu Glu Met Phe Gly Lys Leu Asn His Ala
785 790 795 800

Asn Val Val Arg Leu Leu Gly Leu Cys Arg Glu Ala Glu Pro His Tyr
805 810 815

Met Val Leu Glu Tyr Val Asp Leu Gly Asp Leu Lys Gin Phe Leu Arg
820 825 830

lle Ser Lys Ser Lys Asp Glu Lys Leu Lys Ser Gln Pro Leu Ser Thr
835 840 845

Lys Gln Lys Val Ala Leu Cys Thr GiIn Val Ala Leu Gly Met Glu His
850 855 860

Leu Ser Asn Asn Arg Phe Val His Lys Asp Leu Ala Ala Arg Asn Cys
865 870 875 880

Leu Val Ser Ala GIn Arg GIn Val Lys Val Ser Ala Leu Gly Leu Ser
885 890 895

Lys Asp Val Tyr Asn Ser Glu Tyr Tyr His Phe Arg GIn Ala Trp Val
900 905 910

Pro Leu Arg Trp Met Ser Pro Clu Ala lle Leu Glu Gly Asp Phe Ser
915 920 925

Thr Lys Ser Asp Val Trp Ala Phe Gly Val Leu Met Trp Glu Va!l Phe
930 935 940

Thr His Gly Glu Met Pro His Gly Gly GIn Ala Asp Asp Glu Val Leu
945 950 955 960

Ala Asp Leu GIn Ala Gly Lys Ala Arg Leu Pro GiIn Pro Glu Gly Cys
965 970 975
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Pro Ser Lys Leu Tyr Arg Leu Met Gin Arg Cys Trp Ala Leu Ser Pro
980 985 990

Lys Asp Arg Pro Ser Phe Ser Glu lle Ala Ser Ala Leu Gly Asp Ser
995 1000 1005

Thr Val Asp Ser Lys Pro
1010

<210>5

<211> 1030

<212> PRT

<213> Homo sapiens

<400> 5

Met Gly Ala Ala Arg Gly Ser Pro Ala Arg Pro Arg Arg Leu Pro Leu
1 5 10 15

Leu Ser Val Leu Leu Leu Pro Leu Leu Gly Gly Thr GIn Thr Ala lle
20 25 30

Val Phe lle Lys GIn Pro Ser Ser GIn Asp Ala Leu Gin Gly Arg Arg
35 40 45

Ala Leu Leu Arg Cys Glu Val Glu Ala Pro Gly Pro Val His Val Tyr
50 55 60

Trp Leu Leu Asp Gly Ala Pro Val Gln Asp Thr Glu Arg Arg Phe Ala
65 70 75 80

GIn Gly Ser Ser Leu Ser Phe Ala Ala Val Asp Arg Leu GIn Asp Ser
85 90 95

Gly Thr Phe GIn Cys Val Ala Arg Asp Asp Val Thr Gly Glu Glu Ala
100 105 110

Arg Ser Ala Asn Ala Ser Phe Asn lle Lys Trp lle Glu Ala Gly Pro
115 120 125

Val Val Leu Lys His Pro Ala Ser Glu Ala Glu lle Gin Pro Gin Thr
130 135 140

GIn Val Thr Leu Arg Cys His lle Asp Gly His Pro Arg Pro Thr Tyr
145 150 155 160

GIn Trp Phe Arg Asp Gly Thr Pro Leu Ser Asp Gly GIn Ser Asn His
165 170 175
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Thr Val Ser Ser Lys Glu Arg Asn Leu Thr Leu Arg Pro Ala Gly Pro
180 185 190

Glu His Ser Gly Leu Tyr Ser Cys Cys Ala His Ser Ala Phe Gly GiIn
195 200 205

Ala Cys Ser Ser GIn Asn Phe Thr Leu Ser lle Ala Asp Glu Ser Phe
210 215 220

Ala Arg Val Val Leu Ala Pro GIn Asp Val Val Val Ala Arg Tyr Glu
225 230 235 240

Clu Ala Met Phe His Cys GIn Phe Ser Ala GIn Pro Pro Pro Ser Leu
245 250 255

GIn Trp Leu Phe Glu Asp Glu Thr Pro lle Thr Asn Arg Ser Arg Pro
260 265 270

Pro His Leu Arg Arg Ala Thr Val Phe Ala Ash Gly Ser Leu Leu Leu
275 280 285

Thr Gin Val Arg Pro Arg Asn Ala Gly lle Tyr Arg Cys lle Gly GIn
290 295 300

Gly GIn Arg Gly Pro Pro lle lle Leu Glu Ala Thr Leu His Leu Ala
305 310 315 320

Glu lle Glu Asp Met Prc Leu Phe Glu Pro Arg Val Phe Thr Ala Gly
325 330 335

Ser Glu Glu Arg Val Thr Cys Leu Pro Pro Lys Gly Leu Pro Glu Pro
340 345 350

Ser Val Trp Trp Glu His Ala Gly Val Arg Leu Pro Thr His Gly Arg
355 360 365

Val Tyr GIn Lys Gly His Glu Leu Val Leu Ala Asn lle Ala Glu Ser
370 375 380

Asp Ala Gly Val Tyr Thr Cys His Ala Ala Asn Leu Ala Gly GIn Arg
385 390 395 400

Arg Gln Asp Val Asn lle Thr Val Ala Thr Val Pro Ser Trp Leu Lys
405 410 415
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Lys Pro GIn Asp Ser GIn Leu Glu Glu Gly Lys Pro Giy Tyr Leu Asp
420 425 430

Cys Leu Thr GIn Ala Thr Pro Lys Pro Thr Val Val Trp Tyr Arg Asn
435 440 445

Gln Met Leu lle Ser Glu Asp Ser Arg Phe Glu Val Phe Lys Asn Gly
450 455 460

Thr Leu Arg lle Asn Ser Val Glu Val Tyr Asp Gly Thr Trp Tyr Arg
465 470 475 480

Cys Met Ser Ser Thr Pro Ala Gly Ser lle Glu Ala GIn Ala Arg Val
485 490 495

GlIn Val Leu Asp Gly Ser Ser Leu Pro Giu Trp Val Thr Asp Asn Ala
500 505 510

Gly Thr Leu His Phe Ala Arg Val Thr Arg Asp Asp Ala Gly Asn Tyr
515 520 525

Thr Cys lle Ala Ser Asn Gly Pro GIn Gly GIn lle Arg Ala His Val
530 535 540

Gin Leu Thr Val Ala Val Phe lle Thr Phe Lys Val Glu Pro Glu Arg
545 550 555 560

Thr Thr Val Tyr Gin Gly His Thr Ala Leu Leu Gin Cys Glu Ala Gin
565 570 575

Gly Asp Pro Lys Pro Leu lle GIn Trp Lys Gly Lys Asp Arg lle Leu
580 585 590

Asp Pro Thr Lys Leu Gly Pro Arg Met His lle Phe GIn Asn Gly Ser
595 600 605

Leu Val lle His Asp Val Ala Pro Glu Asp Ser Gly Arg Tyr Thr Cys
610 615 620

lle Ala Gly Asn Ser Cys Asn lle Lys His Thr Glu Ala Pro Leu Tyr
625 630 635 640

Val Val Asp Lys Pro Val Pro Glu Glu Ser Glu Gly Pro Gly Ser Pro
645 650 655

Pro Pro Tyr Lys Met lle Gln Thr lle Gly Leu Ser Val Gly Ala Ala
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660 665 670

Val Ala Tyr lle lle Ala Val Leu Gly Leu Met Phe Tyr Cys Lys Lys
675 680 685

Arg Cys Lys Ala Lys Arg Leu GIn Lys GIn Pro Glu Gly Glu Glu Pro
690 695 700

Glu Met Glu Cys Leu Asn Gly Gly Pro Leu GIn Asn Gly GIn Pro Ser
705 710 715 720

Ala Glu lle GIn Glu Glu Val Ala Leu Thr Ser Leu Gly Ser Gly Pro
725 730 735

Ala Ala Thr Asn Lys Arg His Ser Thr Ser Asp Lys Met His Phe Pro
740 745 750

Arg Ser Ser Leu GIn Pro lle Thr Thr Leu Gly Lys Ser Giu Phe Gly
755 760 765

Glu Val Phe Leu Ala Lys Ala GIn Gly Leu Glu Glu Gly Val Ala Glu
770 775 780

Thr Leu Val Leu Val Lys Ser Leu GIn Ser Lys Asp Glu GIn Gin Gin
785 790 795 800

Leu Asp Phe Arg Arg Glu Leu Glu Met Phe Gly Lys Leu Asn His Ala
805 810 815

Asn Val Val Arg Leu Leu Gly Leu Cys Arg Glu Ala Glu Pro His Tyr
820 825 830

Met Val Leu Glu Tyr Val Asp Leu Gly Asp Leu Lys GIn Phe Leu Arg
835 840 845

lle Ser Lys Ser Lys Asp Glu Lys Leu Lys Ser GIn Pro Leu Ser Thr
850 855 860

Lys GIn Lys Val Ala Leu Cys Thr GIn Val Ala Leu Gly Met Glu His
865 870 875 880

Leu Ser Asn Asn Arg Phe Val His Lys Asp Leu Ala Ala Arg Asn Cys
885 890 895

Leu Val Ser Ala GIn Arg Gln Val Lys Val Ser Ala Leu Gly Leu Ser
900 905 910
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Lys Asp Val Tyr Asn Ser Glu Tyr Tyr His Phe Arg Gin Ala Trp Val
915 920 925

Pro Leu Arg Trp Met Ser Pro Glu Ala ile Leu Glu Gly Asp Phe Ser
930 935 940

Thr Lys Ser Asp Val Trp Ala Phe Gly Val Leu Met Trp Glu Val Phe
945 950 955 960

Thr His Gly Glu Met Pro His Gly Gly GIn Ala Asp Asp Glu Val Leu
965 970 975

Ala Asp Leu GIn Ala Gly Lys Ala Arg Leu Pro Gin Pro Glu Gly Cys
980 985 990

Pro Ser Lys Leu Tyr Arg Leu Met Gin Arg Cys Trp Ala Leu Ser Pro
995 1000 1005

Lys Asp Arg Pro Ser Phe Ser Glu lle Ala Ser Ala Leu Gly Asp
1010 1015 1020

Ser Thr Val Asp Ser Lys Pro
1025 1030

<210> 6

<211> 940

<212> PRT

<213> Homo sapiens

<400> 6
Met Gly Ala Ala Arg Gly Ser Pro Ala Arg Pro Arg Arg Leu Pro Leu
1 5 10 156

Leu Ser Val Leu Leu Leu Pro Leu Leu Gly Gly Thr GIn Thr Ala lle
20 25 30

Val Phe lle Lys Gln Pro Ser Ser Gln Asp Ala Leu GIn Gly Arg Arg
35 40 45

Ala Leu Leu Arg Cys Glu Val Glu Ala Pro Gly Pro Val His Val Tyr
50 55 60

Trp Leu Leu Asp Gly Ala Pro Val GIn Asp Thr Glu Arg Arg Phe Ala
65 70 75 80

GIn Gly Ser Ser Leu Ser Phe Ala Ala Val Asp Arg Leu Gin Asp Ser
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85 90 95

Gly Thr Phe GIn Cys Val Ala Arg Asp Asp Val Thr Gly Glu Glu Ala
100 105 110

Arg Ser Ala Asn Ala Ser Phe Asn lle Lys Trp Ile Glu Ala Gly Pro
115 120 125

Val Val Leu Lys His Pro Ala Ser Glu Ala Glu lle GIn Pro GIn Thr
130 135 140

GIn Val Thr Leu Arg Cys His lle Asp Gly His Pro Arg Pro Thr Tyr
145 150 155 160

GIn Trp Phe Arg Asp Gly Thr Pro Leu Ser Asp Gly GIn Ser Asn His
165 170 175

Thr Val Ser Ser Lys Glu Arg Asn Leu Thr Leu Arg Pro Ala Gly Pro
180 185 190

Glu His Ser Gly Leu Tyr Ser Cys Cys Ala His Ser Ala Phe Gly Gin
195 200 205

Ala Cys Ser Ser GIn Asn Phe Thr Leu Ser lle Ala Asp Glu Ser Phe
210 215 220

Ala Arg Val Val Leu Ala Pro GIn Asp Val Val Val Ala Arg Tyr Glu
225 230 235 240

Glu Ala Met Phe His Cys GIn Phe Ser Ala Gin Pro Pro Pro Ser Leu
245 250 255

GIn Trp Leu Phe Glu Asp Glu Thr Pro lle Thr Asn Arg Ser Arg Pro
260 265 270

Pro His Leu Arg Arg Ala Thr Val Phe Ala Asn Gly Ser Leu Leu Leu
275 280 285

Thr GIn Val Arg Pro Arg Asn Ala Gly lle Tyr Arg Cys lle Gly GIn
290 295 300

Gly GiIn Arg Gly Pro Pro lle lle Leu Glu Ala Thr Leu His Leu Ala
305 310 315 320

Glu lle Glu Asp Met Pro Leu Phe Glu Pro Arg Val Phe Thr Ala Gly
325 330 335
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Ser Glu Glu Arg Val Thr Cys Leu Pro Pro Lys Gly Leu Pro Giu Pro
340 345 350

Ser Val Trp Trp Glu His Ala Gly Val Arg Leu Pro Thr His Gly Arg
355 360 365

Val Tyr Gin Lys Gly His Glu Leu Val Leu Ala Asn ile Ala Glu Ser
370 375 380

Asp Ala Gly Val Tyr Thr Cys His Ala Ala Asn Leu Ala Gly GIn Arg
385 390 395 400

Arg Gln Asp Val Asn lle Thr Val Ala Asn Gly Ser Ser Leu Pro Glu
405 410 415

Trp Val Thr Asp Asn Ala Gly Thr Leu His Phe Ala Arg Val Thr Arg
420 425 430

Asp Asp Ala Gly Asn Tyr Thr Cys lle Ala Ser Asn Gly Pro Gin Gly
435 440 445

Gin lle Arg Ala His Val GIn Leu Thr Val Ala Val Phe lle Thr Phe
450 455 460

Lys Val Giu Pro Glu Arg Thr Thr Val Tyr GIn Gly His Thr Ala Leu
465 470 475 480

Leu GIn Cys Glu Ala GIn Gly Asp Pro Lys Pro Leu lle Gin Trp Lys
485 490 495

Gly Lys Asp Arg lle Leu Asp Pro Thr Lys Leu Gly Pro Arg Met His
500 505 510

lle Phe GIn Asn Gly Ser Leu Val lle His Asp Val Ala Pro Glu Asp
515 520 525

Ser Gly Arg Tyr Thr Cys lle Ala Gly Asn Ser Cys Asn lle Lys His
530 535 540

Thr Glu Ala Pro Leu Tyr Val Val Asp Lys Pro Val Pro Glu Glu Ser
545 550 555 560

Glu Gly Pro Gly Ser Pro Pro Pro Tyr Lys Met lle GIn Thr lle Gly
565 570 575
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Leu Ser Val Gly Ala Ala Val Ala Tyr lle ile Ala Val Leu Gly Leu
580 585 590

