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FIGURE 4

990 bp):

"'L'P;T".

TE ST T T BT T G gL ST T e
AGCAT AT GET CGATAGUAA

ATSGCACRAGTCATTAATACA
’"Tf AACRIATCTCAGTCOTCALTGAGT TN

Y

GOTE ACRGCGUGRAAGRUGATGCLEGUALGC
CA{ C C.ZTH%C TT . _rx"“["I”’"'f1 T. LT\“ GOULATCACTCAGGCTTCROGTARC
GUTRACGACGGUATTTCTATTGO GUAGACCACT GRAGRTGOGUTGRAATGAAATCAACARCT
ARCOTEE %C\_ 1TK1TI'""(‘TG:;2TT FLCTGTTCAGELCATTAATGGGACTAACTOTGATTCN
GATCTGARS CUAGGRTGARATTCAGCAACGTUTGGAAGAAATCGATUGCGTTTOT
A."? TCP-.'EZ‘L... T A} TTTM—‘\(‘%&T STTRARGTCOTC TCTUAGGACRACCAGATGARRATCCAG

ATEGTGEARACCATTACCATCGATCTGCARMAAATTGATGTGARAAGC
,TTCAHTuTT ATTCCCCHGGRATTTCCGETRE TEG TGGTHGAATT
CRATGAAGRCGUTGCUGCAGCCARGRARACTACTGCT
ARCOCH TGCPTTﬁﬂjTTG“TTkT”U‘TTbe G TERACGCAGTTOGTTOTTOTCT G
aguWUlATTLAr CCGTTTTGATTCRAGOCAT TACCRAACCTTGEUARTACGGTRAACCAART
CTQAA{T“”BCFQGTHPC'HTATLbAMbATHCTGATTH GUAACGGAAGTTTCTAATATG

GUAGTAGGUTGRGTAUTTUCGTTCTGGCGUAGGUT AACCAGGTT

CGTCCTCTCTTIACTSUGTTAS
Prmuu sequence (329 AAy
MRGEAHAFARGMASM TS GOUMERDLYDDRDEDEMAOVINTNSLSLLTONNLNESGSSESSATERLG S

bLRINQ’IDD%AS JATANRFTINIRGLTOASENANDGI S TAQTTEGALNETHNNLORVRELSY
EINSDSDLES QDEIO“RLEEIDP“vNQT~FN”‘I LEQDNOMEIGVGANDGETITIDLORIDVRSL,

GLOGFNVNSPGISGGGGGILDSMGTLINED AR RAKKATANPLASIDSALSKVLAVEIZLGATIQNRED
SATITHNLGNTVINLNSARSRIEDADYRTEV INMERAQTILOQAGT SVLAQANQVEONVLELLE

ot AT T R T

T RGTRGAC
ATCATUAT AT I \

ST EETEGACAGCAS
GRCAURAGTCATTAATACE
WTAACCTGARTEAR CAGTOUTCACTGAGTTOC
GTCTETCD TLTmGT"‘TGC‘ﬂThTf"“M.R’TF-LGFJJ’L GRAAGRUGATGCGGUAGGE
C GUTTCACTTCTAATATCARA Tf-.il, TGCACTC "f“bk. TT' ffLaTns

ATTTOTATTGOGUAGACCALITGA
laThTGC‘STu“ STTETCTETTOAGG
COAGGATGAAATTCAGCAACUGETT :
GGETGTTAAAGTUCTITCTC ’?«C-ﬁl(‘

: GﬂTHAAAATDIF.G
CATTACORTUGATCTGL AR

RRAZATTGATGTGARAAGC
TICAATGTTAATITCCCCRGGAATTTCCGG TGRTGG TGGTGGARTT
CTAGACTCCATGESTACATTAATCAATHRAGRCEUTACUGCAGCCARGRARAGTACCGLT
AACCCACTOON TTC AR TTOATTC TECATTO T AAARCTECACCCAGT TOATTCTTOTCTA
GEGGCARTTCARAACT GTTTTGATTCAGCCATTACCARCCTTTAG
Protein sequence (274 A2
Tl SR‘I"E?L Q&tf‘:“”f_ YORRODKOPMAQVINTNSLSLLTONRNLNESQSELESATEELES
GLEINSAKDDRAGDATANREFTSNTEGLTOASRNANLGTI STAQT TEGALNE TNNNLORVEELSVOATN
GINSDEDLESIQDEIQURLEE IDRY ENQTOFNGVEVLSODNOMETOVGANDGET ITIDLOREIDVESL
GLDGFNUNSPGISGGGGGILDSMGTLINEDﬁAEA}hmT WMNELASTDSALSEVDAVRSELGATIQNRE D
SATTHNL

