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Fc Receptor Antibody Analyte Range KD (M) |Rmax |Legend level
FcyRIIB-Acro PDL1-avelumab 3200nm-25nm 3.33E-06 | 109.5 52.0
FcyRIIB-Acro PDL1-mIL7-3A-mIFNa4 3200nm-50nm 1.26E-06 {30S8.0 51.9
FcyRIIB-Acro PDL1-mlIL7-3A 3200nm-25nm 2.47E-06 |150.3 54.5
FCVR%’Z‘;EIW' PDL1-avelumab 800nm-6.25nm | 1.05E-06 |181.5 63.5
FCVR:’;;SIGI PDL1-mIL7-3A-mIFNa4 | 800nm-6.25nm | 1.15E-07 |287.3 63.8
FCVRLL/::167_ PDL1-mIL7-3A 800nm-6.25nm | 4.26E-07 | 146.0 65.7
FcyR'/'i?;;””’ PDL1-avelumab 400nm-3.125nm | 2.63E-07 [130.9 423
FcyRIXé\;;/l?G- PDL1-mIL7-3A-mIFNa4 | 400nm-3.125nm | 1.73E-08 | 267.9 423
FcyRI:(/;\r—c\)/176— PDL1-mIL7-3A 400nm-3.125nm | 7.55E-08 | 190.6 41.9
FcyRIIIB-NA1-Acro PDL1-avelumab 800nm-6.25nm | 3.31E-05 [734.5 514
FcyRIIIB-NA1-Acro| PDL1-mIL7-3A-mIFNa4 [ 800nm-6.25nm | 5.01E-07 |280.0 523
FcyRIIIB-NA1-Acro PDL1-mIL7-3A 800nm-6.25nm | 4.79E-07 |173.9 52.6
FcyRI-Sino PDL1-avelumab 400nm-6.25nm | 1.01E-07 | 77.6 56.5
FcyRI-Sino PDL1-mIL7-3A 400nm-6.25nm | 1.94E-07 | 97.1 56.9
FcyRI-Sino PDL1-mIL7-3A-mIFNa4 | 400nm-6.25nm | 2.71E-08 | 93.2 57.0
FcRn-Acro PDL1-avelumab 1000nm-15.625nm| 1.25E-06 |1011.8 217.0
FcRn-Acro PDL1-mIL7-3A 1000nm-15.625nm| 5.27E-07 (1022.4 218.0
FcRn-Acro PDL1-mIL7-3A-mIFNa4 {1000nm-15.625nm| 1.60E-07 |1028.3 220.6
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PD1-PL1-3F2- PDL1-C40-6A7-

AB-IgG1 AB-lgG4

Fc Receptor FV3A-IgGl &G FV3A-IgG4 gG

KD (M) KD (M) KD (M) KD (M)
FcyRI-Sino 2.94E-09 2.31E-10 1.22E-09 7.56E-10
FcyRIIA-H167-Acro 6.33E-07 4.75E-07 1.13E-06 1.63E-06
FcyRIIA-R167 3.26E-07 5.93E-07 7.06E-07 7.19E-07
FcyRIIB 2.35E-06 2.39E-06 7.66E-07 1.26E-06
FcyRIIIA-F176 8.46E-08 3.01E-07 negative negative
FcyRINIA-V176-Acro 1.30E-07 1.77E-07 7.53E-08 6.75E-07
FcyRIIIB-NA1-Acro 1.18E-06 4.42E-07 negative negative
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FIG. 48

IgGl-heavy chain constant region(CH) (SEQ ID NO: 1)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSS
SLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVEFSCSVMHEALHNHYTQKSLSLSPGK

IgG2-CH (SEQ ID NO: 2)
STKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSN
FGTQTYTCNVDHKPSNTKVDKTVERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHED
PEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKTISKTKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKSLSLSPGK

IgG4-CH (SEQ ID NO: 3)
STKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSS
LGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQE
DPEVQFNWYVDGVEVHNAKTKPREEQEFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQP
REPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRW
QEGNVFSCSVMHEALHNHYTQKSLSLSLGK

PDLl-avelumab antibody light chain (SEQ ID NO: 4)
QSALTQPASVSGSPGQSITISCTGTSSDVGGYNYVSWYQQHPGKAPKLMIYDVSNRPSGVSNRFSGSKSGNTAS
LTISGLQAEDEADYYCSSYTSSSTRVFGTGTKVTVLGQPKANPTVTLFPPSSEELQANKATLVCLISDFYPGAV
TVAWKADGSPVKAGVETTKPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

PDL1-mIL7-3A heavy chain (SEQ ID NO: 5)
EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYIMMWVRQAPGKGLEWVSSIYPSGGITFYADTVKGRETISRDN
SKNTLYLOMNSLRAEDTAVYYCARIKLGTVTTVDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDEGGGGSGGGGS
ECHIKDKEGKAYESVLMISIDELDKMTGTDSNCPNNEPNFFRKHVCDDTKEAAFLNRAARKLKOFLKMNISEEF
NVHLLTVSOGTOTLVNCTSKEEKNVKEOKKNDACFLKRLLREIKTCWNKILKGSIGGGGSGGGGSVSLTCLVKG
FYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVMHEALHNHYTQKSLSLSP
GA*

*The underlined sequence is mIL7 (26-154aa of NP_032397.1). It replaces 358-362 (EU numbering) of the
heavy chain.