Met Phe Tyr Cys Lys Lys Arg Cys Lys Ala Lys Arg Leu GIn Lys Gin
595 600 605

Pro Glu Gly Glu Glu Pro Glu Met Glu Cys Leu Asn Gly Gly Pro Leu
610 615 620

GIn Asn Gly GIn Pro Ser Ala Glu lle Gin Glu Glu Val Ala Leu Thr
625 630 635 640

Ser Leu Gly Ser Gly Pro Ala Ala Thr Asn Lys Arg His Ser Thr Ser
645 650 655

Asp Lys Met His Phe Pro Arg Ser Ser Leu GIn Pro lle Thr Thr Leu
660 665 670

Gly Lys Ser Glu Phe Gly Glu Val Phe Leu Ala Lys Ala Gin Gly Leu
675 680 685

Glu Glu Gly Val Ala Glu Thr Leu Val Leu Val Lys Ser Leu GIn Ser
690 695 700

Lys Asp Glu GIn GIn GIn Leu Asp Phe Arg Arg Glu Leu Glu Met Phe
705 710 715 720

Gly Lys Leu Asn His Ala Asnh Val Val Arg Leu Leu Gly Leu Cys Arg
725 730 735

Glu Ala Glu Pro His Tyr Met Val Leu Glu Tyr Val Asp Leu Gly Asp
740 745 750

Leu Lys Gln Phe Leu Arg lle Ser Lys Ser Lys Asp Glu Lys L.eu Lys
755 760 765

Ser GIn Pro Leu Ser Thr Lys Gin Lys Val Ala Leu Cys Thr Gin Val
770 775 780

Ala Leu Gly Met Glu His Leu Ser Asn Asn Arg Phe Val His Lys Asp
785 790 795 800

Leu Ala Ala Arg Asn Cys Leu Val Ser Ala Gin Arg Gin Val Lys Val
805 810 815
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Ser Ala Leu Gly Leu Ser Lys Asp Val Tyr Asn Ser Glu Tyr Tyr His
820 825 830

Phe Arg GIn Ala Trp Val Pro Leu Arg Trp Met Ser Pro GluAla lle
835 840 845

Leu Glu Gly Asp Phe Ser Thr Lys Ser Asp Val Trp Ala Phe Gly Val
850 855 860

Leu Met Trp Glu Val Phe Thr His Gly Glu Met Pro His Gly Gly Gin
865 870 875 880

Ala Asp Asp Glu Val Leu Ala Asp Leu GIn Ala Gly Lys Ala Arg Leu
885 890 895

Pro GIn Pro Glu Gly Cys Pro Ser Lys Leu Tyr Arg Leu Met GIn Arg
900 905 910

Cys Trp Ala Leu Ser Pro Lys Asp Arg Pro Ser Phe Ser Glu lle Ala
915 920 925

Ser Ala Leu Gly Asp Ser Thr Val Asp Ser Lys Pro
930 935 940

<210>7

<211>6

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
6xHis tag”

<400> 7
His His His His His His
1 5

<210> 8

<211> 8

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
8xHis tag"

<400> 8
His His His His His His His His
1 5
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<210> 9

<211> 23

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
primer"

<400>9
gecattgtct tcatcaagcea goe 23

<210> 10

<211> 23

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
primer”

<400> 10
ctggatcatc ttgtaggggg gag 23

<210> 11

<211> 8

<212> PRT
<213> Unknown

<220>
<221> source
<223> /note="Description of Unknown: motif peptide"

<220>

<221> MOD_RES
<222> (2)..(2)

<223> Any amino acid

<220>

<221> MOD_RES
<222> (4)..(4)

<223> Any amino acid

<220>

<221> MOD_RES
<222> (7)..(7)

<223> Any amino acid

<400> 11
Gly Xaa Gly Xaa Phe Gly Xaa Val
1 5

<210> 12
<211> 8

Page 26




112304PCT
<212> PRT
<213> Unknown

<220>
<221> source
<223> /note="Description of Unknown: motif peptide"”

<220>

<221> MOD_RES
<222> (5)..(T)

<223> Any amino acid

<400> 12
His Arg Asp Leu Xaa Xaa Xaa Asn
1 5

<210> 13
<211>7

<212> PRT
<213> Unknown

<220>

<221> source
<223> /note="Description of Unknown: motif peptide"

<220>

<221> MOD_RES
<222> (6)..(6)

<223> Any amino acid
<400> 13

Ser Asp Val Trp Ser Xaa Gly
1 5

<210> 14

<400> 14

000

<210> 15

<400> 15

000

<210> 16

<400> 16

000

<210> 17

<400> 17
000
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<210> 18

<400> 18
000

<210> 19

<400> 19
000

<210> 20
<211> 112
<212> PRT
<213> Mus sp.

<400> 20
Asp lle Val Leu Thr GIn Ser Pro Ala Ser Leu Ala Val Ser Leu Gly
1 5 10 15

GIn Arg Ala Thr lle Ser Cys Arg Ala Ser Glu Ser Val Asp Ser Phe
20 25 30

Gly Asn Ser Phe Met His Trp Tyr GIn GIn Lys Pro Gly GIn Pro Pro
35 40 45

Lys Leu Leu lle Tyr Ala Ala Ser Asn Leu Gly Ser Gly Val Pro Ala
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Ser Leu Asn lle His
65 70 75 80

Pro Val Glu Glu Asp Asp Ser Ala Met Tyr Phe Cys Gln Gln Ser Lys
85 90 95

Glu Val Pro Arg Thr Phe Gly Gly Gly Ser Arg Leu Glu lle Lys Arg
100 105 110

<210> 21
<211> 113
<212> PRT
<213> Mus sp.

<400> 21

Gin Val GIn Met GlIn GIn Ser Gly Ala Glu Leu Met Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Thr Gly Tyr Thr Phe Thr Gly Tyr
20 25 30
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Trp lle Glu Trp Val Lys GIn Arg Pro Gly His Gly Leu Glu Trp lie
35 40 45

Gly Glu lle Leu Pro Gly Ser Gly Arg Ser Asn Ser Asn Glu Lys Phe
50 55 60

Lys Gly Lys Ala Thr Phe Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr
65 70 75 80

Met GIn Leu Ser Ser Leu Thr Thr Glu Asp Ser Ala lle Tyr Tyr Cys
85 90 95

Ala Arg Gly Lys Leu Ser Trp Gly GIn Gly Thr Leu Val Thr Val Ser
100 105 110

Ala

<210> 22
<211> 108
<212> PRT
<213> Mus sp.

<400> 22
Asp lle Val Met Thr GIn Ser GIn Lys Phe Met Ser Thr Ser Val Gly
1 5 10 15

Asp Arg Val Asn Val Thr Cys Lys Ala Ser GIn Asn Vai Gly Thr Asn
20 25 30

Val Val Trp Tyr GIn GiIn Lys Thr Gly GIn Ser Pro Lys Ala Leu lle
35 40 45

His Ser Ala Ser Tyr Arg Tyr Ser Gly Val Pro Asp Arg Phe Thr Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Leu Ser Asn Val GIn Ser
65 70 75 80

Glu Asp Leu Ala Glu Tyr Phe Cys GlIn His Tyr Asn Ser Phe Pro Tyr
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu lle Lys Arg
100 105

<210> 23
<211> 115
<212> PRT
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<213> Mus sp.

<400> 23
GIn Val GIn Leu GIn GIn Ser Gly Ala Glu Leu Val Arg Pro Gly Val
1 5 10 15

Ser Val Lys lle Ser Cys Lys Gly Ser Gly Tyr Arg Phe Thr Asp Tyr
20 25 30

Pro lle His Trp Val Lys GIn Ser His Ala Lys Ser Leu Glu Trp lle
35 40 45

Gly lle lle Ser Thr Tyr Tyr Gly Asp Val Thr Asn Asn Pro Lys Phe
50 55 60

Arg Gly Lys Ala Thr Met Thr Val Asp Lys Ser Ser Thr Thr Ala Tyr
65 70 75 80

Met Glu Leu Ala Arg Leu Thr Ser Glu Asp Ser Ala lle Tyr Tyr Cys
85 90 95

Ala Arg Asn Asp Leu Phe Ala Tyr Trp Gly GIn Gly Thr Leu Val Thr
100 105 110

Val Ser Ala
115

<210> 24
<211> 94
<212> PRT
<213> Mus sp.

<400> 24

Leu Gly Gly Arg Val Thr lle Thr Cys Lys Ala Ser Asp His lle Asn
1 5 10 15

Asn Trp Leu Ala Trp Tyr GIn GIn Lys Pro Gly Asn Ala Pro Arg Leu
20 25 30

Leu lle Ser Gly Ala Thr Thr Leu Glu Thr Gly Val Pro Ser Arg Phe
35 40 45

Ser Gly Ser Gly Ser Gly Lys Asp Tyr Thr Leu Ser lle Thr Ser Leu
50 55 60

GIn Thr Glu Asp Val Ala Thr Tyr Tyr Cys GIn GIn Tyr Trp Ser lle
65 70 75 80

Page 30




112304PCT
Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu lle Lys Arg
85 90

<210> 25
<211>123
<212> PRT
<213> Mus sp.

<400> 25
Ser Asp Val GIn Leu GlIn Glu Ser Gly Pro Gly Leu Val Lys Pro Ser
1 5 10 15

Gin Ser Leu Ser Leu Thr Cys Thr Val Thr Gly Tyr Ser lle Thr Ser
20 25 30

Asp Tyr Ala Trp Asn Trp lle Arg GIn Phe Pro Gly Asn Lys Leu Glu
3 40 45

Trp Met Val Ser Tyr Ser Gly Tyr Thr Asn Tyr Asn Pro Ser Leu Lys
50 55 60

Ser Arg lle Ser lle Thr Arg Asp Thr Ser Lys Asn Gin Phe Phe Leu
65 70 75 80

Gin Leu lle Ser Val Thr Thr Glu Asp Thr Ala Thr Tyr Tyr Cys Ala
85 90 95

Arg Gly Asp Ala Tyr Asp Val Arg Arg Ser Thr Tyr Tyr Phe Asp Tyr
100 105 110

Trp Gly GIn Gly Thr Thr Leu Thr Val Ser Ser
115 120

<210> 26
<211> 108
<212> PRT
<213> Mus sp.

<400> 26
Asp lle Val Leu Thr GIn Ser Pro Ala Thr Leu Ser Val Thr Pro Gly
1 5 10 15

Asp Ser Val Ser Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Asn Asn
20 25 30

Leu His Trp Tyr Gin GIn Lys Ser His Ala Ser Pro Arg Leu Leu lle
35 40 45

Lys Tyr Ala Ser GIn Ser lle Ser Gly lle Pro Ser Arg Phe Ser Gly
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50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser lle Asn Ser Val Glu Thr
65 70 75 80

Glu Asp Phe Gly Met Tyr Phe Cys GIn Gin Ser Tyr Ser Trp Pro Arg
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu lle Lys Arg
100 105

<210> 27
<211> 114
<212> PRT
<213> Mus sp.

<400> 27
GIn Leu Glu Glu Ser Gly Ala Glu Leu Met Gin Pro Gly Ala Ser Val
1 5 10 15

Lys Val Ser Cys Lys Ala Thr Leu Glu Glu Gly Tyr Thr Phe Thr Val
20 25 30

Tyr Trp lle Glu Trp Val Lys GIn Arg Pro Gly His Gly Leu Glu Trp
35 40 45

lle Gly Glu lle Leu Pro Gly Ser Gly Ser Thr Asp Tyr Asn Glu Lys
50 55 60

Phe Lys Gly Lys Ala Thr Phe Thr Ala Asp Ser Ser Ser Asn Thr Ala
65 70 75 80

Tyr Met Gin Leu Ser Ser Leu Thr Thr Glu Asp Ser Ala lle Tyr Tyr
85 90 95

Cys Ala Arg Gly Lys Leu His Trp Gly Gin Gly Thr Leu Val Thr Val
100 105 110

SerAla

<210> 28
<211> 114
<212> PRT
<213> Mus sp.

<400~ 28 '
Asp lle Val Met Thr Gln Ser Pro Ser Ser Leu Ser Val Ser Ala Gly
1 5 10 15
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Glu Lys Val Thr Met Ser Cys Lys Ser Ser GIn Ser Leu Leu Asn Gly
20 25 30

Gly Asn GIn Gin Asn Ser Leu Ala Trp Tyr GIn GIn Lys Pro Gly Gin
35 40 45

Pro Pro Lys Leu Leu lle Tyr Gly Ala Ser Thr Arg Glu Ser Gly Val
50 55 60

Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Ala L.eu Thr
65 70 75 80

lle Ser Ser Val GIn Ala Glu Asp Leu Ala Val Tyr Tyr Cys GIn Asn
85 90 95

Asp His Thr Tyr Pro Tyr Thr Phe Gly Gly Gly Thr Glu Leu Glu lle
100 105 110

Lys Arg

<210> 29
<211> 118
<212> PRT
<213> Mus sp.

<400> 29
Glu Val Lys Leu Leu Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Gly
1 5 10 15

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Asp Phe Ser Lys Asp
20 25 30

Trp Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp lle
35 40 45

Gly Glu lle Asn Pro Asp Ser Arg Thr lle Asn Tyr Ala Pro Ser Leu
50 55 60

Lys Asp Lys Phe lle lle Ser Arg Glu Asn Ala Lys Asn Thr Leu Tyr
65 70 75 80

Leu GIn Met Ser Lys Val Arg Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Trp Asp Tyr Asp Gly Gly Met Asp Tyr Trp Gly Gln Gly Thr
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100 105 110

Ser Val Thr Val Ser Ser
115

<210> 30
<211> 116
<212> PRT
<213> Mus sp.

<400> 30
Asp lle GIn Met Thr GIn Ser Pro Ala Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Glu Thr Val Thr lle Thr Cys Arg Thr Ser Glu Asn lle Tyr Ser Tyr
20 25 30

Leu Ala Trp Tyr GIn GIn Lys Gin Leu Ala Trp Tyr GIn GIn Lys GIn
35 40 45

Gly Lys Ser Pro GIn Leu Leu Val His Asn Ala Asn Thr Leu Ala Glu
50 55 60

Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr GIn Phe Ser
65 70 75 80

Leu Arg lle Asn Ser Leu GIn Pro Glu Asp Phe Gly Ser Tyr Tyr Cys
85 90 95

GIn His His Tyr Gly lle Pro Phe Thr Phe Gly Gly Gly Thr Lys Leu
100 105 110

Glu Val Glu Arg
115

<210> 31
<211> 118
<212> PRT
<213> Mus sp.