MEGSHHARHRGEMA

O 5
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FIGURE 4, CONTINUED

AT R At of T STV
AT iin.d e 4 LEiad

AT,  TOTATA ATCOCTTCACTTCTART
CTEACTCAGGUTTOCCCTARCEC TARCGACEECATT IC TAT TG GCAGACCAT TEARGGT
GCCCTGAATGARATCAACEACRACCTGCAGCGTETECETEAGTISTOTRT TCAGGTCACT
ABCGEGACTAACTCTGATTCCCATC TGARATCTATICASCATCAAATTCACCARCSTCTS
GARGARATCGATCHCETTTCTAATCAGAL TCAATTTARCGGTET TARAGTCOTOTCTCAS
GACRACCAGATGARAATCCAGETTGGT G TAACGAT G TSARACCATTACCATCGATCTS
CRAARAATTCATCTGAARAGCCTTEGCCTTCATCOATTCARTCTTART TELCCAGHRATT
TCCGRTGETGRTRGTHGAATTCTAGACTO CATGRG TACAT TAATC AR TGARGACGC TGO
GUAGCCAAGAAAAGTACCGUTRACCCACTERCTTCARTTGAT T TECAT TS TOABAAGTS
GACGCACTTCGTTCTTETC TERGGCUARTTEARRACCOTTTTGAT TOASCCAT TACTAAT
CTTGECAATACGGTARCCAATC TEAACT L COLGEETAGCCGTA GCTGACT
GCAACGGAAGTTTCTAATATGT L TARAGCGIAGATTCTGCAGCAGECTSGTACTTOCGTT
CTEBCHECARGE TARCIAGETTOCBCARARCETCHTC T TTTACTACSTTAS

Profemn sequern 0 AAY
MEGIHHAAHRGMASMTEEQ] DORDPFTESNIRGLTQASRNANDGT STAQTTEGALNE THN
DHOME TOVGEANDGE

= -

NLOQRVRELSVUATNGTNSDSDLES TUDE TGURLERE TDRVSNTUFNGVEVLEY
TITIDLOEIDVESLGLDGENVNSPGISGGGEEILDEMGT L INERAAAARESTANPLAS I DGALSEVD
AVRSSLEGATONRFDSA T TNLGNTVTHLNSARSRIEDADYATEVSNMSFAQT LOOAGTEVLAGANOVE

QMVLSLLE

ER
Nl

U,
SUTEETE

STTCACTT

STV BT
GETAT

AT A A AT
A TSARGAT

CTRACTCAGGUTT OCCETAATGCTAACEACGGCATTTC TAT TRUECAGALCAT
GUGCTGRATGEBATCRACERACAACCTGCARLGETGTECETGAGTTSTCTETTCA ACT
AR CCCACTAACTCTEATTCCGATCTEARAATCTATCCACGATGAARTTCAGTARCETCTS
A CAR A TG T CECGT T T TRATCAGAC TCRATTTAACGE TS TTABAGTCCTCTCTCAG
GRECARCTAGATGRARATCCAGETTGETECTAACGAT GG TGAARCCATTACTATOGATITS
CRRALAATTGATLTGAARAGUCTTGGUCT TCATGGST TCALTGT TAATTCOCUSGERATT
TCLURGTGETGR T ETEEAA TTCTAGRC T CATGRC TACATTAATCAATGAAGACGUTSCE
GrEAGCCRAGRARRGTANCGITARCICACTEECTTCAATTGATTCTGCAT TG TCARRRAGTS
A GCAGT IO TT T TCT U TR e LG AR T TCARBAC O TTTTGAT TRAGTCAT TACCARD

AE0aA
TABRAGAC

CTAATAT:

CTTTAG

MEGRDLEYDOODOROPFTSNIKGLTOASENANDGT STAQTTEGALNE THN
LEKSTQDEIQORLEEIDRY SNOTOFNGVEVLIQINQMETIOVGANDGEE

TITIDLOKI DE‘I’”\ LELOGEFNVHSPGISGEEEGILDSMGT LINEDAAAARKSTANPLASIDSALSEVT
AVRISLGATUNRFDEATITHL

CA

: STUE ST

AGUATRACTESTGRADARCAA
raa CETTCACTTCTAATATU AR AGEC
B GGCAT%%ETATTGEGCQGQCCACTQAAGGT
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FIGURE 4, CONTINUED

BUGCTGRATORRATCARCBRCRRCCTHCRGUGTHTAUGTRAGTTGTCTGTTUAGELCAD
TCCCCGGEAATTTCOGGTEGTGETEETGEAATTCTAGACTCCATEGETACATTAATCRA
GARGANGCTECCBCARCCARGAARRG TACAC T ARC U CACTEGN T TCAR TTHRA T T O T
TTGTCARRAGTGRRL GCAGTTCGTTC TTC TC TG aGGGEARTTCARRACTGTTITGATTC a
GOCATTACCRRCUT TGO AATACGETARC CARTUTGRANTUCACGOGTAGULGTATCGAR
GATGCTRAC TATGOARCGARAGTTIC TAATATG TOTARAGCGCAGATTCTGLAGTAGGCT
GETACTTCCGT T TGRCGCAGE TRACCAGGTTCCGCRRARCETUCTU TCTTTAL TG T
TAG
Pnﬂunbmlwnmwﬁmjﬁﬁﬁ

MRGSHFHREFAFGMASMNTGEOOMGREDLYDDDDEKD PF TENIEGLTOASENANDGISIAQTTEGALNE INN
NLE PVPEL.STF‘J“TSPGISGGGGGILESMGTLINED“"“'—LI’&KJT&;NPLA&I VEALSEVDAVRESSLGAT

QNREDSAITNLGNTVTNLNEARSEIEDADYATEVSNMEKAG I LOGAGT SVLAQANOVEONVLILLR

NF—-}*«]

CB

Nucleotide \;@quﬁ‘nm "4'*‘% hp)'

ATECEGRRETT ffi CA TEACTRET GRACAGUAA

ATEG ] COTTCACTTCTARTATCARAGET

CTGACTCAGE CGAL TTTCTATTGOGCAGACCACTGAAGET

SUGCTEAA Tw\..-in'If“ '*‘_HLA.-&AP\_L AACCTGORGUGT GTAUGTGAGTTGTCTGTTCAGGLCALT
TCCCCGGGARTTTCCGGTGGTGGTGETGGARTTCTAGACTCCATGGGTACAT TRATCAAT

3 GCTGUCGUAGCUARGRARRGTAC CGC TARC COACTGGOTTCARTTGATTUTGCR
TTCTCAPARGTGOACGCAGTTCATTC TTCTCTG60GGLAATTCAABACCETT TTGATTCE

GUCATTACCAACCTTTAG

Frotein seyuence { 145 AA Y
MRGSERREHEGMASHTGGQQMGRAL YLD DDKDPF TANIKGLTOASENANLG TS T AQTTEGALNE INN
NLORVRELSVOATSPGISGGGGGILDSMGT LINEDAAAARKSTANPLASIDSALSKVDAVESSLGA
GNREFLSATITHL

T

3 NCATEGTATEED

TAAE T

ik p el \_‘f‘_ﬂ.{k_\.

T

TAGTA

SEACASCIEA
CATTAATACA

ACEATEAC At i §
GOCTETCGITGTTG A”"CP&HAT}L@“( TGRACA

: RTC CACTGAGTTCC
CTATTGAGCETCTSTCOTCTGGTO TG UG TATCARCAGLGCLAM] ZA. i T-ﬂ'GG"‘ﬂGG{‘

aany e

CRGECGATTGITAACCGUTTIACTICTARTATCRARGETIC
GCTARCGAC : TTTLT.’%TT‘W 'C«C.“Lt'a}'-‘sf“f’ FTta
ALCCTECAZCGTETGIGTGA

;‘-ATF" ""“EEA\‘

CTCTGRATTCC
Ga TL Ti%AAATCTHTCfTA T{ GO HTTT& T

CRGRUTCAR
TGS Tmf“GATfmTﬂH L.PTTH &T“GF&TCT( f'i“‘
"‘TT' SGCCTTGATGEETTCAATATTAATTCCCLGGGATGE
Protein sequence {212 AA), last three amine acids are derived from primer and pRSETD polylinker:
MRGSEAREREGMASHNTGEQQMGROLYDDDORDPMAQVINITNELELLTONNLNKIQ3SLEEAIERLES
GLEINSAKDDAAGOQATANREFTENIKGLTQASRNANDGISTAQT TEGALNEINNNLOEVEELSVQATH
GINSLSDLESIQDEIOORLEEIDRY SN TOFNGVEVLSQUNOMEIQVEANDGETITIDLOKIDVEERL
GLDGFNVNSPG