PDL1-mIL7-3B heavy chain (SEQ ID NO: 6)
EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYIMMWVRQAPGKGLEWVSSIYPSGGITFYADTVKGREFTISRDN
SKNTLYLOMNSLRAEDTAVYYCARIKLGTVTTVDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTC
LVKGFYPSDIAVEWEGGGGSGGGGSECHIKDKEGKAYESVIMISIDELDKMTGTDSNCPNNEPNFFRKHVCDDT
KEAAFILNRAARKLKOFLKMNISEEFNVHLLTVSOGTOTLVNCTSKEEKNVKEOKKNDACFLKRLLREIKTCWNK
ILKGSIGGGGSGGGGSKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGA*
*The underlined sequence is mIL7 (26-154aa of NP_032397.1). It replaces 383-391 (EU numbering) of the
heavy chain.
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PDL1-mIL7-3C heavy chain (SEQ ID NO: 7)
EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYIMMWVRQAPGKGLEWVSSIYPSGGITFYADTVKGRETISRDN
SKNTLYLOMNSLRAEDTAVYYCARIKLGTVITTVDYWGOGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTC
LVKGFYPSDIAVEWESNGGGGSGGGGSECHIKDKEGKAYESVIMISIDELDKMTGTDSNCPNNEPNFEFRKHVCD
DTKEAAFLNRAARKLKOFLKMNISEEFNVHLLTVSOGTOTLVNCTSKEEKNVKEOKKNDACFLKRLLRE IKTCW
NKILKGS IGGGGSGGGGSGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNHYTQKS
LSLSPGA*

*The underlined sequence is mIL7 (26-154aa of NP_032397.1). It is inserted between amino acids 384 and
385 (EU numbering) of the heavy chain.

PDL1-mIL7-3D heavy chain (SEQ ID NO: 8)
EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYIMMWVRQAPGKGLEWVSSIYPSGGITFYADTVKGRFTISRDN
SKNTLYLOMNSLRAEDTAVYYCARIKLGTVTTVDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTC
LVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVGGGGSGGGGSECHIKDKEGKAYESVIMIS
IDELDKMTGTDSNCPNNEPNFFRKHVCDDTKEAAFLNRAARKLKOFLKMNI SEEFNVHLLTVSOGTOTLVNCTS
KEEKNVKEOKKNDACFLKRLLRE IKTCWNKILKGS IGGGGSGGGGSFSCSVMHEALHNHYTQKSLSLSPGA*
*The underlined sequence is mIL7 (26-154aa of NP_032397.1). It replaces 413-422 (EU numbering) of the
heavy chain.

HC linker sequence (SEQ ID NO: 9):
GGGGSGGGGSGGGGSGGGGS

mIFNad4 (SEQ ID NO: 10)
CDLPHTYNLGNKRALTVLEEMRRLPPLSCLKDRKDFGFPLEKVDNQQIQKAQATILVLRDLTQQILNLEFTSKDLS
ATWNATLLDSFCNDLHQQLNDLKACVMQEPPLTQEDSLLAVRTYFHRITVYLRKKKHSLCAWEVIRAEVWRALS
SSTNLLARLSEEKE*

hIL7 NP_000871.1 26 to 177aa (SEQ ID NO: 11)
DCDIEGKDGKQYESVLMVSIDQLLDSMKEIGSNCLNNEFNFFKRHICDANKEGMFLFRAARKLRQFLKMNSTGD
FDLHLLKVSEGTTILLNCTGQVKGRKPAALGEAQPTKSLEENKSLKEQKKLNDLCFLKRLLQEIKTCWNKILMG
TKEH

hIL21 NP_068575.1 25 to 162aa (SEQ ID NO: 12)
HKSSSQGQDRHMIRMRQLIDIVDQLKNYVNDLVPEFLPAPEDVETNCEWSAFSCFQKAQLKSANTGNNERIINV
SIKKLKRKPPSTNAGRRQKHRLTCPSCDSYEKKPPKEFLERFKSLLQKMIHQHLSSRTHGSEDS

hTGFbR2 NP_003233.4 24 to 159 (SEQ ID NO: 13)
IPPHVQKSVNNDMIVTDNNGAVKEFPQLCKFCDVREFSTCDNQKSCMSNCSITSICEKPQEVCVAVWRKNDENITL
ETVCHDPKLPYHDFILEDAASPKCIMKEKKKPGETFFMCSCSSDECNDNIIFSEEYNTSNPD

ATOR1015-CD86 (SEQ ID NO: 14)
APLKIQAYFNETADLPCQFANSQNLSLSELVVFWQODQENLVLNEVYLGKERFDSVDSKYMGRTSFDSDSWTLRL
HNLQIKDKGRYQCITHHKKPTGMINIHQMNSELSVLA

KNO035 VHH (SEQ ID NO: 15)
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QVQLVESGGGLVQPGGSLRLSCAASGFTFSRRCMAWFRQAPGKERERVAKLLTTSGSTYLADSVKGREFTISRDN
SKNTVYLOMNSLRAEDTAVYYCAADSFEDPTCTLVTSSGAFQYWGQGTLVTVSS