<400> 31
Glu Val Lys Leu Leu Glu Ser Gly Gly Cly Leu Val Gin Pro Gly Gly
1 5 10 15

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Asp Phe Ser Arg Tyr
20 25 30

Trp Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp ile
35 40 45
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Gly Glu lle Asn Pro Asp Ser Ser Thr lle Asn Tyr Thr Pro Ser Leu
50 55 60

Lys Asp Lys Phe lle lle Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gin Met Ser Lys Val Arg Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Pro Gly Tyr Gly Asn Leu Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ala
115

<210> 32
<211> 111
<212> PRT
<213> Mus sp.

<400> 32
Asp lle Val Leu Thr GIn Ser Pro Ala Ser Leu Ala Val Ser Leu Gly
1 5 10 15

GIn Arg Ala Thr Val Phe Cys Arg Ala Ser GIn Thr Val Asp Tyr Asn
20 25 30

Gly Met Ser Tyr Met His Trp Phe Gin GIn Lys Pro Gly GIn Pro Pro
35 40 45

Lys Leu Leu lle Tyr Ala Ala Ser Asn Leu Asp Ser Gly lle Pro Ala
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Asn lle His
65 70 75 80

Pro Val Glu Glu Glu Asp Ala Ala Thr Tyr Tyr Cys Gln GIn Cys lle
85 90 95

Glu Asp Pro Leu Thr Phe Gly Ala Gly Thr Met Leu Glu Val Lys
100 105 110

<210> 33
<211> 122
<212> PRT
<213> Mus sp.
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<400> 33
Glu Val GlIn Leu GIn GIn Ser Gly Pro Glu Leu Val Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Val lle His Trp Val Lys GIn Lys Pro Gly GIn Gly Leu Glu Trp lle
35 40 45

Gly Tyr lle lie Asn Pro Phe Ser Asp Gly Thr Lys Phe Thr Glu Lys
50 55 60

Phe Lys Gly Lys Ala Ser Leu Thr Ser Asp Lys Ser Ser Ser Thr Ala
65 70 75 80

Tyr Met Glu Leu Asn Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr
85 90 95

Cys Ala Arg Arg Gly Pro Tyr Tyr Tyr Gly Thr Ala Met Asp Tyr Trp
100 105 110

Gly Gln Gly Thr Ser Val Thr Val Ser Ser
115 120

<210> 34
<211> 107
<212> PRT
<213> Mus sp.

<400> 34
Asp lle GIn Met Thr GIn Ser Pro Ala Ser Leu Ser Val Ser Val Gly
1 5 10 15

Glu Thr Val Thr lle Thr Cys Arg Ala Ser Glu Asn lle Tyr Ser Asn
20 25 30

Leu Ala Trp Tyr GIn GiIn Lys GlIn Gly Lys Ser Pro Gin Leu Leu Val
35 40 45

Asn Ala Ala Thr Asn Leu Ala Asp Gly Val Ser Ser Arg Phe Arg Gly
50 55 60

Ser Gly Ser Gly Thr GIn Tyr Ser Leu Lys ile Asn Ser Leu GIn Ser
65 70 75 80

Glu Asp Phe Gly Ser Tyr Tyr Cys Gin His Phe Trp lle Thr Pro Phe
85 90 95
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Thr Phe Gly Ser Gly Thr Lys Leu Glu Arg Lys
100 105

<210> 35
<211> 122
<212> PRT
<213> Mus sp.

<400> 35
GlIn Val GlIn Leu GIn GIn Ser Gly Ala Glu Leu Giy Arg Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Asp Ser Gly Tyr Thr lle Thr lle Tyr
20 25 30

Trp Met Gin Trp Val Lys Gin Arg Pro Gly Gin Gly Leu Glu Trp lle
35 40 45

Gly Ala lle Tyr Pro Gly Asp Gly Asp Thr Arg Tyr Pro GIn Lys Phe
50 55 60

Lys Gly Lys Ser Thr Leu Ser Ala Asp Lys Ser Ser Asn Thr Ala Ser
65 70 75 80

Met His Leu Ser Ser Leu Ala Ser Asp Asp Ser Ala Val Tyr Tyr Cys
85 90 95

Ser Arg Gly Gly Ser Thr Asn Tyr Asp Tyr Asp Gly Phe Ala Tyr Trp
100 105 110

Gly GIn Gly Thr Leu Val Thr Val Ser Ala
115 120

<210> 36
<211> 111
<212> PRT
<213> Mus sp.

<400> 36

Asp lle Val Leu Thr GIn Ser Pro Ala Ser Leu Ala Val Ser Leu Gly
1 5 10 15

GIn Arg Ala Thr lle Ser Cys Arg Ala Ser Glu Ser Val Asp Asn Tyr
20 25 30

Gly lle Ser Phe Met His Trp Phe Gin Gin Lys Pro Gly Gln Pro Pro
35 40 45
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Lys Leu Leu lle Tyr Ala Ala Ser Asn Leu Gly Ser Gly Val Pro Ala
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Ser Leu Asn lle His
65 70 75 80

Pro Leu Glu Glu Ala Asp Thr Ala Met Tyr Phe Cys GIn GIn Ser Lys
85 90 95

Glu Val Pro Arg Thr Phe Gly Gly Gly Thr Lys Leu Glu lle Lys
100 105 110

<210> 37
<211> 113
<212> PRT
<213> Mus sp.

<400> 37
GIn Val Gin Leu GIn GIn Ser Gly Ala Glu Leu Met Lys Pro Gly Ala
1 5 10 15

Ser Val Lys lle Ser Cys Lys Ala Thr Gly Tyr Thr Phe Ser Asn Tyr
20 25 30

Trp lle Glu Trp Val Lys GIn Arg Pro Gly His Gly Leu Glu Trp lle
35 40 45

Gly Glu lle Leu Pro Gly Arg Gly Ser Thr Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Gly Lys Ala Thr Phe Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr
65 70 75 80

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Lys GIn Tyr Trp Gly GIn Gly Thr Thr Leu Thr Val Ser
100 105 110

Ser

<210> 38
<211> 108
<212> PRT
<213> Mus sp.

<400> 38
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Ser lle Val Leu Thr GlIn Ser Leu Lys Phe Leu Leu Val Ser Ala Gly
1 5 10 15

Asp Arg Val Thr Met Thr Cys Lys Ala Ser GIn Ser Val Thr Asn Asp
20 25 30

Val Ala Trp Tyr Gln GIn Lys Pro Gly GIn Ser Pro Lys Leu Leu lle
35 40 45

Tyr Tyr Ala Ser Lys His Tyr Thr Gly Val Pro Asp Arg Phe Thr Gly
50 55 60

Ser Gly Tyr Gly Thr Asp Phe Thr Phe Thr lle Ser Thr Vai Gin Ala
65 70 75 80

Glu Asp Leu Ala Val Tyr Phe Cys GIn GIn Asp Tyr Ser Ser Pro Tyr
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu lle Lys Arg
100 105

<210> 39
<211> 120
<212> PRT
<213> Mus sp.

<400> 39

Gin Val GIn Leu GIn GIn Pro Gly Ala Glu Leu Val Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Lys GIn Arg Pro Gly Gin Gly Leu Glu Trp lle
35 40 45

Gly Glu lle Asn Pro Ser Asn Gly Arg Ser Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Ser Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr
65 70 75 80

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys
85 a0 95

Ala His Tyr Tyr Asp Gly Ser Tyr Gly Phe Phe Asp Tyr Trp Gly Gln
100 105 110
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Gly Thr Thr Leu Thr Val Ser Ser
115 120

<210> 40
<211> 11
<212> PRT
<213> Mus sp.

<400> 40
Asp lle Val Leu Thr GIn Ser Pro Ala Ser Leu Ala Val Ser Leu Gy
1 5 10 15

GIn Arg Ala Thr lle Ser Cys Arg Ala Ser GIn Ser Val Ser Thr Ser
20 25 30

Thr Ser lle Tyr Met His Trp Tyr Gin GIn Lys Pro Gly GIn Pro Pro
35 40 45

Lys Leu Leu lle Lys Tyr Ala Ser Asn Leu Glu Ser Gly Val Pro Ala
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Glu lle Thr Leu Asn lle His
65 70 75 80

Pro Val Glu Glu Glu Asp Thr Ala Thr Tyr Tyr Cys GIn His Ser Trp
85 90 95

Glu lle Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu lle Lys
100 105 110

<210> 41
<211> 118
<212> PRT
<213> Mus sp.

<400> 41

Glu Val Lys Leu Leu Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Gly
1 5 10 15

Ser Leu Lys Val Ser Cys Thr Ala Ser Gly Phe Asp Phe Ser Arg Tyr
20 25 30

Trp Met Ser Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp lle
35 40 45

Gly Glu lle Asn Pro Asp Ser Ser Thr lle Asn Tyr Thr Pro Ser Leu
50 55 60
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Lys Asp Lys Phe lle lle Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr
65 70 75 80

Leu GIn Met Ser Lys Val Arg Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Pro Gly Tyr Gly Asn Leu Phe Val Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ser
115

<210> 42
<211> 114
<212> PRT
<213> Mus sp.

<400> 42
Asp ile Val Met Thr Gin Ser Pro Ser Ser Leu Ser Val Ser Ala Gly
1 5 10 15

Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gln Ser Leu Leu Asn Ser
20 25 30

Gly Asn Pro Lys Asn Tyr Leu Ala Trp Tyr Gln Gin Lys Pro Gly Gin
35 40 45

Pro Pro Lys Leu Leu lle Tyr Gly Ala Ser Thr Arg Gly Ser Gly Val
50 55 60

Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80

lle Ser Ser Val Gin Ala Glu Asp Leu Ala Val Tyr Tyr Cys GIn Asn
85 90 95

Asp His Thr Phe Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu lle
100 105 110

Lys Arg

<210>43
<211> 116
<212> PRT
<213> Mus sp.

<400> 43
Glu Val Lys Leu Leu Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Gly
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1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Asp Phe Ser Lys Asp
20 25 30

Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp lle
35 40 45

Gly Glu lle Asn Pro Asp Ser Ser Thr lle Asn Tyr Ala Pro Ala Leu
50 55 60

Lys Asp Lys Phe lle lle Ser Arg Glu Asn Ala Lys Asn Thr Leu Tyr
65 70 75 80

Leu GIn Met Asn Lys Val Arg Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Trp Ser Thr Gly Leu Asp Tyr Trp Gly Gin Gly Thr Thr Leu
100 105 110

Thr Val Ser Ser
115

<210> 44
<211> 107
<212> PRT
<213> Mus sp.

<400> 44

Asp lle Gin Met Thr GIn Thr Pro Ser Ser Leu Ser Ala Ser Leu Gly
1 5 10 15

Asp Arg Val Thr lle Asn Cys Arg Ala Ser GIn Gly Leu Ser Asn Tyr
20 25 30

Leu Asn Trp Tyr Gln Gin Lys Pro Asp Gly Thr Val Lys Leu Leu lle
35 40 45

Tyr Tyr Ala Ser lle Leu His Ser Gly Val Pro Ser Arg Phe Thr Gly
50 55 60

Ser Gly Ser Gly Thr Asp Tyr Ser Leu Thr lle Ser Thr Leu Glu GIn
65 70 75 80

Glu Asp lle Gly Thr Tyr Phe Cys GIn GIn Gly Asn Thr Leu Pro Trp
85 90 95
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Thr Phe Gly Gly Gly Thr Lys Leu Glu lle Lys
100 105

<210> 45
<211> 116
<212> PRT
<213> Mus sp.

<400> 45
GIn Val GIn Leu Gin GIn Ser Gly Pro Glu Leu Val Lys Pro Gly Ala
1 5 10 15

Ser Val Lys lle Ser Cys Lys Ala Ser Gly Tyr Pro Phe Ser Thr Ser
20 25 30

Trp Met Asn Trp Vai Lys Gin Arg Pro Gly Lys Gly Leu Glu Trp lie
35 40 45

Gly Arg lle Tyr Leu Gly Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe
50 55 60

Thr Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Val Tyr
65 70 75 80

Met GIn Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys
85 90 95

Ala Arg Trp Arg Gly Asp Tyr Asp Tyr Trp Gly Gln Gly Thr Thr Leu
100 105 110

Thr Val Ser Ser
115

<210> 46
<211> 113
<212> PRT
<213> Mus sp.

<400> 46
Asp lle Val Met Ser GIn Ser Pro Ser Ser Leu Ala Val Ser Val Gly
1 5 10 15

Glu Lys Val Thr Leu Ser Cys Lys Ser Ser Gin Ser Leu Leu Tyr Ser
20 25 30

Ser Thr GIn Asn Asn Tyr Leu Ala Trp Tyr GIn GIn Thr Pro Gly GIn
35 40 5

Ser Pro Lys Leu Leu lle Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
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50 55 60

Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80

lle Ser Ser Val Lys Ala Glu Asp Leu Ala Val Tyr Tyr Cys Gin GIn
85 90 95

Tyr Tyr Ser Tyr Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu lle
10 105 110

Lys

<210> 47
<211> 118
<212> PRT
<213> Mus sp.

<400> 47
Ser Asp Val GIn Leu GIn Glu Ser Gly Pro Gly Leu Val Lys Pro Ser
1 5 10 15

Gin Thr Leu Ser Leu Thr Cys Ser Val Pro Asp Tyr Ser lle Thr Ser
20 25 30

Asp Tyr His Trp His Trp lle Arg Gin Phe Pro Gly Asn Lys Leu Glu
35 40 45

Trp Met Gly Tyr lle Ser Ser Arg Gly Ser Thr Asn Tyr Asn Pro Ser
50 55 60

Leu Lys Asn Arg lle Ser lle Thr His Asp Thr Ser Glu Asn GIn Phe
65 70 75 80

Phe Leu Lys Leu Thr Ser Val Thr Thr Glu Asp Ser Ala Thr Tyr Tyr
85 90 95

Cys Ala Gly Leu Ser Gln Leu Ala Leu Asp Tyr Trp Gly GIn Gly Thr
100 105 110

Thr Leu Thr Val Ser Ser
115

<210> 48
<211> 107
<212> PRT
<213> Mus sp.
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<400> 48
Asp lle Lys Met Thr GIn Ser Pro Ser Ser Met Tyr Ala Ser Leu Gly
1 5 10 15

Glu Arg Val Thr lle Thr Cys Lys Ala Ser GIn Asp lle Tyr Pro Tyr
20 25 30

Leu Asn Trp Phe Gin GIn Lys Pro Gly Lys Ser Pro Lys Thr Leu lle
35 40 45

Tyr Arg Thr Asn Arg Leu Leu Asp Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly GlIn Asp Tyr Ser Leu Thr lie Ser Ser Leu Asp Tyr
65 70 75 80

Glu Asp Met Gly lte Tyr Tyr Cys Leu GIn Tyr Asp Glu Phe Pro Leu
85 90 95

Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys
100 105

<210> 49
<211> 120
<212> PRT
<213> Mus sp.