CAG
TKJTG:’JJ—ALGi
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FIGURE 4, CONTINUED
B

lemllda sequence (480 bp):

AT TCATCATCATE A TCATEETATRGUTAGCATGAT
ATGGETCGEGGAT O TETACGACGATGACGATAAGRATIOGTTUACTTC
CTGARCTCAGGUTTCCOGTAACGI TAACGACGGIATTTUTATTGCGUSA
GUGCTGRATGRAATCAACRACRACCTGCAGUGTETGCETCAGTTGTC THTT' f’.bk_ ‘"f‘%'“T
BACGHGAL TQRLT>TI TTFC%E TGAL TOTATCCAGGATEAAATTCAGCAALGTUTG
ARAGARA CTCRARTTTRACGGTETTARAGTUCTGTCTUAG
A AGE _‘ﬁﬁfT ﬁlGuTTuPTGFTﬁ CGATGOTGAMACCATTACCATOGATITG
CARIA AR TTGATCTGARAAGCCUT TGECUTTCATGEETTCAATGT TARTTOCCORGEAT GA

—

Pmlm 1 seqquenge (139 AAY, last three amine acids are derived from primer and pRSETL polylinker:
MRGSAHAAHEGMASMT GEOOMGRULYRDDDEDPE TENIRGLTOASRNANDG IS EAQTTEGALNE INN
NLOEVEELSVOATNGTNSDSLLES IQDEIQQRLEE IDRVENQTOENGVEVLSQUNOMEIQOVEANDG
TITIDLREIDVESLGLIGEFNVNSPG

-

C
Nllg leotide se q nene (2

DT TN T T D e
T

€ FATAGCAA
AATATCAAARGET
TTT(‘TmTTH GLAGACCACTGAAGGT
GTGUGTEAGTTGTUTGTT CAGGCIACT

f"TG Leﬂ‘JG’”TT”“
SOGHT T'\_-LuLLTUrL ATIE
TCCCOGGGRATGR

Protein saql.u':‘nce {33 AAY, last three amino acids are derived from primer and pRSETb polylinker:
MRGSFHFREREGMASNTCEOMEGRDLYDDRDEDPF TANIKGLTOASENANDGISGIAQTTEGALNETINN
HLOEVEELSVY *—ETSPG

IJ f"‘

GST-A'
Nueleotide sequence (1038 bp), GST hghlighted:

TéCCCGGGAATTTCCGGTGGTGGTGGTGGAAT TCTAGACTOCATE
GGTACATTRATCARTGARGACGCTRCCANAGCUARGAARRGTRACCGUTARTCCAUTRGCT
TCAATTGATTOTGCATTGTCAZAAGTOGACGLAGTTUGTICTTNICTS CAATTORA

BACCGTTTTGATTCAGCUATTACCALC LTTGG CAATACGETARCCAATCTGRAALTCUGUG
o Tnm CETATCGARGRTGUTGACTATGORATGHRASR TTTT' "TRATATHTLT ARAGUGCRG
ATTCTECAGCAGRITGETACTTCCGTTE Tuu "'\“PJ [RACCAGETTOOGRARAACGTY

CTCTCTTITACTGOGTTAG
Protein sequence (345 AAY
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FIGURE 4, CONTINUED

SPGISGGGGGILDSMGTLINEDRAR
SLGATONRFDSATITHLGNTVTNLNZARSRIEDADYATEVANMERAQTILOOER
VEQNVLELLER

GG GRA Tf““m CARCCAAG

GABAAL me_‘ GC T“ ACCCACTGE 1T
TCAL TT"’&TT’”TG"LTT T »m? ;?TCGF—LCGCEGTTCGTT"TTuT' TGEGGEUARTTCORAR
ARCCETTTTIGATTCAG L "’TATT},C’.C;} AUCTTTAG