C40-6A7 scFv (SEQ ID NO: 16)
DVVMTQSPLSLPVTLGQPASISCRSSQSLLHSNGNTYLHWYQQORPGQSPNHLIYQVSNREFSGVPDRESGSGSGT
DFTLKISRVEAEDVGVYFCSQTTHVPWTFGCGTKVEIKGGGGSGGGGSGGGGSGGGGSQVQLVQSGAEVKKPGA
SVKLSCKASGYTFISYYIYWVKQAPGQCLEWIGGINPRNGGTNFNEKFKSRATLTVDTSISTAYMELSRLRSED
TAVYYCTRHGNGVYWGQGTTLTVSS

PDL1-3F2 scFv (SEQ ID NO: 17)
QVQLOQESGPGLVKPSETLSLTCTVSGYSITSGYNWHWIRQFPGNCLEWMGYIHHSSTITNYNPSLKSRITISRDT
SKNQFSLKLSSVTAADTATYYCAREGYDYDWFAYWGQGTLVTVSSASTGGGGSGGGGSGGGGSGGGGSDIVLTQ
SPDFQSVTPKEKVTLSCRASQSISNNLHWYQQKPDESPKLLIKYASQSISGIPSRFSGSGSGTDFTLTINSVEA
EDFAMYFCQQSKSWPFTFGCGTRLEIK

Linker sequence (SEQ ID NO: 30)
GGGGSGGGGS

Linker sequence (SEQ ID NO: 31)
GGGGS

IGHG1l isoform NCBI Reference No: J00228 (SEQ ID NO: 32)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSS
SLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFEFSCSVMHEALHNHYTQKSLSLSPGK

IGHG2 isoform NCBI Reference No: J00230 (SEQ ID NO: 33)
ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVTVPSS
NFGTQTYTCNVDHKPSNTKVDKTVERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHE
DPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKTISKTKGQP
REPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRW
QQGNVFSCSVMHEALHNHYTQKSLSLSPGK

IGHG4 isoform NCBI Reference No: K01316 (SEQ ID NO: 34)
ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSS
SLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPSCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQ
EDPEVQFNWYVDGVEVHNAKTKPREEQEFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQ
PREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSR
WQEGNVFSCSVMHEALHNHYTQKSLSLSLGK

PDLl-avelumab antibody heavy chain (SEQ ID NO: 35)
EVQLLESGGGLVQPGGSLRLSCAASGEFTFSSYIMMWVRQAPGKGLEWVSSIYPSGGITEFYADTVKGRETISRDN
SKNTLYLOMNSLRAEDTAVYYCARIKLGTVTTVDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTC
LVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSL
SLSPGK

PDL1-3F2-IgGl heavy chain (SEQ ID NO: 36)
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QVOLOESGPGLVKPSETLSLTCTVSGYSITSGYNWHWIRQFPGNGLEWMGYIHHSSITNYNPSLKSRITISRDT
SKNQFSLKLSSVTAADTATYYCAREGYDYDWFAYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLV
KDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSC
DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREE
QYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCL
VKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

PDL1-3F2-IgGl light chain (SEQ ID NO: 37)
DIVLTQSPDFQSVTPKEKVTITCRASQSISNNLHWYQQKPDESPKLLIKYASQSISGIPSRFSGSGSGTDFTLT
INSVEAEDFAMYFCQQSKSWPFTFGQGTRLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQW
KVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

M7824 heavy chain (SEQ ID NO: 38)
EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYIMMWVRQAPGKGLEWVSSIYPSGGITFYADTVKGRFTISRDN
SKNTLYLOMNSLRAEDTAVYYCARIKLGTVTTVDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLEFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTC
LVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSL
SLSPGAGGGGSGGGGSGGGGSGGGGSGIPPHVQKSVNNDMIVTDNNGAVKFPQLCKFCDVRFSTCDNQKSCMSN
CSITSICEKPQEVCVAVWRKNDENITLETVCHDPKLPYHDFILEDAASPKCIMKEKKKPGETFFMCSCSSDECN
DNIIFSEEYNTSNPD

M7824 light chain (SEQ ID NO: 39)
QSALTQPASVSGSPGQSITISCTGTSSDVGGYNYVSWYQQHPGKAPKLMIYDVSNRPSGVSNREFSGSKSGNTAS
LTISGLQAEDEADYYCSSYTSSSTRVFGTGTKVTVLGQPKANPTVTLFPPSSEELQANKATLVCLISDFYPGAV
TVAWKADGSPVKAGVETTKPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

PD1-1A7 VH (SEQ ID NO: 40)
EVQLVESGGGLVQPGGSLRLSCAASGFTFSSYSMSWVRQAPGKRLEWVAHISSGGSSTYYPDTVKGRETISRDN
SKNTLYLOMNSLRAEDTAMYYCTRQFYYGSSFWYFDVWGAGTTVTVSS

PD1-1A7 VL (SEQ ID NO: 41)
DNVLTQSPATLSVSPGERATLSCKASQSVDFDGDSYMNWYQQKPGQPPRLLIYAASNLESGIPARFSGSGSGTD
FTLTISSVEPEDFATYYCQQSNEDPPTFGGGTKVEIK

CT4-4G12-IgGl heavy chain (SEQ ID NO: 42)
EVQLVESGGGLVQPGGSLRLSCAASGEFTFSSYTMSWVRQAPGKGLEWVATISRGGGYTSYPDSVKGREFTISRDN
SKNTLYLQMNSLRAEDTAVYYCAREDYGSSYVHWFAYWGQGTLVTVSAASTKGPSVFPLAPSSKSTSGGTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEP
KSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKP
REEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEFSCSVMHEALHNHYTQK
SLSLSPGK