<400> 49
GIn Val Thr Leu Lys Glu Ser Gly Pro Gly lle Leu Lys Pro Ser Gin
1 5 10 15

Thr Leu Ser Leu Thr Cys Ser Phe Ser Gly Phe Ser Leu Ser Thr Ser
20 25 30

Asn Met Gly Val Gly Trp lle Arg GIn Pro Ser Gly Lys Gly Leu Glu
35 40 45

Trp Leu Ala His lle Trp Trp Asp Asp Asp Lys Tyr Tyr Asn Pro Ser
50 55 60

Leu Lys Ser GIn Leu Thr lle Ser Lys Asp Thr Ser Arg Asn GIn Val
65 70 75 80

Phe Leu Lys lle Thr Ser Val Asp Thr Glu Asp Thr Ala Thr Tyr Tyr
85 90 95

Cys Val Arg Ser Asn Tyr Gly Tyr Ala Trp Phe Ala Tyr Trp Gly GIn
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100 105 110

Gly Thr Leu Val Thr Val Ser Ala
115 120

<210> 50
<211> 111
<212> PRT
<213> Mus sp.

<400> 50
Asp lle Val Leu Thr Gln Ser Pro Ala Ser Leu Ala Val Ser Leu Gly
1 5 10 15

GIn Arg Ala Thr lle Ser Cys Arg Ala Ser Glu Ser Val Asp Ser Tyr
20 25 30

Gly Lys Ser Phe Met His Trp Tyr GIn GIn Arg Pro Gly Gin Pro Pro
35 40 45

Lys Leu Leu lle Tyr Arg Ala Ser Asn Leu Glu Ser Gly lle Pro Ala
50 55 60

Arg Phe Ser Gly Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr lle Asn
65 70 75 80

Pro Val Glu Ala Asp Asp Val Ala Thr Tyr Tyr Cys GIn GIn Ser Asn
85 90 95

Glu Asp Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu lle Lys
100 105 110

<210> 51
<211> 119
<212> PRT
<213> Mus sp.

<400> 51
GIn Val Gin Leu GIn GIn Ser Gly Pro Glu Val Val Arg Pro Gly Val
1 5 10 15

Ser Val Lys lle Ser Cys Lys Gly Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

Ala Val His Trp Val Lys Leu Ser His Ala Lys Ser Leu Glu Trp lle
35 40 45

Gly Val lte Ser Thr Tyr Asn Asp Tyr Thr Tyr Asn Asn GIn Asp Phe
50 55 60
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Lys Gly Lys Ala Thr Met Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ala Arg Leu Thr Ser Glu Asp Ser Ala lle Tyr Tyr Cys
85 90 95

Ala Arg Gly Asn Ser Tyr Phe Tyr Ala Leu Asp Tyr Trp Gly GIn Gly
100 105 110

Thr Ser Val Thr Val Ser Ser
115

<210> 52
<211> 111
<212> PRT
<213> Mus sp.

<400> 52
Asp lle Ala Leu Thr Gln Ser Pro Ala Ser Leu Ala Val Ser Leu Gly
1 5 10 15

GlIn Arg Ala Thr ile Ser Cys Arg Ala Ser Glu Ser Val Asp Asn Ser
20 25 30

Gly lle Cys Phe Val Asn Trp Phe Gin Gin Lys Pro Gly GIn Pro Pro
35 40 45

Lys Leu Leu lle Tyr Ala Ala Ser Asn GIn Gly Ser Gly Val Pro Ala
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Ser Leu Asn lle His
65 70 75 80

Pro Met Glu Lys Asp Asp Thr Ala Met Tyr Phe Cys GIn GIn Ser Lys
85 90 95

Glu Val Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu lle Lys
100 105 110

<210> 53
<211> 121
<212> PRT
<213> Mus sp.

<400> 53

Gin Val GIn Leu GIn GIn Ser Gly Ala Glu Leu Ala Ser Pro Gly Thr
1 5 10 15
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Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Phe Tyr
20 25 30

Gly lle Ser Trp Val Lys GIn Lys Thr Gly Gln Gly Leu Glu Trp lle
35 40 45

Gly Glu lle Tyr Pro Gly Ser Tyr Asn Ala Tyr Tyr Asn Asp Lys Phe
50 55 60

Lys Gly Lys Ala Thr Leu Thr Ala Asp Arg Ser Ser Ser Thr Ala Tyr
65 70 75 80

Met GIn Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys
85 90 95

Ala Arg Asp Tyr Gly Asp Pro Tyr Tyr Tyr Ala Met Asp Tyr Trp Gly
100 105 110

Gin Gly Thr Ser Val Thr Val Ser Ser
115 120

<210> 54
<211> 111
<212> PRT
<213> Mus sp.

<400> 54
Asp lle Val Leu Thr GiIn Ser Pro Ala Ser Leu Thr Val Ser Leu Gly
1 5 10 15

GIn Arg Ala Thr lle Ser Cys Arg Ala Ser GIn Ser Val Ser Thr Ser
20 25 30

Thr Phe Asn Tyr Met Asn Trp Tyr GIn Gin Lys Leu Gly GIn Pro Pro
35 40 45

Lys Leu Leu lle Lys Tyr Ala Ser Asn Leu Glu Ser Gly Val Pro Ala
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Asn lle His
65 70 75 80

Pro Val Glu Glu Glu Asp lle Ala Thr Tyr Tyr Cys GIn His Ser Trp
85 90 95

Glu lle Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu lle Lys
100 105 110
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<210> 55
<211> 118
<212> PRT
<213> Mus sp.

<400> 55
Glu Val Lys Leu Leu Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Gly
1 5 10 15

Ser GIn Lys Leu Ser Cys Ala Ala Ser Gly Phe Asp Phe Ser Arg Tyr
20 25 30

Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp lle
35 40 45

Gly Glu lle Asn Pro Asp Ser Ser Thr Val Asn Tyr Thr Pro Ser Leu
50 55 60

Lys Asp Lys Phe lle lle Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr
65 70 75 80

Leu GIn Met Ser Lys Val Arg Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Pro Gly Tyr Gly Asn Leu Phe Val Tyr Trp Gly Gin Gly Thr
100 105 110

Leu Val Thr Val Ser Ala
115

<210> 56
<211> 113
<212> PRT
<213> Mus sp.

<400> 56

Asp lle Val LLeu Thr GIn Ala Thr Pro Ser Val Pro Val Thr Pro Gly
1 5 10 15

Glu Ser Val Ser lle Ser Cys Arg Ser Ser Lys Ser Leu Leu His Thr
20 25 30

Lys Gly Asp Thr Tyr Leu Tyr Trp Phe Leu GIn Arg Pro Gly Gin Ser
35 40 45

Pro Gin Leu Leu lle Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro
50 55 60
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Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Val Phe Thr Leu Arg lle
65 70 75 80

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met GIn His
85 20 95

Leu Glu Tyr Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu lle Lys
100 105 110

Arg

<210> 57
<211> 118
<212> PRT
<213> Mus sp.

<400> 57
Glu Val GIn Leu GIn GIn Ser Gly Ala Glu Ser Val Arg Ser Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Leu Asn lle Lys Asp Tyr
20 25 30

Tyr Met His Trp Val Asn Leu Arg Pro Glu GIn Gly Leu Glu Trp le
35 40 45

Gly Trp lle Asp Pro Glu Asn Gly Asp Thr Glu Tyr Ala Pro Glu Phe
50 55 60

GIn Gly Lys Ala Thr Met Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr
65 70 75 80

Leu GIn Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Asn Ala Cys Asn Tyr Gly Ser Ala Tyr Gly Tyr Trp Gly Gin Gly Thr
100 105 110

Thr Leu Thr Val Ser Ser
115

<210> 58
<211> 107
<212> PRT
<213> Mus sp.

<400> 58
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Glu Thr Thr Val Thr GIn Ser Pro Ala Ser Leu Ser Met Ala lle Gly
1 5 10 15

Glu Lys Val Thr lle Arg Cys ile Thr Asn Thr Asp ile Asp Asp Asp
20 25 30

Met Asn Trp Tyr GIn GIn Lys Pro Gly Glu Pro Pro Lys Leu Leu lle
35 40 45

Ser Glu Gly Asn Gly Leu Arg Pro Gly Val Pro Ser Arg Phe Ser Ser
50 55 60

Ser Gly Tyr Gly Thr Asp Phe Val Phe Thr lle Glu Asn Met Leu Ser
65 70 75 80

Glu Asp Val Ala Asp Tyr Tyr Cys Leu GIn Ser Asp Asn Leu Pro Leu
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu lle Lys
100 105

<210> 59
<211> 120
<212> PRT
<213> Mus sp.

<400> 59

Glu Val Lys Leu Leu Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Gly
1 5 10 15

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Asp Phe Ser Arg Tyr
20 25 30

Trp Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp lle
35 40 45

Gly Asp Leu Asn Pro Asp Ser Ser Ala lle Asn Tyr Thr Pro Ser Leu
50 55 60

Lys Asp Lys Phe lle lle Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr
65 70 75 80

Leu GIn Met Ser Lys Val Arg Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Thr Leu lle Thr Thr Leu Val Pro Tyr Thr Met Asp Phe Trp Gly Gin
100 105 110
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Gly Thr Ser Val Thr Val Ser Ser
115 120

<210> 60
<211> 113
<212> PRT
<213> Mus sp.

<400> 60
Asp lle Val Met Thr GIn Ser Pro Ser Ser Leu Thr Val Thr Ala Gly
1 5 10 15

Val Lys Val Thr Met Ser Cys Lys Ser Ser GIn Ser Leu Leu Asn Ser
20 25 30

Gly Asp GIn Lys Asn Cys Leu Thr Trp Tyr Gin GIn Lys Pro Gly Gin
35 40 45

Pro Pro Lys Leu Leu lle Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 55 60

Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80

lle Ser Ser Val Gln Ala Glu Asp Leu Ala Val Tyr Tyr Cys GIn Ash
85 90 95

Asp Tyr Ser Tyr Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu
100 105 110

Lys

<210> 61
<211> 120
<212> PRT
<213> Mus sp.

<400> 61

Glu lle His Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
1 5 10 15

Ser Leu Lys Val Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr
20 25 30

Ala Met Ser Trp Val Arg GIn Thr Pro Glu Lys Arg Leu Glu Trp Val
35 40 45
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Ala Thr lle Ser Gly Gly Gly Arg Tyr Thr Tyr Tyr Pro Asp Leu Val
50 55 60

Lys Gly Arg Phe Thr ile Ser Arg Asp lle Ala Arg Thr Thr Leu Tyr
65 70 75 80

Leu GIn Met Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys
85 90 95

Ala Arg Thr Ala Arg Ala Ser Asn Tyr Ala Met Asp Tyr Trp Gly Gln
100 105 110

Gly Thr Ser Val Thr Val Ser Ser
115 120

<210> 62

<211> 103

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 62
Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr lle Thr Cys Lys Ala Ser Gin Asp lle Tyr Pro Tyr
20 25 30

Leu Asn Trp Phe Gin GiIn Lys Pro Gly Lys Ala Pro Lys Thr Leu lle
35 40 45

Tyr Arg Thr Asn Arg Leu Leu Asp Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr lle Ser Ser Leu Gin Pro
65 70 75 80

Tyr Tyr Cys Leu Gln Tyr Asp Glu Phe Pro Leu Thr Phe Gly Ala Gly
85 90 95

Thr Lys Leu Glu ile Lys Arg
100

<210> 63
<211> 120
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<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 63
Gin lle Thr Leu Lys Glu Ser Gly Pro Thr Leu Val Lys Pro Thr Gin
1 5 10 15

Thr Leu Thr Leu Thr Cys Thr Phe Ser Gly Phe Ser Leu Ser Thr Ser
20 25 30

Asn Met Gly Val Gly Trp lle Arg GIn Pro Pro Gly Lys Ala Leu Glu
35 40 45

Trp Leu Ala His ile Trp Trp Asp Asp Asp Lys Tyr Tyr Ser Pro Ser
50 55 60

Leu Lys Ser Arg Leu Thr lle Thr Lys Asp Thr Ser Lys Asn Gin Val
65 70 75 80

Val Leu Thr Met Thr Asn Met Asp Pro Val Asp Thr Ala Thr Tyr Tyr
85 90 95

Cys Val Arg Ser Asn Tyr Gly Tyr Ala Trp Phe Ala Tyr Trp Gly Gin
100 105 110

Gly Thr Leu Val Thr Val Ser Ser
115 120

<210> 64

<211> 112

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 64
Glu lie Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Glu Ser Val Asp Ser Tyr
20 25 30

Gly Lys Ser Phe Met His Trp Tyr GIn Gin Lys Pro Gly GIn Ala Pro
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35 40 45

Arg Leu Leu lle Tyr Arg Ala Ser Asn Leu Glu Ser Gly ile Pro Ala
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Ser
65 70 75 80

Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Ser Asn
85 90 95

Glu Asp Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu lle Lys Arg
100 105 110

<210> 65

<211> 119

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide”

<400> 65
Gln Val GIn Leu Val GIn Ser Gly Pro Giu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

Ala Val His Trp Val Arg GIn Ala Pro Gly Lys Arg Leu Glu Trp lie
35 40 45

Gly Val lle Ser Thr Tyr Asn Asp Tyr Thr Tyr Asn Asn GIn Asp Phe
50 55 60

Lys Gly Arg Val Thr Met Thr Arg Asp Thr Ser Ala Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 a5

Ala Arg Gly Asn Ser Tyr Phe Tyr Ala Leu Asp Tyr Trp Gly Gin Gly
100 105 110

Thr Ser Val Thr Val Ser Ser
115
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<210> 66

<211> 113

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide”
<400> 66
Asp lle Val Met Thr GIn Ser Pro Leu Ser Leu Pro Val Thr Pro Gly
1 5 10 15