SPGISGGGGGILDSMGTLINEDARARKK STANFLASIDE

VOAVRSSLEGATONRFOSATTHL

AANI-170
Nucleatide a;,qucnm (972 bp):

AT TN T ST R TR T ST AR

Rl TATGGOTAGUATGALTGETGEEACALCAA
STV n T

AT mmll ACAAGTUATTARATACA

DA

CAGDCTGTC G’“TGTTG’AW;L,anT ACCTGARACARATOTCAGTCOTCACTGAGTTCC
ATTGAGCGTCTGTOCTOTGGTC TGOS TATCARCAGUGOGAAAGACGATHUGHUAGHET
CARGHRUGATTGU TAACCGITTCACTTCTAATATC ‘1;1' GELCTGRACTUAGGEUTTOC
GLTAACGACGE “.ATTTLT:——LTTGC,GCF{'@AC(‘._H_CTbm%auT@L GEC TunaTC ARATCRACAAC

ARC AGUGTETGCGTGAGTTETCTGTTCAGGTD EC T A CTC TL«AT TCC

GAT BATCTATC GATGARATT
AR AACTCAATTTARCGRTGTTARAGTCCTC Tl_,T' llm%l\ AR
GITGETGUTAAUGATGETGARACCATTAUCATUGATOTGUARLARAT 'I"’-xAT‘ ST

TTATCCCGGGAATTTCCGGTGGTGGTGGTGGAATTCTAGACTCCATGGGT: F
TTRATCAATGARGACGUTRUCGUAGLUAAGAARRGTACLGUTAACTCACTGEN
GETTCTGCATTGTCARRAGTGEAUGT :&hTTL GTTUTTUTCTEGEAGCAAT TUR
TTTGET TCRGCCATTACS TTHGERRTECGETRACTAATCTGRRACTC i
CETATCGARGATRCTGACTATOCAA LG{?AAPTTTf TAARTATGTCTA nn(;CG(I:G;;TTk TG
AU AGGEITGRTACTTON G T T TG UGUAGGL TAMMMW A GG TTUCGIAAARCEGTUCTLTCT

SUBSTITUTE SHEET (RULE 26)
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FIGURE 4, CONTINUED

TTACTGUGTTAG
Protein sequence (323 AAY

MRGEAAARHAGMASMTGGOMGROLYPDRDRDPMAQVINTNS LS LLTGNNLNESQSSLESATERLSS
GLEINSAEDDAAGOAIANEF TSNIKGLTQACRNANDGISTAGTTEGALNEINNNLOEVEEL SVQATE
FTNMEDEDLESTGLE IQORLEE IDRYSNOTOENGYRVLEQDNOME T GVGANDGETITIDLOK IDVEEL
GLIPGISGGGGGILDSMGTLINEDAAS AKKSTANFLAS IDSALSEVDAVES SLEGATONRFDEAT TNL

GNTVTHLNGARSRIEDADYATEVSNMSKAQILOGAGT SYLAQANQVEONYLELLE

AAnl-163

T

T T T A P T A
GACTEFOTGEACALCAA

"C ‘fTLATT ﬁT““W

(.GJHTQ%L’TH AR
Ta.IG»"“T&Ti RRCAGUGCGARRGACGATGLGGLAGRL
SCTTCCCGTEAD
Tk:«n:i’funs ATCAACBAC
; - e u‘LTCThnTT*7
CTGABATCTATCC “ GRICGUGRTTTOT
ARTCR SA“TL%ATTT%AFJUTJTT“nﬁPTL TET“ C i*~ptAbﬁThAﬁnhTLLﬁb
GTTGESTGUTARCGATGETEARRACCATTACATUGATUTGCAR LA ATTATCCOCGGEAATT
TCCGETGETGRTGGTGGAATTCTAGACTCCATGGGTACATTARTCAATGRAGACGLTGCO
GCAGBCCARGRRARGTANUSITAANCCACTGGUTTUAATTGAT T TGCATTGTUARAAGTG

CRCOCARTTCATTCTTCTCTARGGACARTTCARAACCATTTTGAT TCAGCCATTACC
CTTGCCARTACGETARCCARTCTGR COTRGCCGTATCGARGATS
QA 5 AGATTCTGCAGUAGGUTGET
CTGEOGLAGEUTRRDCAGGT T OO CAARACG TOCUTCTUTTTACTGCGTTAG
Protein sequence (316 AA)