CT4-4G12-IgGl light chain (SEQ ID NO: 43)
DIQMTQSPSEFLSASVGDRVTITCRAGENIYSYLAWYQQKPGKAPKLLIYNARTLAEGVPSRFSGSGSGTEFTLT
ISSLQPEDFATYYCQHHYGSPRTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQW
KVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

CT4-4G1l2 VH (SEQ ID NO: 44)
EVQLVESGGGLVQPGGSLRLSCAASGFTFSSYTMSWVRQAPGKGLEWVATISRGGGYTSYPDSVKGRETISRDN
SKNTLYLOMNSLRAEDTAVYYCAReDYGSSYVHWFAYWGQGTLVTVSA
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CT4-4G12 VL (SEQ ID NO: 45)
DIQOMTQSPSFLSASVGDRVTITCRAGENIYSYLAWYQQKPGKAPKLLIYNARTLAEGVPSRFSGSGSGTEFTLT
ISSLOPEDFATYYCQHHYGSPRTFGGGTKLEIKR

CT4-040-SCFV-HC heavy chain (SEQ ID NO: 46)
EVQLVESGGGLVQPGGSLRLSCAASGFTFSSYTMSWVRQAPGKGLEWVATISRGGGYTSYPDSVKGRFTISRDN
SKNTLYLQMNSLRAEDTAVYYCAREDYGSSYVHWFAYWGQGTLVTVSAASTKGPSVFPLAPSSKSTSGGTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTEFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEP
KSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
REEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEFSCSVMHEALHNHYTQK
SLSLSPGGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCRASQDINNYLNWYQQKPGGAVKLLIYYTS
RLHTGVPSREFSGSGSGTDFTLTISSLOQPEDIATYYCQOTNTLPWTFGCGTKLEVKGGGGSGGGGSGGGGSGGGG
SQVQLVESGGGVVQPGRSLRISCAVSGFSLTSYGVLWVRQAPGKCLEWLGVIWSGGSTDYNAAFISRLTISRDN
SKSTVYFOMNSLRAEDTAVYYCAREEFGYWGQGTLVTVSS

CT4-040-FV3A heavy chain (SEQ ID NO: 47)
EVQLVESGGGLVQPGGSLRLSCAASGFTFSSYTMSWVRQAPGKGLEWVATISRGGGYTSYPDSVKGRFTISRDN
SKNTLYLOMNSLRAEDTAVYYCAREDYGSSYVHWFAYWGQGTLVTVSAASTKGPSVFPLAPSSKSTSGGTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEP
KSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
REEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTGGGGSG
GGGSDIQMTQSPSSLSASVGDRVTITCRASQDINNYLNWYQQKPGGAVKLLIYYTSRLHTGVPSRFSGSGSGTD
FTLTISSLQPEDIATYYCQQTNTLPWTFGCGTKLEVKGGGGSGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRS
LRISCAVSGFSLTSYGVLWVRQAPGKCLEWLGVIWSGGSTDYNAAFISRLTISRDNSKSTVYFOMNSLRAEDTA
VYYCAREEFGYWGQGTLVTVSSGGGGSGGGGSKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSD
GSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNHYTQKSLSLSPGK

0O40-9H3 VH (SEQ ID NO: 48)
QVQLVESGGGVVQPGRSLRISCAVSGFSLTSYGVLWVRQAPGKGLEWLGVIWSGGSTDYNAAFISRLTISRDNS
KSTVYFQMNSLRAEDTAVYYCAREEFGYWGQGTLVTVSS

040-9H3 VL (SEQ ID NO: 49)
DIQMTQSPSSLSASVGDRVTITCRASQDINNYLNWYQQKPGGAVKLLIYYTSRLHTGVPSRFSGSGSGTDFTLT
ISSLQPEDIATYYCQQTNTLPWTFGGGTKLEVKR

Mouse CT4-4G1l2 VH (SEQ ID NO: 50)
DVKLVESGGGLVKPGGSLKLSCTASGFTFSSYTMSWVRQTPEKRLEWVATISRGGGYTSYPDSVKGRETISRDN
AKNTLYLOMSSLQSEDTAMYYCARDDYGSSYVHWFAYWGQGTLVTVSA

Mouse CT4-4G1l2 VL (SEQ ID NO: 51)
DIQMTQSPASLSASVGETVTITCRAGENIYSYLAWYQQOKQGKSPQLLVYNARTLAEGVPSRFSGSGSGTQFSLK
INSLQPEDFGSYYCQHHYGSPRTEFGGGTKLEIK

Mouse 0OX40 antibody 9H3 VH (SEQ ID NO: 52)
QVQLKQSGPGLVQPSQSLSITCTVSGFSLTSYGVLWVRQPPGKGLEWLGVIWSGGSTDYNAAFISRLSISKDNS
KSQVFEFKMNSLQADDTAIYYCAREEFGYWGQGTLVTVSA

Mouse OX40 antibody 9H3 VL (SEQ ID NO: 53)
DIOMTQTTSSLSASLGDRVTISCRASQDINNYLNWYQQKPDGTVKLLIYYTSRLHSGVPSRFSGSGSGTDYSLT
ISNLEQEDIATYFCQQTNTLPWTFGGGTKLEIK

HC Linker sequence (SEQ ID NO: 90)
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GGGGSGGGGSGGGGSGGGGSG