Glu Pro Ala Ser lle Ser Cys Arg Ser Ser Lys Ser Leu Leu His Thr
20 25 30

Lys Gly Asp Thr Tyr Leu Tyr Trp Phe Leu GIn Lys Pro Gly GIn Ser
35 40 45

Pro Gin Leu Leu lle Tyr Arg Met Ser Asn Arg Ala Ser Gly Val Pro
50 55 60

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys lle
65 70 75 80

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met GIn His
85 20 95

Leu Glu Tyr Pro Phe Thr Phe Gly Gin Gly Thr Lys Leu Glu lle Lys
100 105 110

Arg

<210> 67

<211> 118

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide”
<400> 67
Gin Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Lys Asp Tyr
20 25 30
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Tyr Met His Trp Val Arg Gln Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Trp lle Asp Pro Glu Asn Gly Asp Thr Glu Tyr Ala Pro Glu Phe
50 55 60

GlIn Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Asn Ala Cys Asn Tyr Gly Ser Ala Tyr Gly Tyr Trp Gly GIn Gly Thr
100 105 110

Thr Leu Thr Val Ser Ser
115

<210>68

<211> 108

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 68
Glu Thr Thr Leu Thr GIn Ser Pro Ala Phe Met Ser Ala Thr Pro Gly
1 5 10 15

Asp Lys Val Asn lle Ser Cys lle Thr Asn Thr Asp lle Asp Asp Asp
20 25 30

Met Asn Trp Tyr GIn GIn Lys Pro Gly Glu Ala Ala lle Leu Leu lle
35 40 45

Ser Glu Gly Asn Gly Leu Arg Pro Gly lle Pro Pro Arg Phe Ser Gly
50 55 60

Ser Gly Tyr Gly Thr Asp Phe Thr Leu Thr lle Asn Asn lle Glu Ser
65 75 80

Glu Asp Ala Ala Tyr Tyr Phe Cys Leu GIn Ser Asp Asn Leu Pro Leu
85 90 95
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Thr Phe Gly Ser Gly Thr Lys Leu Glu lie Lys Arg
100 105

<210> 69

<211> 120

<212> PRT

<213> Arificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"”

<400> 69
Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Asp Phe Ser Arg Tyr
20 25 30

Trp Met Ser Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp lle
35 40 45

Gly Asp Leu Asn Pro Asp Ser Ser Ala {le Asn Tyr Val Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr lle Ser Arg Asp Asnh Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Thr Leu lle Thr Thr Leu Val Pro Tyr Thr Met Asp Phe Trp Gly GIn
100 105 110

Gly Thr Ser Val Thr Val Ser Ser
115 120

<210> 70

<211> 434

<212>PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 70
Ala lle Vat Phe lle Lys GIn Pro Ser Ser Gin Asp Ala Leu GIn Gly
1 5 10 15
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Arg Arg Ala Leu Leu Arg Cys Glu Val Glu Ala Pro Gly Pro Val His
20 25 30

Val Tyr Trp Leu Leu Asp Gly Ala Pro Val GIn Asp Thr Glu Arg Arg
35 40 45

Phe Ala GIn Gly Ser Ser Leu Ser Phe Ala Ala Val Asp Arg Leu Gin
50 55 60

Asp Ser Gly Thr Phe GlIn Cys Val Ala Arg Asp Asp Val Thr Gly Glu
65 70 75 80

Glu Ala Arg Ser Ala Asn Ala Ser Phe Asn lle Lys Trp lle Glu Ala
85 90 95

Gly Pro Val Val Leu Lys His Pro Ala Ser Glu Ala Glu lie GIn Pro
100 105 110

GIn Thr GIn Val Thr Leu Arg Cys His lle Asp Gly His Pro Arg Pro
115 120 25

Thr Tyr Gln Trp Phe Arg Asp Gly Thr Pro Leu Ser Asp Gly GIn Ser
130 135 140

Asn His Thr Val Ser Ser Lys Glu Arg Asn Leu Thr Leu Arg Pro Ala
145 150 155 160

Gly Pro Glu His Ser Gly Leu Tyr Ser Cys Cys Ala His Ser Ala Phe
165 170 175

Gly GIn Ala Cys Ser Ser GIn Asn Phe Thr Leu Ser lle Ala Asp Glu
180 185 190

Ser Phe Ala Arg Val Val Leu Ala Pro GIn Asp Val Val Val His Pro
195 200 205

Val Arg Ser Val Glu Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly
210 215 220

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle
225 230 235 240

Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu
245 250 255
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Asp Pro Glu Val GIn Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
260 265 270

Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Phe Asn Ser Thr Phe Arg
275 280 285

Val Val Ser Val Leu Thr Val Val His Gin Asp Trp Leu Asn Gly Lys
290 295 300

Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro lle Glu
305 310 315 320

Lys Thr lle Ser Lys Thr Lys Gly GIn Pro Arg Glu Pro GIn Val Tyr
325 330 335

Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn GIn Val Ser Leu
340 345 350

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Vai Glu Trp
355 360 365

Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met
370 375 380

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp
385 390 395 400

Lys Ser Arg Trp GIn Gln Gly Asn Val Phe Ser Cys Ser Val Met His
405 410 415

Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro
420 425 430

Gly Lys

<210> 71

<211> 702

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 71
Ala Pro GIn Asp Val Val Val Ala Arg Tyr Glu Glu Ala Met Phe His
1 5 10 15
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Cys GIn Phe Ser Ala Gln Pro Pro Pro Ser Leu Gin Trp Leu Phe Glu
20 25 30

Asp Glu Thr Pro lie Thr Asn Arg Ser Arg Pro Pro His Leu Arg Arg
35 40 45

Ala Thr Val Phe Ala Asn Gly Ser Leu Leu Leu Thr Gin Val Arg Pro
50 55 60

Arg Asn Ala Giy lie Tyr Arg Cys lle Gly GIn Gly GIn Arg Gly Pro
65 70 75 80

Pro lle lle Leu Glu Ala Thr Leu His Leu Ala Glu lle Glu Asp Met
85 90 95

Pro Leu Phe Giu Pro Arg Val Phe Thr Ala Gly Ser Glu Giu Arg Val
100 105 110

Thr Cys Leu Pro Pro Lys Gly Leu Pro Glu Pro Ser Val Trp Trp Glu
115 120 125

His Ala Gly Val Arg Leu Pro Thr His Gly Arg Val Tyr Gin Lys Gly
130 135 140

His Glu Leu Val Leu Ala Asn lle Ala Glu Ser Asp Ala Gly Val Tyr
145 150 155 160

Thr Cys His Ala Ala Asn Leu Ala Gly Gin Arg Arg GIn Asp Val Asn
165 170 175

lle Thr Val Ala Thr Val Pro Ser Trp Leu Lys Lys Pro Gin Asp Ser
180 185 190

Gin Leu Glu Glu Gly Lys Pro Gly Tyr LeuAsp Cys Leu Thr Gln Ala
195 200

Thr Pro Lys Pro Thr Val Val Trp Tyr Arg Asn Gln Met Leu lle Ser
210 215 220

Glu Asp Ser Arg Phe Glu Val Phe Lys Asn Gly Thr Leu Arg lle Asn
225 230 235 240

Ser Val Glu Val Tyr Asp Gly Thr Trp Tyr Arg Cys Met Ser Ser Thr
245 255
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Pro Ala Gly Ser lle Glu Ala Gln Ala Arg Val GIn Val Leu Glu Lys
260 265 270

Leu Lys Phe Thr Pro Pro Pro Gin Pro GIn Gln Cys Met Glu Phe Asp
275 280 285

Lys Glu Ala Thr Val Pro Cys Ser Ala Thr Gly Arg Glu Lys Pro Thr
290 295 300

lle Lys Trp Glu Arg Ala Asp Gly Ser Ser Leu Pro Glu Trp Val Thr
305 310 315 320

Asp Asn Ala Gly Thr Leu His Phe Ala Arg Val Thr Arg Asp Asp Ala
325 330 335

Gly Asn Tyr Thr Cys lle Ala Ser Asn Gly Pro Gin Gly GIn lle Arg
340 345 350

Ala His Val Gln Leu Thr Val Ala Val Phe lle Thr Phe Lys Val Glu
355 360 365

Pro Glu Arg Thr Thr Val Tyr Gin Gly His Thr Ala Leu Leu GIn Cys
370 375 380

Glu Ala Gin Gly Asp Pro Lys Pro Leu lle GIn Trp Lys Gly Lys Asp
385 390 395 400

Arg lle Leu Asp Pro Thr Lys Leu Gly Pro Arg Met His lle Phe Gin
405 410 415

Asn Gly Ser Leu Val lle His Asp Val Ala Pro Glu Asp Ser Gly Arg
420 425 430

Tyr Thr Cys lle Ala Gly Asn Ser Cys Asn lle Lys His Thr Glu Ala
435 440 445

Pro Leu Tyr Val Val Asp Lys Pro Val Pro Glu Glu Ser Glu Gly Pro
450 455 460

Gly Ser Pro Pro Pro Tyr Lys Met lle GIn His Pro Val Arg Ser Val
465 470 475 480

Glu Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val Phe
485 490 405
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Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg Thr Pro
500 505 510

Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Vai
515 520 525

Gin Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr
530 535 540

Lys Pro Arg Glu Glu Gin Phe Asn Ser Thr Phe Arg Val Val Ser Val
545 550 555 560

Leu Thr Val Val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys
565 570 575

Lys Val Ser Asn Lys Gly Leu Pro Ala Pro lle Glu Lys Thr lle Ser
580 585 590

Lys Thr Lys Gly GIn Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro
595 600 605

Ser Arg Glu Glu Met Thr Lys Asn GIn Val Ser Leu Thr Cys Leu Val
610 615 620

Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser Asn Gly
625 630 635 640

GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp
645 650 655

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp
660 665 670

GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His
675 680 685

Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly Lys
690 695 700

<210> 72

<211> 708

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polypeptide”
Page 63



112304PCT

<400> 72
Ala lle Val Phe lle Lys GIn Pro Ser Ser GIn Asp Ala Leu GIn Gly
1 5 10 15

Arg Arg Ala Leu Leu Arg Cys Glu Val Glu Ala Pro Gly Pro Val His
20 25 30

Val Tyr Trp Leu Leu Asp Gly Ala Pro Val GIn Asp Thr Glu Arg Arg
35 40 45

Phe Ala GIn Gly Ser Ser Leu Ser Phe Ala Ala Val Asp Arg Leu GIn
50 55 60

Asp Ser Gly Thr Phe GIn Cys Val Ala Arg Asp Asp Val Thr Gly Glu
65 70 75 80

Glu Ala Arg Ser Ala Asn Ala Ser Phe Asn lle Lys Trp lle Glu Ala
85 90 95

Gly Pro Val Val Leu Lys His Pro Ala Ser Glu Ala Glu lle GIn Pro
100 105 110

Gln Thr GIn Val Thr Leu Arg Cys His lle Asp Gly His Pro Arg Pro
115 120 125

Thr Tyr GIn Trp Phe Arg Asp Gly Thr Pro Leu Ser Asp Gly GIn Ser
130 135 140

Asn His Thr Val Ser Ser Lys Glu Arg Asn Leu Thr Leu Arg Pro Ala
145 150 165 160

Gly Pro Glu His Ser Gly Leu Tyr Ser Cys Cys Ala His Ser Ala Phe
165 170 175

Gly GIn Ala Cys Ser Ser GIn Asn Phe Thr Leu Ser lle Ala Asp Glu
180 185 190

Ser Phe Ala Arg Val Val Leu Ala Pro GIn Asp Val Val Val Ala Arg
195 200 205

Tyr Glu Glu Ala Met Phe His Cys GIn Phe Ser Ala GIn Pro Pro Pro
210 215 220

Ser Leu GIn Trp Leu Phe Glu Asp Glu Thr Pro lle Thr Asn Arg Ser
225 230 235 240
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Arg Pro Pro His Leu Arg Arg Ala Thr Val Phe Ala Asn Gly Ser Leu
245 250 255

Leu Leu Thr Gin Val Arg Pro Arg Asn Ala Gly ile Tyr Arg Cys lle
260 265 270

Gly Gin Gly GIn Arg Gly Pro Pro lle ile Leu Glu Ala Thr Leu His
275 280 285

Leu Ala Glu lle Glu Asp Met Pro Leu Phe Glu Pro Arg Val Phe Thr
290 295 300

Ala Gly Ser Glu Glu Arg Val Thr Cys Leu Pro Pro Lys Gly Leu Pro
305 310 315 320

Glu Pro Ser Val Trp Trp Glu His Ala Gly Val Arg Leu Pro Thr His
325 330 335

Gly Arg Val Tyr GIn Lys Gly His Glu Leu Val Leu Ala Asn lie Ala
340 345 350

Glu Ser Asp Ala Gly Val Tyr Thr Cys His Ala Ala Asn Leu Ala Gly
355 360 365

GlIn Arg Arg GIn Asp Val Asn lle Thr Val Ala Thr Val Pro Ser Trp
370 375 380

Leu Lys Lys Pro Gln Asp Ser GIn Leu Glu Glu Gly Lys Pro Gly Tyr
385 390 395 400

Leu Asp Cys Leu Thr Gln Ala Thr Pro Lys Pro Thr Val Val Trp Tyr
405 410 415

Arg Asn GIn Met Leu lle Ser Glu Asp Ser Arg Phe Glu Val Phe Lys
420 425 430

Asn Gly Thr Leu Arg lle Asn Ser Val Glu Val Tyr Asp Gly Thr Trp
435 440 445

Tyr Arg Cys Met Ser Ser Thr Pro Ala Gly Ser lle Glu Ala GIn Ala
450 455 460

Arg Val GIn Val Leu Glu Lys Leu Lys Phe Thr Pro Pro Pro Gin Pro
465 470 475 480
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His Pro Val Arg Ser Val Glu Cys Pro Pro Cys Pro Ala Pro Pro Val
485 490 495

Ala Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu
500 505 510

Met lle Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser
515 520 525

His Glu Asp Pro Glu Val GIn Phe Asn Trp Tyr Val Asp Gly Val Glu
530 535 540

Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Phe Asn Ser Thr
545 550 555 560

Phe Arg Val Val Ser Val Leu Thr Val Val His GIn Asp Trp Leu Asn
565 570 575

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly L.eu Pro Ala Pro
580 585 590

lie Glu Lys Thr lle Ser Lys Thr Lys Gly Gin Pro Arg Giu Pro Gin
595 600 605

Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val
610 615 620

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val
625 630 635 640

Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro
645 650 655

Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr
660 665 670

Val Asp Lys Ser Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser Val
675 680 685

Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu
690 695 700

Ser Pro Gly Lys
705

<210>73
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<211> 429
<212> PRT
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide”
<400> 73