C40-6A7 VH (SEQ ID NO: 91)
QVOQLVOSGAEVKKPGASVKLSCKASGYTFISYYIYWVKQAPGOGLEWIGGINPRNGGTNFNEKFKSRATLTVDT
SISTAYMELSRLRSEDTAVYYCTRHGNGVYWGQGTTLTVSS

C40-6A7 VL (SEQ ID NO: 92)
DVVMTQSPLSLPVTLGQPASISCRSSQSLLHSNGNTYLHWYQORPGQSPNHLIYQVSNRFSGVPDREFSGSGSGT
DFTLKISRVEAEDVGVYFCSQTTHVPWTFGGGTKVEIK

hIL3 (SEQ ID NO: 93)
NCSNMIDEIITHLKQPPLPLLDEFNNLNGEDQDILMENNLRRPNLEAFNRAVKSLONASAIESILKNLLPCLPLA
TAAPTRHPIHIKDGDWNEFRRKLTFYLKTLENAQAQQTTLSLAIF

hIL4 (SEQ ID NO: 94)
HKCDITLQEIIKTLNSLTEQKTLCTELTVTDIFAASKNTTEKETFCRAATVLRQFYSHHEKDTRCLGATAQQFH
RHKQLIRFLKRLDRNLWGLAGLNSCPVKEANQSTLENFLERLKTIMREKYSKCSS

hIL5 (SEQ ID NO: 95)
IPTEIPTSALVKETLALLSTHRTLLIANETLRIPVPVHKNHQLCTEEIFQGIGTLESQTVQGGTVERLFKNLSL
IKKYIDGQKKKCGEERRRVNQFLDYLQEFLGVMNTEWIIES

hIL6 (SEQ ID NO: 96)
VPPGEDSKDVAAPHRQPLTSSERIDKQIRYILDGISALRKETCNKSNMCESSKEALAENNLNLPKMAEKDGCEQ
SGFNEETCLVKIITGLLEFEVYLEYLONRFESSEEQARAVOMSTKVLIQFLOKKAKNLDAITTPDPTTNASLLT
KLQAQNOWLODMTTHLILRSFKEFLQSSLRALRQOM

hIL8 (SEQ ID NO: 97)
PKFIKELRVIESGPHCANTEIIVKLSDGRELCLDPKENWVQRVVEKFLKRAENS

hILS (SEQ ID NO: 98)
QGCPTLAGILDINFLINKMQEDPASKCHCSANVTSCLCLGIPSDNCTRPCFSERLSQMTNTTMQTRYPLIFSRV
KKSVEVLKNNKCPYFSCEQPCNQTTAGNALTFLKSLLEI FQKEKMRGMRGKI

hIL13 (SEQ ID NO: 99)
STALRELIEELVNITQNQKAPLCNGSMVWSINLTAGMYCAALESLINVSGCSAIEKTQRMLSGFCPHKVSAGQF
SSLHVRDTKIEVAQFVKDLLLHLKKLFREG

hIL15 (SEQ ID NO: 100)
NWVNVISDLKKIEDLIQSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHDTVENLIILANNSL
SSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMEFINTS

Amino acids 224-333 of human IgA (SEQ ID NO: 101)
NTFRPEVHLLPPPSEELALNELVTLTCLARGFSPKDVLVRWLQGSQELPREKYLTWASRQEPSQGTTTFA
VTSILRVAAEDWKKGDTFSCMVGHEALPLAFTQKTIDRLA

Amino acids 269-375 of human IgD (SEQ ID NO: 102)
AQAPVKLSLNLLASSDPPEAASWLLCEVSGEFSPPNILLMWLEDQREVNTSGFAPARPPPQPRSTTEFWAWS
VLRVPAPPSPQPATYTCVVSHEDSRTLLNASRSLEVS

Amino acids 324-433 of human IgM (SEQ ID NO: 103)
VALHRPDVYLLPPAREQLNLRESATITCLVTGFSPADVFVOWMQRGQPLSPEKYVTSAPMPEPQAPGRYF
AHSILTVSEEEWNTGETYTCVAHEALPNRVTERTVDKST
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CH3-CHS region of human IgGl (J00228|IGHG1*01l|Homo sapiens) (SEQ ID NO:
104)
GQPREPQVYTLPPSRDELTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDK
SRWQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK

CH3-CHS region of human IgG2 (J00230|IGHG2*01l|Homo sapiens) (SEQ ID NO:
105)
GQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPMLDSDGSFEFLYSKLTVDK
SRWQQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK

CH3-CHS region of human IgG3 (X03604|IGHG3*01l|Homo sapiens) (SEQ ID NO:
106)
GQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDK
SRWQOGNIFSCSVMHEALHNRFTQKSLSLSPGK

CH3-CHS region of human IgG4 (K01316|IGHG4*01l|Homo sapiens) (SEQ ID NO:
107)
GQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFEFLYSRLTVDK
SRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK

CH3-CHS region of rat IgGl (RatNor_G_phrGIIGHGl*OlIRattus norvegicus) (SEQ
ID NO: 108)
GRTQVPHVYTMSPTKEEMTONEVSITCMVKGEFYPPDIYVEWQMNGQPQENYKNTPPTMDTDGSYFLYSKLNVKK
EKWQQGNTFTCSVLHEGLHNHHTEKSLSHSPGK