Lys Phe Thr Pro Pro Pro GIn Pro Gin GIn Cys Met Glu Phe Asp Lys
1 5 10 15

Glu Ala Thr Val Pro Cys Ser Ala Thr Gly Arg Glu Lys Pro Thr lle
20 25 30

Lys Trp Glu Arg Ala Asp Gly Ser Ser Leu Pro Glu Trp Val Thr Asp
35 40 45

Asn Ala Gly Thr Leu His Phe Ala Arg Val Thr Arg Asp Asp Ala Gly
50 55 60

Asn Tyr Thr Cys lie Ala Ser Asn Gly Pro Gin Gly Gin lle Arg Ala
65 70 75 80

His Val GlIn Leu Thr Val Ala Val Phe lle Thr Phe Lys Val Glu Pro
85 90 95

Glu Arg Thr Thr Val Tyr Gln Gly His Thr Ala Leu Leu GIn Cys Glu
100 105 110

Ala GIn Gly Asp Pro Lys Pro Leu ile Gin Trp Lys Gly Lys Asp Arg
115 120 125

lle Leu Asp Pro Thr Lys Leu Gly Pro Arg Met His lle Phe GIn Asn
130 135 140

Gly Ser Leu Val lle His Asp Val Ala Pro Glu Asp Ser Gly Arg Tyr
145 150 155 160

Thr Cys lle Ala Gly Asn Ser Cys Asn lle Lys His Thr Glu Ala Pro
165 170 175

Leu Tyr Val Val Asp Lys Pro Val Pro Glu Glu Ser Glu Gly Pro Gly
180 185 190

Ser Pro Pro Pro Tyr Lys Met lle Gin His Pro Val Arg Ser Val Glu
195 200 205
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Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val Phe Leu
210 215 220

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg Thr Pro Glu
225 230 235 240

Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val GIn
245 250 255

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys
260 265 270

Pro Arg Glu Glu GIn Phe Asn Ser Thr Phe Arg Val Val Ser Val Leu
275 280 285

Thr Val Val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys
290 295 300

Val Ser Asn Lys Gly Leu Pro Ala Pro lle Glu Lys Thr lle Ser Lys
305 310 315 320

Thr Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser
325 330 335

Arg Glu Glu Met Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys
340 345 350

Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser Asn Gly GIn
355 360 365

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly
370 375 380

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin
385 390 395 400

Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn
405 410 415

His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys
420 425

<210>74
<211> 440
<212> PRT
<213> Artificial Sequence
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<220>

<221> source

<223> Inote="Description of Artifictal Sequence: Synthetic
polypeptide”

<400> 74
Glu Glu Ala Arg Ser Ala Asn Ala Ser Phe Asn lle Lys Trp lle Glu
1 5 10 15

Ala Gly Pro Val Val Leu Lys His Pro Ala Ser Giu Ala Glu lte Gin
20 25 30

Pro Gln Thr Gin Vai Thr Leu Arg Cys His fie Asp Gly His Pro Arg
35 40 45

Pro Thr Tyr Gin Trp Phe Arg Asp Gly Thr Pro Leu Ser Asp Gly Gln
50 55 80

Ser Asn His Thr Val Ser Ser Lys Glu Arg Asn Leu Thr Leu Arg Pro
85 70 75 80

Ala Gly Pro Glu His Ser Gly Leu Tyr Ser Cys Cys Ala His Ser Ala
85 90 95

Phe Gly Gin Ala Cys Ser Ser Gln Asn Phe Thr Leu Ser tie Ala Asp
100 105 110

Glu Ser Phe Ala Arg Val Vat Leu Ala Pro Gln Asp Val Val Val Ala
115 120 125

Arg Tyr Glu Glu Ala Met Phe His Cys Gln Phe Ser Ala Gin Pro Pro
130 135 140

Pro Ser Lau Gin Trp Leu Phe Glu Asp Glu Thr Pro lie Thr Asn Arg
145 150 155 160

Ser Arg Pro Pro His Leu Arg Acg Ala Thr Val Phe Ala Asn Gly Ser
165 170 175

Leu Leu Leu Thr GIn Val Arg Pro Arg Asn Ala Gly lle Tyr Arg Cys
180 185 190

{te Gly Gin Gly Gin Arg Gly Pro Pro lle tle Leu Giu Ala Thr Leu
196 200 205 ’

His Leu Ala Glu His Pro Val Arg Ser Val Glu Cys Pra Pro Cys Pro
210 215 220
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Ala Pro Pro Val Ala Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro
225 230 235 240

Lys Asp Thr Leu Met lle Ser Arg Thr Pro Glu Val Thr Cys Val Val
245 250 255

Val Asp Val Ser His Glu Asp Pro Glu Val GIn Phe Asn Trp Tyr Val
260 265 270

Asp Gly Val Glu Va] His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln
275 280 285

Phe Asn Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Val His Gin
290 295 300

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly
305 310 315 320

Leu Pro Ala Pro lle Glu Lys Thr lle Ser Lys Thr Lys Gly GIn Pro
325 330 335

Arg Glu Pro GIn Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr
340 345 350

Lys Asn GlIn Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser
355 360 365

Asp lle Ala Val Gly Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr
370 375 380

Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr
385 390 395 400

Ser Lys Leu Thr Val Asp Lys Ser Arg Trp GIn Gln Gly Asn Val Phe
405 410 415

Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys
420 425 430

Ser Leu Ser Leu Ser Pro Gly Lys
435 440

<210> 75
<211> 607
<212> PRT
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<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide"

<400> 75
Ala lle Val Phe lle Lys GIn Pro Ser Ser Gln Asp Ala Leu GIn Gly
1 5 10 15

Arg Arg Ala Leu Leu Arg Cys Glu Val Glu Ala Pro Gly Pro Val His
20 25 30

Val Tyr Trp Leu Leu Asp Gly Ala Pro Val GIn Asp Thr Glu Arg Arg
35 40 45

Phe Ala Gin Gly Ser Ser Leu Ser Phe Ala Ala Val Asp Arg Leu GIn
50 55 60

Asp Ser Gly Thr Phe GIn Cys Val Ala Arg Asp Asp Val Thr Gly Glu
65 70 75 80

Glu Ala Arg Ser Ala Asn Ala Ser Phe Asn lle Lys Trp lle Glu Ala
85 90 95

Gly Pro Val Val Leu Lys His Pro Ala Ser Glu Ala Glu lie GIn Pro
100 105 110

GIn Thr GIn Val Thr Leu Arg Cys His lle Asp Gly His Pro Arg Pro
115 120 125

Thr Tyr GIn Trp Phe Arg Asp Gly Thr Pro Leu Ser Asp Gly Gln Ser
130 135 140

Asn His Thr Val Ser Ser Lys Glu Arg Asn Leu Thr Leu Arg Pro Ala
145 150 1565 160

Gly Pro Glu His Ser Gly Leu Tyr Ser Cys Cys Ala His Ser Ala Phe
165 170 175

Gly GIn Ala Cys Ser Ser GIn Asn Phe Thr Leu Ser lle Ala Asp Glu
180 185 190

Ser Phe Ala Arg Val Val Leu Ala Pro Gln Asp Val Val Val Ala Arg
195 200 205

Tyr Glu Glu Ala Met Phe His Cys GIn Phe Ser Ala GIn Pro Pro Pro
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210 215 220

Ser Leu GIn Trp Leu Phe Glu Asp Glu Thr Pro lle Thr Asn Arg Ser
225 230 235 240

Arg Pro Pro His Leu Arg Arg Ala Thr Val Phe Ala Asn Gly Ser Leu
245 250 255

Leu Leu Thr GIn Val Arg Pro Arg Asn Ala Gly lle Tyr Arg Cys lle
260 265 270

Gly GIn Gly GIn Arg Gly Pro Pro lle lle Leu Glu Ala Thr Leu His
275 280 285

Leu Ala Glu lle Glu Asp Met Pro Leu Phe Glu Pro Arg Val Phe Thr
290 295 300

Ala Gly Ser Glu Glu Arg Val Thr Cys Leu Pro Pro Lys Gly Leu Pro
305 310 315 320

Glu Pro Ser Val Trp Trp Glu His Ala Gly Val Arg Leu Pro Thr His
325 330 335

Gly Arg Val Tyr GIn Lys Gly His Glu Leu Val Leu Ala Asn lle Ala
340 345 350

Glu Ser Asp Ala Gly Val Tyr Thr Cys His Ala Ala Ash Leu Ala Gly
355 360 365

Gln Arg Arg GIn Asp Val Asn lle Thr Val Ala His Pro Val Arg Ser
370 375 380

Val Glu Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val
385 390 395 400

Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg Thr
405 410 415

Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu
420 425 430

Val GIn Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys
435 440 445

Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Val Val Ser
450 455 460
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Val Leu Thr Val Val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys
465 470 475 480

Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro lle Glu Lys Thr lle
485 490 495

Ser Lys Thr Lys Gly GIn Pro Arg Glu Pro GIn Val Tyr Thr Leu Pro
500 505 510

Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu
515 520 525

Val Lys Gly Phe Tyr Pro Ser Asp lle Ata Val Glu Trp Glu Ser Asn
530 535 540

Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser
545 550 555 560

Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg
565 570 575

Trp GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu
580 585 590

His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys
595 600 605

<210> 76

<400> 76

000

<210> 77

<400> 77

000

<210> 78

<400> 78

000

<210>79

<400> 79
000
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<210> 80
<400> 80
000
<210> 81
<400> 81
000
<210> 82
<400> 82
000
<210> 83
<400> 83
000
<210> 84
<400> 84
000
<210> 85
<400> 85
000
<210> 86
<400> 86
000
<210> 87
<400> 87
000
<210> 88
<400> 88
000
<210> 89

<400> 89
000

112304PCT
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<210> 90

<400> 90
000
<210> 91
<400> 91
000
<210> 92
<400> 92
000
<210> 93
<400> 93
000
<210> 94
<400> 94
000
<210> 95
<400> 95
000
<210> 96
<400> 96
000
<210> 97
<400> 97
000
<210> 98
<400> 98
000
<210> 99
<400> 99
000

<210> 100
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<210> 101
<400> 101
000
<210> 102
<400> 102
000
<210> 103
<400> 103
000
<210> 104
<400> 104
000
<210> 105
<400> 105
000
<210> 106
<400> 106
000
<210> 107
<400> 107
000
<210> 108
<400> 108
000
<210> 109
<400> 109
000

<210> 110

112304PCT
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<400> 110
000
<210> 111
<400> 111
000
<210> 112
<400> 112
000
<210> 113
<400> 113
000
<210> 114
<400> 114
000
<210> 115
<400> 115
000
<210> 116
<400> 116
000
<210> 117
<400> 117
000
<210> 118
<400> 118
000
<210> 119
<400> 119
000

<210> 120
<211> 336
<212> DNA
Page 77



112304PCT
<213> Mus sp.

<400> 120
gacattgtgc tgacccaatc tccagcttet ttggetgtgt ctetagggea gagggcecace 60

atatcctgca gagccagtga aagtgtigat agttitggca atagttttat gcactggtac 120
cagcagaaac caggacagcc acccaaacic ctcatctatg ctgcatccaa cctaggatecc 180
ggggtecctg ccaggtitag tggcagtggg tetgggacag acttcagect caacatccat 240
cctgtggagg aggatgattc tgcaatgtat tictgtcage aaagtaagga ggttcctegg 300
acgttcggtg gaggcetccag getggaaatc aaacgg 336

<210> 121

<211> 339

<212> DNA

<213> Mus sp.

<400> 121
caggtccaaa tgcagcagtc tggagcetgag ctgatgaage ctggggecte agtgaagett 60

tcetgcaagg ctactggeta cacattcact ggctactgga ttgagtgggt aaagcagagg ™ 120
cctggacatg gecttgagtg gattggagag attttacctg gaagtggteg ttetaactce 180
aatgagaagt tcaagggcaa ggccacattc actgetgata catcctccaa cacagectac 240
atgcaactca gcagcctgac aactgaggac tetgecatct attactgtge aagagggaag 300
ctttcctggg gecaagggac tetggteact gtetetgea 339

<210> 122

<211> 324

<212> DNA

<213> Mus sp.

<400> 122
gacattgtga tgacccagtc tcaaaaattc atgiccacat cagtaggaga cagggtcaac 60

gtcacctgca aggccagtca gaatgtgggt actaatgtag tetggtatca acagaaaaca 120
gggcaatctc ctaaagcact gattcactcg geatcctace ggtacagtgg agtecctgat 180
cgcttcacag gcagtggate tgggacagat ttcactctca ccctcageaa tgtacagict 240
gaagacttgg cagagtattt ctgtcagcac fataacagct itccgtacac gticggaggg 300
gggaccaagc tggaaataaa acgg 324

<210> 123

<211> 345

<212> DNA

<213> Mus sp.

<400> 123
caggtccage tgcagcagtc tggggetgaa ctggtgagge ctggggtete agtgaagatt 60
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tcctgecaagg gttetggcta cagattcact gattatecta tacactgggt gaagcagagt 120
catgcaaaga gictagagtg gattggaatt attagtactt actatggtga tgttaccaac 180
aacccgaagt tcaggggcaa ggccacaatg actgtagaca aatcctccac cacagectat 240
atggaacttg ccagactgac atctgaggat tctgecatct attactgtgc aagaaatgat 300
cittttgctt actggggeca agggactctg gtcactgtct ctgea 345
<210> 124
<211> 282
<212> DNA
<213> Mus sp.

<400> 124
ctaggaggca gagtcaccat tacttgcaag gcaagtgacc acattaataa ttggttagce 60

tggtatcagc agaaaccagg aaatgctect aggctcttaa tatctggtge taccactttg 120
gaaactgggg ttccticaag attcagtggce agtggatctg gaaaggatta cactctcagc 180
ataaccagtc ttcagactga agatgttgct acttattact gtcaacagta ttggagtatt 240
ccgtacacgt tcggaggggg gaccaagetg gaaataaaac gg 282
<210> 125

<211> 375

<212> DNA

<213> Mus sp.

<400> 125
tctgatgtge agcttcagga gtcgggacct ggectggtga aacctictca gtcetetgtec 60

ctcacctgcea cigtcactgg ctactcaatc accagtgatt atgcctggaa ctggatccgg 120
cagtttccag gaaacaaact ggagtggatg ggctacataa gctacagtgg ttacactaac 180
tacaacccat ctctcaaaag tcgaatetct atcactcgag acacatccaa gaaccagtic 240
ttcctgeagt tgatttctgt gactactgag gacacagceca catattactg tgcaagaggg 300
gatgcttacg acgtccggag aagtacgtac tactttgact actggggeca aggcaccact 360
ctcacagtet ccteg 375

<210> 126

<211> 324

<212> DNA

<213> Mus sp.