CH3-CHS region of rat IgG2A (RatNor 6 chr6|IGHG2A*01l|Rattus norvegicus)
(SEQ ID NO: 109)
GTPRGPQVYTMAPPKEEMTQSQVSITCMVKGFYPPDIYTEWKMNGQPQENYKNTPPTMDTDGSYFLYSKLNVKK
ETWQQOGNTFTCSVLHEGLHNHHTEKSLSHSPGK

CH3-CHS region of rat IgG2B (RatNor 6 chr6|IGHG2B*01l|Rattus norvegicus)
(SEQ ID NO: 110)
GLVRKPQVYVMGPPTEQLTEQTVSLTCLTSGFLPNDIGVEWTSNGHIEKNYKNTEPVMDSDGSFFMYSKLNVER
SRWDSRAPFVCSVVHEGLHNHHVEKSISRPPGK

CH3-CHS region of rat IgG2C (RatNor 6 chr6|IGHG2C*01l|Rattus norvegicus)
(SEQ ID NO: 111)
GKARTPQVYTIPPPREQMSKNKVSLTCMVTSFYPASISVEWERNGELEQDYKNTLPVLDSDESYFLYSKLSVDT
DSWMRGDIYTCSVVHEALHNHHTQKNLSRSPGK

CH3-CHS region of mouse IgGl (J00453|IGHG1*01|Mus musculus) (SEQ ID NO:
112)
GRPKAPQVYTIPPPKEQMAKDKVSLTCMITDFFPEDITVEWQWNGQPAENYKNTQPIMNTNGSYEFVYSKLNVQK
SNWEAGNTFTCSVLHEGLHNHHTEKSLSHSPGK

CH3-CHS region of mouse IgG2A (V00825|IGHG2A*01|Mus musculus) (SEQ ID NO:
113)
GSVRAPQVYVLPPPEEEMTKKQVTLTCMVTDFMPEDIYVEWTNNGKTELNYKNTEPVLDSDGSYFMYSKLRVEK
KNWVERNSYSCSVVHEGLHNHHTTKSFSRTPGK

CH3-CHS region of mouse IgG2B (V00763|IGHG2B*01|Mus musculus) (SEQ ID NO:
114)
GLVRAPQVYTLPPPAEQLSRKDVSLTCLVVGENPGDISVEWTSNGHTEENYKDTAPVLDSDGSYFIYSKLNMKT
SKWEKTDSFSCNVRHEGLKNYYLKKTISRSPGK
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CH3-CHS region of mouse IgG2C (J00479|IGHG2C*01|Mus musculus) (SEQ ID NO:
115)
GPVRAPQVYVLPPPAEEMTKKEFSLTCMITGFLPAETAVDWTSNGRTEQNYKNTATVLDSDGSYFMYSKLRVQK
STWERGSLFACSVVHEVLHNHLTTKTISRSLGK

CH3-CHS region of mouse IgG3 (X00915|IGHG3*01|Mus musculus) (SEQ ID NO:
116)
GRAQTPQVYTIPPPREQMSKKKVSLTCLVTNFFSEAISVEWERNGELEQDYKNTPPILDSDGTYFLYSKLTVDT
DSWLQGEIFTCSVVHEALHNHHTQKNLSRSPGK

CH3-CHS region of monkey IgGl (NW_001121238|IGHG1*01l|Macaca mulatta) (SEQ
ID NO: 117)
GQPREPQVYTLPPSREELTKNQVSLTCLVKGFYPSDIVVEWESSGQPENTYKTTPPVLDSDGSYFLYSKLTVDK
SRWQQGNVFSCSVMHEALHNHYTQKSLSVSPGK

CH3-CHS region of monkey IgG2 (AY292519]|IGHG2*01l|Macaca mulatta) (SEQ ID
NO: 118)
GQPREPQVYTLPPPREELTKNQVSLTCLVKGFYPSDIVVEWASNGQPENTYKTTPPVLDSDGSYFLYSKLTVDK
SRWQQGNTFSCSVMHEA

CH3 region of monkey IgG3 (AY292512|IGHG3*01|Macaca mulatta) (SEQ ID NO:
119)
GQPREPQVYILPPPQEELTKNQVSLTCLVTGFYPSDIAVEWESNGQPENTYKTTPPVLDSDGSYFLYSKLTVDK
SRWQOQGNTEFSCSVMHEA

CH3-CHS region of dog IgGl (AF354264|IGHG1*01|Canis lupus familiaris) (SEQ
ID NO: 120)
GRAHKPSVYVLPPSPKELSSSDTVSITCLIKDFYPPDIDVEWQSNGQQEPERKHRMTPPQLDEDGSYFLYSKLS
VDKSRWQQGDPFTCAVMHETLONHYTDLSLSHSPGK

CH3-CHS region of dog IgG2 (IMGT000001|IGHG2*01l|Canis lupus familiaris)
(SEQ ID NO: 121)
GQAHQPSVYVLPPSREELSKNTVSLTCLIKDFFPPDIDVEWQSNGQQEPESKYRTTPPQLDEDGSYFLYSKLSV
DKSRWQRGDTFICAVMHEALHNHYTQKSLSHSPGK

CH3-CHS region of dog IgG3 (AF354266| IGHG3*01|Canis lupus familiaris) (SEQ
ID NO: 122)
GQAHQPNVYVLPPSRDEMSKNTVTLTCLVKDFFPPEIDVEWQSNGQQEPESKYRMT PPQLDEDGSYFLYSKLSV
DKSRWQRGDTFICAVMHEALHNHYTQISLSHSPGK