<400> 126
gatattgtgc taactcagtc tccagecacc ctgicggtga ctccaggaga tagegtcagt 60

ctttcctgca gggecagceca aagtgttage aacaacctac actggtatca acaaaaatca 120

catgcgtcte caaggctict catcaagtat gettcecagt ceatetetgg gatccectee 180
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aggttcagtg gcagtggatc agggacagat ticactctca gtatcaacag tgtggagact 240
gaagatittg gaatgtattt ctgtcaacag agttacagct ggccteggac gtteggigga 300
ggcaccaagc tggaaatcaa acgg 324
<210> 127
<211> 333
<212> DNA
<213> Mus sp.

<400> 127
cagctggagg agtcaggtge tgagetgatg cagecetgggg cetcagtgaa ggtticetge 60

aaggccactg getacacatt cactgtctac tggatagagt gggtaaaaca gaggectgga 120
catggccttg aatggattgg agagatitta cctggaagtg gtagtactga ttacaatgag 180
aagttcaagg gcaaggcecac attcactgca gaticatcct ccaacacage ctacatgcaa 240
ctcagcagcc tgacaactga ggactctgec atctattact gtgcaagagg gaagcticac 300
tggggccaag ggactctggt cacagtetct gca 333

<210> 128

<211> 341

<212> DNA

<213> Mus sp.

<400> 128
gacattgtga tgacacagtc tccatcctee ctgagtgtgt cagcaggaga gaaggtcact 60

atgagctgca agtccagtca gagtctgtta aacggtggaa atcaacagaa ciccttggece 120
tggtaccagc agaaaccagg geagcectcet aaactgitga tctacgggge ttccactagg 180
gaatctgggg teccigateg cttcacagge agtggatetg gaaccgattt cgetcttacc 240
atcagcagtg tgcaggctga agacctggea gtttattact gtcagaatga tcatacttat 300
ccgtacacgt tcggagggag gaccgagetg gaaataaaac g 341
<210> 129

<211> 354

<212> DNA

<213> Mus sp.

<400> 129
gaggtgaagc tictcgagtc tggagatggce ctggtgcage ctggaggate cetgaaacte 60

tcctgtgcag cetcaggatt cgattttagt aaagactgga tgagtigggt ccggeagget 120
ccagggaaag ggctagaatg gattggagaa attaatccag atagccgtac gataaattat 180
gcaccatctc taaaggataa attcatcatc tccagagaga acgeccaaaaa tacgeigtac 240

ctgcaaatga gtaaagtgag atctgaggac acagcccttt attactgtge aagatgggat 300
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tacgacggtg gtatggacta ctggggtcaa ggaacctcag tcaccgtete ctca 354
<210> 130
<211> 323
<212> DNA
<213> Mus sp.

<400> 130
gacatccaga tgactcagtc tccagectee ctatetgeat ctgtgggaga aactgtcace 60

atcacatgtc gaacaagtga gaatatttac agttatttag catggtatca gcagaaacag 120
ggaaaatctc ctcagctect ggtccacaat gcaaacacct tagcagaagg tgtgecatca 180
aggttcagtg gcagtggatc aggcacacag ttttctctga ggatcaacag cctgcageet 240
gaagatittg ggagttatta tigtcagcat cattatggta ttccgticac gttcggaggg 300
gggaccaagc tggaagtaga acg 323

<210> 131

<211> 354

<212> DNA

<213> Mus sp.

<400> 131
gaggtgaagc ttctcgagtc tggaggtgge ctggtgcagce ctggaggate cetgaaacte 60

tectgtgcag cetcaggatt cgattitagt agatactgga tgagtigggt ccggcagget 120
ccagggaaag ggctagaatg gatiggagaa attaatccag atagcagtac gataaactat 180
acgccatcte taaaggataa attcatcatc tccagagaca acgccaaaaa tacgetgtac 240
ctgcaaatga gcaaagtgag atctgaggac acagcccttt attactgtge aagaccggga 300
tatggtaact tgtttgctta ctggggccaa gggactetgg tcactgtcte tgca 354

<210> 132

<211> 334

<212> DNA

<213> Mus sp.

<400> 132
gacattgtgc tgacccaatc tccagcettct ttggetgtgt ctetaggaca gagagecact 60

gtcttctgca gagecageca gactgtecgat tataatggaa tgagttatat geactggtte 120
caacagaaac caggacagcc acccaaacte ctcatctatg ctgcatccaa cotagattct 180
gggatccctg ccagattcag tggcagtggg tetgggacag acttcacccet caacatccat 240
cctgtggagg aggaagatge tgcaacctat tactgtcage aatgtatiga ggatcegetc 300

acgttcggtg ctgggaccat getggaggtg aaac 334
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<210> 133
<211> 363
<212> DNA
<213> Mus sp.

<400> 133
gaggtccagc tgcagcagtc tggacctgag ctggtaaage ctggggcttc agtgaagatg 60

fcctgcaagg cttctggata cacattcact agctatgtta tacactgggt gaagcagaag 120
cctgggcagg gectigagtg gattggatat attaatcctt tcagtgatgg tactaagttt 180
actgagaagt tcaaaggcaa ggcctcactg acttcagaca aatcgtccag cacagectac 240
atggagctca acagcectgac ctctgaggac tetgeggtcet attactgtge aagaagaggt 300
ccttattatt acggtaccge tatggactac tggggtcaag gaacctcagt cacegtetce 360
tca 363

<210> 134

<211> 322

<212> DNA

<213> Mus sp.

<400> 134
cacatccaga tgactcagtc tccagectec ctatcigtat ctgtgggaga aactgteace 60

atcacatgtc gagcaagtga gaatatttac agtaatttag catggtatca acagaaacag 120
ggaaaatctc ctcagetect ggtcaatget gcaacaaact tagcagatgg tgtgtcatcg 180
aggttccgtg gcagiggatc aggcacacag tattccotca agatcaacag cctgecagtct 240
gaagattttg ggagtiatta ttgtcaacat ttitggatta ciccaticac gttcggetcg 300
gggacaaagt tggaaagaaa ac 322

<210> 135

<211> 366

<212> DNA

<213> Mus sp.

<400> 135
caggttcagc tccagcagtc aggggcetgag ctgggaagac ctggggctic agtgaaactg 60

tcctgecaagg attctggeta caccattact atctactgga tgcagtgggt aaaacagagg 120
cotggacagg gtctggaatg gattggggct atttatcctg gagatggtga tactaggtac 180
cctcagaagt tcaagggceaa gtccacattg tetgcagata aatectccaa cacagectce 240
atgcacctca geagcttgge atctgatgac tetgeggtct attactgtic aagaggaggg 300
tcaaccaact atgattacga cggatttgct tactggggee aagggactct ggtcactgtc 360
tctgea 366
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<210> 136
<211> 334
<212> DNA
<213> Mus sp.

<400> 136
gacattgtgc tgacccaatc tccagcttct ttggetgtgt ctctagggea gagggecace 60

atctcctgeca gagccagcega aagtgttgat aattatggea ttagttttat geactggitc 120
caacagaaac caggacagcce acccaaactc ctcatctatg ctgcatccaa cetaggatce 180
ggggtccctg ccaggtttag tggecagtggg tetgggacag acttcagect caacatccat 240
cctctggagg aggctgatac tgcaatgtat ttetgtcage agagtaagga ggttectegg 300
acgttcggtg gaggcaccaa getggaaatc aaac 334

<210> 137

<211> 339

<212> DNA

<213> Mus sp.

<400> 137
caggttcage tgeagceagtc tggagctgaa ctgatgaage ctggggecte agtgaagata 60

tcctgcaagg ctactggeta cacattcagt aactactgga tagagtgggt aaagcagagg 120
cctggacatg gectigagtg gattggagag attttacctg gaaggggtag tactaactac 180
aatgagaagt tcaagggcaa ggccacattc actgcagata cticctccaa cacagectac 240
atgcaactca gcagcctgac ctctgaggac tetgecegtct attactgtge aagagggaaa 300
caatactggg gccaaggcac cactctcaca gietectca 339

<210> 138

<211> 323

<212> DNA

<213> Mus sp.

<400> 138
agtattgtgc tgacccagtc tetcaaattc ctgcettgtgt cagcaggaga cagggttace 60

atgacctgca aggccagtca gagtgtgact aatgatgtag cttggtacca acagaageca 120
gggcagtcte ctaaactgct gatatactat gcatccaaac actacactgg agtcecctgat 180
cgcttcactg geagtggata tgggacggat ttcactttca ccatcageac tgtgcagget 240
gaagacctgg cagtttattt ctgtcagcag gattatagct ctcegtacac gttcggaggg 300
gggaccaagc tggaaataaa acg 323

<210> 139

<211> 360

<212> DNA

<213> Mus sp.
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<400> 139
caggtccaac tgcagcagec tggggcetgaa ctagtgaage ctggggcttc agtgaagctg 60

tcotgcaagg cttctggeta caccticace agcetactgga tgcactgggt gaagcagagg 120
cctggacaag gccttgagtg gattggagag attaatccta gecaacggteg ttctaactac 180
aatgagaagt tcaagagcaa ggccacactg actgtagaca aatcctccag cacagectac 240
atgcaactca gcagcectgac atctgaggac tetgeggtct atttctgtge acattactac 300
gatggtagtt acgggttctt tgactattgg ggccaaggea ccactctcac agtctectca 360
<210> 140

<211> 334

<212> DNA

<213> Mus sp.

<400> 140
gacattgtgc tgacacagtc tcetgettce ttagetgtat ctctggggea gagggecace 60

atctcatgca gggccagceca aagtgtcagt acatctacct ctatttatat gcactggtac 120
caacagaaac caggacagcc acccaaactc ctcatcaagt atgcatccaa cotagaaict 180
ggggtccetg ccaggttcag tggecagtggg tetgggacag aaatcacccet caacatccat 240
cctgtggagg aggaggatac tgcaacatat tactgtcage acagttggga gattcegtgg 300
acgttcggtg gaggcaccaa getggaaate aaac 334

<210> 141

<211> 354

<212> DNA

<213> Mus sp.

<400> 141
gaggtgaagc ttctcgagic tggaggtgge ctggtgeage ctggaggatc cctgaaagtc 60

tcctgtacag ccotcaggatt cgattttagt agatattgga tgagttgggt ccggeagget 120
ccagggaaag ggctagaatg gattggagaa attaatccag atagcagtac gataaactat 180
acgccatcic tgaaggataa attcatcatc tccagagaca acgccaaaaa tacgetgtac 240
ctgcaaatga gcaaagtgag atcigaggac acagcccttt attactgtgc aagaccggga 300
tatggtaacc tcttigitta ctggggccaa gggacictgg tecactgtcte cteca 354

<210> 142

<211> 341

<212> DNA

<213> Mus sp.

<400> 142
gacattgtga tgacacagtc tccateotee ctgagtgtgt cagcaggaga gaaggtcact 60
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atgagctgea agtccagtca gagtctgtta aacagtggaa atccaaagaa ctactiggee 120

tggtaccagce agaagccagg geagcectect aaactgttga tctacgggge atccactagg 180
ggatctgggg tcectgateg cttcacagge agtggatetg ggacegattt cactettace 240
atcagcagtg tgcaggctga agacctggea gittactact gicagaatga tcatactttt 300
ccgtacacgt tcggaggggg gaccaagcetg gaaataaaac g 341

<210> 143

<211> 348

<212> DNA

<213> Mus sp.

<400> 143
gaggtgaagc ttctcgagte tggaggtgge ctggtgcage ctggaggate cctgagactc 60

tcctgtgeag ceotcaggatt cgattttagt aaagactgga tgagttgggt ccggeagget 120
ccagggaaag ggctagaatg gattggagaa attaatccag acagtagtac gataaactat 180
gcaccagctc taaaggataa attcatcatc tccagagaga acgccaaaaa tacgetgtac 240
ctgcaaatga acaaagtgag atctgaggac acagcccttt attactgtgc aagatggtca 300
actgggcettg actactgggg ccaaggeacc actctcacag tetectca 348

<210> 144

<211> 321

<212> DNA

<213> Mus sp.

<400> 144
gatatccaga tgacacagac tccatcctee ctgtetgect ctctgggaga cagagtcace 60

atcaatigca gggcaagtca gggcectcage aattatttaa actggtatca gcagaaacca 120
gatggaactg ttaaactcct gatctactac geatcaatat tacactcagg agtcccatca 180
aggttcactg gecagtgggte tggaacagat tattcictca ccattagcac cctggagcaa 240
gaggatattg gcacttactt tigccaacag ggtaatacge ttccgtggac gttcggtgga 300
ggcaccaaac tggaaatcaa ¢ 321

<210> 145

<211> 348

<212> DNA

<213> Mus sp.

<400> 145
caggfttcaac tgcagcagtc tggacctgag ctggtgaage ctggggectc agtgaagatt 60

tectgecaagg cttctggcta tccattcagt accteetgga tgaactgggt gaagcagagg 120
cciggaaagg gtettgagty gattggacgg atitatctig gagatggaga tactaactac 180

Page 85



112304PCT
aatgggaagt tcacgggcaa ggccacactg actgcagaca aatcctccag cacagtttac 240

atgcaactca gcagcectgac atctgaggac tetgeggtet acttctgige aagatggagg 300
ggtgactacg actactgggg ccaaggcace actctcacag tetcctca 348
<210> 146

<211> 340

<212> DNA

<213> Mus sp.

<400> 146
gacattgtga tgtcacagtc tccatcctce ctagetgtgt cagttggaga gaaggttact 60

ctgagctgca agtccagica gagccittta tatagtagca ctcaaaacaa ctacttggece 120
tggtaccagc agacaccagg gcagtctect aaactgctga tttactggge atccactagg 180
gaatctgggg tecctgateg cttcacagge agtggatetg ggacagattt cactctcacce 240
atcagcagtg tgaaggctga agacctggcea gtttattact gicagcaata ttatagctat 300
ccgtggacgt teggtggagg caccaagetg gaaatcaaac 340

<210> 147

<211> 354

<212> DNA

<213> Mus sp.

<400> 147
tctgatgtge agettcagga gtcaggacct ggcctegtga aacctictca gactetgtct 60

ctcacctgct ctgtccctga ctactccatc accagtgatt atcactggea ctggatcagg 120
cagtticcag gaaacaaact ggagtggatg ggatacataa gctcaagggg tagtactaac 180
tacaacccat ctctcaaaaa tcgaatctce atcactcatg acacatctga gaatcagttc 240
ttcctgaaat tgacttetgt gactactgag gactcagcca catattattg tgcaggettg 300
fcccagtiag ctettgacta ctggggecaa ggcaccacte tcacagtcte ctea 354
<210> 148

<211> 322

<212> DNA

<213> Mus sp.