CH3-CHS region of dog IgG4 (AF354267|IGHG4*01|Canis lupus familiaris) (SEQ
ID NO: 123)
GQAHQPSVYVLPPSPKELSSSDTVTLTCLIKDFFPPEIDVEWQSNGQPEPESKYHTTAPQLDEDGSYFLYSKLS
VDKSRWQQGDTFTCAVMHEALQNHYTDLSLSHSPGK

Linker sequence3 (SEQ ID NO: 124)
GGGGSGGGGSGGGGS

mILl2a (SEQ ID NO: 125)
VIPVSGPARCLSQSRNLLKTTDDMVKTAREKLKHYSCTAEDIDHEDITRDQTSTLKTCLPLELHKNESCLATRE
TSSTTRGSCLPPQKTSLMMTLCLGSIYEDLKMYQTEFQAINAALONHNHQQIILDKGMLVAIDELMQSLNHNGE
TLRQKPPVGEADPYRVKMKLCILLHAFSTRVVTINRVMGYLSSA

mILl12b (SEQ ID NO: 126)
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MWELEKDVYVVEVDWTPDAPGETVNLTCDTPEEDDITWTSDQRHGVIGSGKTLTITVKEFLDAGQYTCHKGGET
LSHSHLLLHKKENGIWSTEILKNFKNKTFLKCEAPNYSGRFTCSWLVQRNMDLKFNIKSSSSSPDSRAVTCGMA
SLSAEKVTLDQRDYEKYSVSCQEDVTCPTAEETLPIELALEARQONKYENYSTSFFIRDIIKPDPPKNLOMKPL
KNSQVEVSWEYPDSWSTPHSYFSLKFFVRIQRKKEKMKETEEGCNQKGAFLVEKTSTEVQCKGGNVCVQAQDRY
YNSSCSKWACVPCRVRS

hILl2a (SEQ ID NO: 127)
ARNLPVATPDPGMFPCLHHSQNLLRAVSNMLOKARQTLEFYPCTSEEIDHEDITKDKTSTVEACLPLELTKNES
CLNSRETSFITNGSCLASRKTSFMMALCLSSIYEDLKMYQVEFKTMNAKLLMDPKRQIFLDONMLAVIDELMQA
LNENSETVPQKSSLEEPDFYKTKIKLCILLHAFRIRAVTIDRVMSYLNAS

hIL12b (SEQ ID NO: 128)
IWELKKDVYVVELDWYPDAPGEMVVLTCDTPEEDGITWTLDQSSEVLGSGKTLTIQVKEFGDAGQYTCHKGGEV
LSHSLLLLHKKEDGIWSTDILKDQKEPKNKTFLRCEAKNYSGRFTCWWLTTISTDLTEFSVKSSRGSSDPQGVTC
GAATLSAERVRGDNKEYEYSVECQEDSACPAAEESLPIEVMVDAVHKLKYENYTSSFFIRDIIKPDPPKNLQLK
PLKNSRQVEVSWEYPDTWSTPHSYFSLTFCVQVQGKSKREKKDRVEFTDKTSATVICRKNASISVRAQDRYYSSS
WSEWASVPCS

hIFNa4 (SEQ ID NO: 129)
CDLPQTHSLGNRRALILLAQMGRISHFSCLKDRHDFGFPEEEFDGHQFQKAQAISVLHEMIQQTENLESTEDSS
AAWEQSLLEKFSTELYQQLNDLEACVIQEVGVEETPLMNEDSILAVRKYFQRITLYLTEKKYSPCAWEVVRAET
MRSLSFSTNLQKRLRRKD

selicrelumab VH (SEQ ID NO: 130)
OVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQAPGQGLEWMGW INPDSGGTNYAQKFQGRVTMTRDT
SISTAYMELNRLRSDDTAVYYCARDQPLGYCTNGVCSYFDYWGQGTLVTVSS

selicrelumab VL (SEQ ID NO: 131)
DIQMTQSPSSVSASVGDRVTITCRASQGIYSWLAWYQQKPGKAPNLLIYTASTLQSGVPSRFSGSGSGTDEFTLT
ISSLOQPEDFATYYCQQANIFPLTFGGGTKVEIK

selicrelumab scFV (SEQ ID NO: 132)
DIQMTQSPSSVSASVGDRVTITCRASQGIYSWLAWYQQKPGKAPNLLIYTASTLQSGVPSRFSGSGSGTDFTLT
ISSLQPEDFATYYCQQANIFPLTFGGGTKVE IKGGGGSGGGGSGGGGSGGGGSQVQLVQSGAEVKKPGASVKVS
CKASGYTFTGYYMHWVRQAPGQGLEWMGWINPDSGGTNYAQKFQGRVTMTRDTSISTAYMELNRLRSDDTAVYY
CARDQPLGYCTNGVCSYFDYWGQGTLVTVSS

1A7-selicrelumab-FV3A-IgG4 (heavy chain) (SEQ ID NO: 133)
EVQLVESGGGLVQPGGSLRLSCAASGFTFSSYSMSWVRQAPGKRLEWVAHISSGGSSTYYPDTVKGRFTISRDN
SKNTLYLOMNSLRAEDTAMYYCTRQFYYGSSFWYFDVWGAGTTVTVSSASTKGPSVFPLAPCSRSTSESTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVES
KYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREE
QFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEGGGGSGGGGSD
IOMTQSPSSVSASVGDRVTITCRASQGIYSWLAWYQQOKPGKAPNLLIYTASTLQSGVPSREFSGSGSGTDEFTLTI
SSLOQPEDFATYYCQQANIFPLTFGGGTKVEIKGGGGSGGGGSGGGGSGGGGSQVQLVQSGAEVKKPGASVKVSC
KASGYTFTGYYMHWVRQAPGQGLEWMGWINPDSGGTNYAQKFQGRVTMTRDTSISTAYMELNRLRSDDTAVYYC
ARDQPLGYCTNGVCSYFDYWGQGTLVTVSSGGGGSGGGGSVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSRLTVDKSRWQEGNVESCSVMHEALHNHYTQKSLSLSPGK

1A7-selicrelumab-FV3A-IgG4 (light chain) (SEQ ID NO: 134)
DNVLTQSPATLSVSPGERATLSCKASQSVDFDGDSYMNWYQQKPGQPPRLLIYAASNLESGIPARFSGSGSGTD
FTLTISSVEPEDFATYYCQQSNEDPPTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREA
KVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

1A7-selicrelumab-FVHC-IgG4 heavy chain (SEQ ID NO: 135)
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EVQLVESGGGLVQPGGSLRLSCAASGFTFSSYSMSWVRQAPGKRLEWVAHISSGGSSTYYPDTVKGRETISRDN
SKNTLYLOMNSLRAEDTAMYYCTRQFYYGSSFWYFDVWGAGTTVTVSSASTKGPSVFPLAPCSRSTSESTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVES
KYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREE
QFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCL
VKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLS
LSPGGGGGSGGGGSGGGGSDIOMTQSPSSVSASVGDRVTITCRASQGIYSWLAWYQQKPGKAPNLLIYTASTLQ
SGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQANIFPLTFGGGTKVEIKGGGGSGGGGSGGGGSGGGGSQV
QLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQAPGQGLEWMGWINPDSGGTNYAQKFQGRVTMTRDTSI
STAYMELNRLRSDDTAVYYCARDQPLGYCTNGVCSYFDYWGQGTLVTVSS

1A7-selicrelumab-FVHC-IgG4 light chain (SEQ ID NO: 136)
DNVLTQSPATLSVSPGERATLSCKASQSVDEFDGDSYMNWYQQOKPGQPPRLLIYAASNLESGIPARFSGSGSGTD
FTLTISSVEPEDFATYYCQQOSNEDPPTFGGGTKVEIKGGGSGGGGQVQLVQSGAEVKKPGASVKVSCKASGYTF
TGYYMHWVRQAPGQGLEWMGWINPDSGGTNYAQKFQGRVTMTRDTSISTAYMELNRLRSDDTAVYYCARDQPLG
YCTNGVCSYFDYWGQGTLVTVSSRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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FIG. 49
Kabat CDR

Ab VH SEQ VH CDR2 SEQ VH CDR3 SEQ VL CDR1 SEQ VL CDR2 SEQ VL CDR3 SEQ

CDR1 ID: 1D: ID: ID: 1D: ID:
4G12 or
humanized TISRGGGYTSYPD EDYGSSYVH QHHYGSP
4G12 SYTMS | 54 SVKG 55 WEAY 56 RAGENIYSYLA | 57 NARTLAE 58 RT 59
(CTLA4)
9H3 or VIWSGGSTDYNA QQTNTLP
humanized svevL 60 AFIS 61 EEFGY 62 RASQDINNYLN 63 YTSRLHS 64 WT 65
9H3 (0X40)
3F2 or

. SGYN YIHHSSITNYN EGYDYDW RASQSISNNL QQSKS
humanized WH 18 PSLKS 19 FAY 20 H 21 YASQSIS | 22 WPET 23
3F2 (PD-11)
17 or HISSGGSSTYYPD QFYYGSSFW KASQSVDFDG QQSNED
humanized | SYSMS | 24 TVKG 25 YEDV 26 DSYMN 27 AASNLES 28 PPT 29
1A7 (PD-1)
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Chothia CDR
VH SEQ SEQ SEQ SEQ SEQ SEQ
Ab cort | 1o: | VHCDR2 . | VHCDRS | TS| VLCDR1 o |vLeorz | SR I vicoRs |
4G12 or
humanized | GFTFS EDYGSSYVH QHHYGSP
ot s | 66 | sRaG6Y 67 | wyrar 68 | RAGENIYSYLA |69 NARTLAE |70 | o 71
(CTLA4)
9H3 or
humanized SYF;\L/TL 72 | WsGGS 73 | EEFGY 74 | RASQDINNYLN | 75 YTSRLHS | 76 \?V?TNTLP 77
9H3 (0X40)
3F2 or GYSIT EGYDYDW RASQSISNNL SKS
humanized | SGYN | 78 | HHSSI 79 80 QSISNNL | o4 vasosis |82 | X 83
FAY H WPFT
3F2 (PD-L1) | WH
1A7or GFTFS QFYYGSSFW KASQSVDFDG QQSNED
humanized SYSMS 84 SSGGSS 85 YEDV 86 DSYMN 87 AASNLES 88 PPT 89
1A7 (PD-1)
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