<400> 148
gacatcaaga tgacccagtc tccatctice atgtatgcat ctctaggaga gagagtcact 60

atcactigca aggcgagtca ggacatttat ccctatttaa actggticca acaaaaacca 120
gggaaatctc ctaagaccct gatctatcgt acaaatagat tgctagatgg ggtcccatca 180
aggttcagtg gcagtggatc tggacaagat tattctctca ccatcagcag cctggactat 240
gaagatatgg gaatttatta ttgtctacag tatgatgagt ttccgetcac gttcggtget 300
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gggaccaagc tggagetgaa ac 322

<210> 149
<211> 360
<212> DNA
<213> Mus sp.

<400> 149
caagttactc taaaagagtc tggccctggg atattgaage cctcacagac cetcagtctg 60

acttgttctt tetetgggtt ticactgage actictaata tgggtgtagg ctggattcgt 120
cagccttcag ggaagggtct ggagtggcetg geacacattt ggtgggatga tgataagtat 180
tataacccat ccctgaagag ccagctcaca atctccaagg atacctccag aaaccaggic 240
ttcctcaaga tcaccagtigt ggacactgaa gatactgeca cttactactg tgttcgaagt 300
aactatggit acgcctggtt tgcttactgg ggccaaggga cictggicac tgtctetgca 360
<210> 150

<211> 334

<212> DNA

<213> Mus sp.

<400> 150
gacattgtgc tgacccaatce tccagcettct ttggetgtgt ctctagggea gagggecacce 60

atatcctgca gagecagtga aagtgttgat agetatggea aaagttitat gcactggtac 120
cagcagagac caggacagcc acccaaactc ctecaictate gtgcatccaa cctagaatct 180
gggatcectg ccaggttcag tggeagtggg tetaggacag acttcacect caccattaat 240
cctgtggagg ctgatgatgt tgcaacctat tactgtcaac aaagtaatga ggatccgtgg 300
acgttcggtg gaggcaccaa getggaaatc aaac 334

<210> 151

<211> 357

<212> DNA

<213> Mus sp.

<400> 151
caggtccagt tgcagceagtce tgggectgag gtggtgagge ctggggtetc agtgaagatt 60

tcetgecaagg gitceggceta cacattcact gattatgetg tgcactgggt gaagetgagt 120
catgcaaaga gtctggagtg gattggagtt attagtactt acaatgatta tacatacaac 180
aaccaggatt ttaagggcaa ggccacaatg actgtagaca aatcciccag cacagectat 240
atggaacttg ccagattgac atctgaggat tctgecalct attactgtge aagaggtaac 300
tectacttct atgctttgga ctactggggt caaggaacct cagtcaccgt ciccica 357

<210> 152
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<211> 334
<212> DNA
<213> Mus sp.

<400> 152
gacattgcge tgacccaatc tccagctict tiggetgtgt ctetggggea gagggecace 60

afttcctgca gageccagega aagtgtigat aattctggea titgtitigt gaactggttc 120
caacagaaac caggacagcc acccaaactc ctcatctatg ctgcatccaa ccaaggaice 180
ggggtccctg ccaggttiag tggcagtggg tetgggacag acttcagect caacatccat 240
cctatggaga aggatgatac tgcaatgtat tictgtcagc aaagtaagga ggttccgtgg 300
acgttcggtg gaggcaccaa gectggaaatc aaac 334

<210> 153

<211> 363

<212> DNA

<213> Mus sp.

<400> 153
caggttcagc tgcagcagte tggagetgag ctggegagec ctgggacttc agtgaagetg 60

tcctgcaagg ctictggata caccttcaca ttctatggta taagetgggt gaagcagaaa 120
actggacagg gccttgagtg gattggagag atttatcctg gaagttataa tgcttactac 180
aatgacaagt fcaagggcaa ggccacactg actgcagaca gatcctccag cacagectac 240
atgcagctca gcagcctgac atctgaggac tetgecegtcet atictgtge cagagactat 300
ggtgaccegt attactatge tatggactac tggggtcaag gaacctcagt caccgtctce 360

tca 363

<210> 154

<211> 334

<212> DNA

<213> Mus sp.

<400> 154
gacatigige tgacacagtc tcetgettee ttaactgtgt ctctggggea gagggcecace 60

atctcatgca gggccageca aagtgtcagt acatctacct ttaattatat gaactggtac 120
caacagaaac taggacagcc acccaaactc ctcatcaagt atgcatccaa cctagaatct 180
ggggtccctg ccaggttcag tggcagtggg tetgggacag acticacect caacatccat 240
cctgtggagg aggaggatat tgcaacatat tactgtcage acagtiggga gattccgtgg 300
acgttcggtg gaggcaccaa gctggaaatc aaac 334

<210> 155

<211> 354
<212> DNA
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<213> Mus sp.

<400> 155
gaggtgaagc tictcgagtc tggaggtggce ctggtgcage ctggaggate ccagaaactc 60

tcetgtgeag cctcaggatt cgatticagt agatactgga tgagttgggt ccggeagget 120
ccagggaaag ggctagaatg gattggagaa attaatccag atagcagtac ggtaaactat 180
acgccatctc taaaggataa attcatcatc tccagagaca acgccaaaaa tacgetgtac 240
ctgcaaatga gtaaagtgag atctgaggac acageccttt attactgtge aagaccggga 300
tatggtaacc tetttgttta ctggggecaa gggactcetgg teactgtete ctea 354

<210> 156

<211> 337

<212> DNA

<213> Mus sp.

<400> 156
gatattgtgt tgactcaggc tacaccctet gtacctgtca ctectggaga gtcagtatce 60

atctcctgca ggtctagtaa gagtetectg catactaagg gegacactta cttgtatigg 120
ttcctgcaga ggecaggceca gtetecteag ctectgatat atcggatgtc caaccttgee 180
tcaggagtcc cagacaggtt cagtggcagt gggtcaggaa clgitticac actgagaatc 240
agtagagtgg aggctgagga tgtgggtatt tattactgta tgcaacatct agaatatcca 300
ttcacgttcg gectcggggac aaagtiggaa ataaaac 337

<210> 157

<211> 354

<212> DNA

<213> Mus sp.

<400> 157
gaggttcagc tgcagceagtc tggggcagag tctgtgaggt caggggecte agtcaagttg 60

tcctgcaccy ctictggect caatattaaa gactactata tgcactgggt gaacctgagg 120
cctgaacagg gectggagtg gattggatgg attgatectg agaatggtga tactgaatat 180
gccccggagt tccagggceaa ggcecactatg actgcagaca catcttccaa cacagectac . 240
ctgcagctca gecagectgac atctgaggac actgecgtet attactgtaa tgettigcaac 300
tacggtagtg cctacggcta ctggggccaa ggcaccactc tcacagicte cteca 354
<210> 158

<211> 322

<212> DNA

<213> Mus sp.

<400> 158

gaaacaactg tgacccagtc tccagcatce ctgtccatgg ctataggaga aaaagtcace 60
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atcagatgca taaccaacac tgatattgat gatgatatga actggtacca gcagaagcca 120
ggggaacctc ctaagctcct tatttcagaa ggcaatggtc ttegicetgg agtcccatce . 180
cgattctcca gecagtggceta tggcacagat titgttttta caattgaaaa catgetctca 240
gaagatgttg cagattacta ctgtttgcaa agtgataact tgcctctcac gttcggetcg 300
gggacaaagt tggaaataaa ac 322
<210> 159
<211> 360
<212> DNA
<213> Mus sp.

<400> 159
gaggtgaagc ttctcgagtc tggaggtgge ctggtgcage ctggaggate cectgaaacte 60

tcctgtgeag cotcaggatt cgatittagt agatactgga tgagttgggt ccggecagget 120
ccagggaaag gactagaatg gattggagat cttaatccag atagcagtge gataaactat 180
acgccatcte taaaggataa attcatcatc tccagagaca acgccaaaaa tacgetgtac 240
ctgcaaatga gcaaagtgag atctgaggac acagcecctit attactgtac actcattact 300
acgttagtac cctatactat ggacttctgg ggtcaaggaa ccteagtcac cgtetcctca 360
<210> 160

<211> 340

<212> DNA

<213> Mus sp.

<400> 160
gacattgtga tgactcagic tccatcctee ctgactgtga cagecaggagt gaaggtcact 60

atgagctgca agtccagtca gagtetgtta aacagtggag atcaaaagaa cigettgact 120
tggtaccage agaaaccagg gecagcecacct aaactgtiga tctactggge atccactagg 180
gaatctgggg teectgateg cticacagge agtggaictg gaacagattt cactctcace 240
atcagcagtg tgcaggctga agacctggea gtttattact gicagaatga ttatagttat 300
ccgcetcacgt tcggigetgg gaccaagetg gagetgaaac 340

<210> 161

<211> 360

<212> DNA

<213> Mus sp.

<400> 161
gaaatacatc tggtggagtc tgggggaggc ttagtgaagce ctggagggte cctgaaagte 60

tcctgtgcag cetetggatt cactttcagt aggtatgeca fgtctigggt tegecagact 120

ccggagaaga ggetggagtg ggtegcaacc attagtggtg gtggtegtta cacctactat 180
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ccagaccttg tgaagggtcg attcaccatc tccagagaca ttgccaggac caccetgtac 240
ctgcaaatga gcagtctgag gtctgaggac acggcecatgt attactgtge aagaacaget 300
cgggcticga attatgctat ggactactgg ggtcaaggaa cctcagtcac cgictectca 360
<210> 162
<211> 322
<212> DNA
<213> Artificial Sequence
<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 162
gacatccaga tgacccagtc tecatcettce ctgtctgeat cigtaggaga tagagtcact 60

atcacttgca aggcgagtca ggacatttat cectatttaa actggttcca acaaaaacca 120
gggaaagctc ctaagaccct gatctatcgt acaaatagat tgctagatgg ggtcccatca 180
aggttcagtg gcagtggatc tggaacagat titacttica ccatcagcag cctgcaacct 240
gaagatattg caacttatta ttgtctacag tatgatgagt ttccgcteac gttcggtget 300
gggaccaagc tggaaatcaa ac 322

<210> 163

<211> 361

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 163
cagatcacct tgaaggagtc tggtcctacg ctggtgaaac ccacacagac cctcacgetg 60

acctgcacct tetctgggtt ctecactcage actagtaaca tgggtgtggg ctggatccgt 120
cagcccccag gaaaggcecct ggagiggctt gcacacattt ggtgggatga tgataagtac 180
tacagcccat ctctgaagag caggctcacce atcaccaagg acacctccaa aaaccaggtg 240
gtccttacaa tgaccaacat ggacccelgtg gacacagceca catattactg tgttcgaagt 300
aactatggtt acgcctggtt tgcttactgg ggccaaggga ctetggteac tgtctettca 360

g 361

<210> 164

<211> 334

<212> DNA
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<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 164
gaaattgtgt tgacacagtc tccagecacc cigtetttgt ctccagggga aagagccace 60

cictcctgca gggecagtga gagigtigac agctatggca aaagttitat gcaciggtac 120
caacagaaac ctggccagge teccaggcte cteatctata gggcatccaa ceiggaatet 180
ggcatcccag ccaggitcag tggecagtggg tetgggacag acttcactet caccatcage 240
agcctagagc ctgaagattt tgcagtttat tactgtcage agagtaatga ggatcegtgg 300
acgttcggtg gaggcaccaa getggaaatc aaac 334

<210> 165

<211> 358

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 165
caggtccagce ttgtgcagte tgggectgag gtgaagaage ctggggectic agtgaaggtt 60

tcotgcaagg ctictggata caccticact gactatgetg tgeattgggt gcgccaggee 120
cccggaaaaa ggctigagtyg gatiggagtg atcagceactt acaatgatta cacatacaat 180
aaccaggact tcaagggcag agtcaccatg accagggaca catccgegag cacagectac 240
atggagctga gcagactgag atctgaagac acggctatgt attactgtge gagaggtaac 300
tcctacttct atgetttgga ctactggagt caaggaacct cagtcaccegt ctectcag 358
<210> 166

<211> 337

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 166
gatattgtga tgactcagtc tccactctce ctgeccgtea cecctggaga gecggectece . 60

atctcctgea ggtctagtaa gagectecty catactaaag gagacaccta tttgtatigg 120

ttcctgcaga agecagggcea gtetccacag ctectgatcet atcggatgte taatcgggee 180
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tccggygtece ctgacaggtt cagtggecagt ggatcaggea cagattitac actgaaaatc 240
agcagagigg aggctgagga tgtiggggtt tattactgta tgcaacatct agaatatcca 300
ttcacgttcg gccaggggac aaagttggaa atcaaac 337
<210> 167
<211> 355
<212> DNA
<213> Artificial Sequence
<220~
<221> source
<223» Inote="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 167
caggtgcagc tggtgcagtc tggggctgag gtgaagaage ctggggectc agtgaaggtt 60

tcctgcaagg catctggata caccticaaa gactactata tgcactgggt gcgacaggee . 120
cciggacaag ggctigagtyg gatgggatgg atcgaccecty aaaatggiga cacagaatac 180
gcaccggagt tccagggeag agtcaccatg accagggaca cgtccacgag cacagictac 240
atggagctga gecagcecigag atctgaggac acggecgtgt attactgtaa tgettgcaac 300
tacggtagtg cctacggceta ctggggecaa ggcaccactc tcaccgtete ctcag 355
<210> 168

<211> 322

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 168
gaaacgacac tcacgcagte tccageattc atgtcagega ctccaggaga caaagtcaac 60

atctcctgca taaccaacac agacattgat gatgatatga actggtacca acagaaacca 120
ggagaagctg ctattctect tatttcagaa ggtaatggtce tcegtectgg aatcccacct 180
cgattcagtg gcagcgggta tggaacagat titaccctca caattaataa catagaatct 240
gaggatgctg catattactt ctgtctacaa agtgataact tgectetcac gticggeteg 300
gggacaaagt t{ggaaataaa ac 322

<210> 169

<211> 361

<212> DNA
<213> Artificial Sequence
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<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 169
gaggtgcage tggtggagtc tgggggaggc ttggtccage ctggggggte cotgagacte 60

tectgtgeag cetetggatt cgactttagt agatattgga tgagetggat cecgecagget 120
ccagggaagg ggctggagtg gatcggcgac ctaaacccag aticaagtge gataaactat 180
gtggactctg tgaagggecg attcaccate tccagagaca acgecaagaa ctcactgtat 240
ctgcaaatga acagcectgag agecgaggac acggetgtgt attactgtac acteattact 300
acgttagtac cctatactat ggactictgg ggtcaaggaa cctcagtcac cgtctcctca 360

g 361
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