MRGEFHERARGMASMTGGOOMGROL YDDRDRDPMAOV INTNS LS LLTONNLNE SO S5 LISATERLSS
GLEINGAEDDAAGUAIANRF TSN IKGLTQASENANDGI S TAOTTEGALNE INNNLORVEELSVOATH
GINSDSDLEZICDE IQORLEEIDRVENQTOFNGVEVLIQDNOMEIOVGANDGETITIDLOKIIPGIS
GGGGGILDSMGTLINEDAAAARKSTANPLASTDSALAKVDAVESSLEATONRFDSATTNLGNTVTNL
WEARERIEDADYATEVSNMESKAQTLOGAGTSVLAQANQVEQHNVLSLLE

o~

RRCCTGTCRCTETTGAC

“TATTG”GLAQP“Z“

AAn34-170
Nupleumk > sequence (és] 3 bp):

CAGCRA

_\"1 ;R
23 AL ABAGGC
CTGACTCAGECTTCCURTAACGCTARCGAC iBA

f1ACCAETf

GUGCTEARATGAARTORAACRACAACE g
dﬂfuwanCTnPLT\TfnTT”(GHTCTQnﬂETLTnTpF““RﬂT ““nTTLAGu‘A””T'TP
GAAGRBRTCCLTCGUGTTTCTARTCAGRCNTCARTTTALRCGGTGTTARAGTCUTCTUTCAG
CAGATGARRATOCAGE TGO THCTAACGATGGTGAAACCATTACCATCGATITG
(. AATTRATGTGAR? TCTTHG”fTTATCCCGGGAATTTCCGGTGGTGGTGGTGGA
ATTCTAGACTCCATGGETACATTARTCAATGARGACGI TGO GTALT
GUTRAACCCACTGEUTITCAATTGATTCTCOATTGTCAAAAGTGRACE
LTbevahﬂnTT{dﬁﬁ CCGTTTTGATTCRAGOCATTACCAACCTTGRCARTADGGTAAC
SATUTGRACTCORUGOETAGUCGTAT I GRAAGATGUTGACTAT GUARCHGARGTTTCTAAT
ATETCTARRG GUAGATTU TG ARG AGEUTGETACT TS TTUTGEUGLAGGLUTAACCAG
GTITOCGCARAARCGTOUTUTCTTTACTGOGTTAS

SAGRAARGTACT

uTTLhTThTTCT

SUBSTITUTE SHEET (RULE 26)
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FIGURE 4, CONTINUED

—

tein sequence (270 AA)

MRGSEAH %LIFIL'LJ.'L:".{,"J GFEOOMGROLYDLGDOROFF TSN IKGLTOASRNANDG I STAQTTEGALNE INN

NLORVRELSVOATNGTNSDEDLES IQDETIGURLEE IDRVENDTOFNGVEVLSQDNOMEIOVGRAHNDGE

TITIDLQRrDyKSLmLIPGISGGGGGILDSMGTLINEDAAAABhu ANFLASIDSALSKVDAVRSSL
RMREDSATTHNLGNTVINLMEAESEIEDADYATEVENMIKADT LODACGT SVLAQANGVPONVLEL

@

AAMS-163
Nucle otu;k sequence

FTATGEUTAGUATGACT GETGEACARC
,AMQLUATAAG&ATCLGTTCAQTTLTARTQTCK%AG&
GGLATTTCTATTGOCCAGACCACTGAAGGT
CGTETGLETGRGETTGTOTET
ATCTATCCAGGATGARATTUAG]
TTTRACGGTGTTARAGTC T’TCTbnG
GTGfTQﬂLu%TuuT:nA.kLnTT RCCATCGRTCTG
ATUCCGGGAATTTCCGGTGGTGGTGGTGGAATTCTAGACTCCATGGUTAFA

GRAGROGUTRCCGCAGCCRAGARARCTACCGC TAACCCAUTGGUTTUAATT
qATTFTuCPTTuTL W ARGTEG ?GCBGTTWuTTLTTFTLTGGHGGCQATTF3%%3LLbT

CRIGC I 2

TTTGATTCAGECATTA GTAGE
CETATOGARAGATGOTGATTATGUAALG LITUTG
CAGUAGGUTGETACTTCOGTTITGG f@CdG%” CICTCT

TT: CGETTAS

Pmlem sequence (203 AAy

MRGIEHHERH f: GMASMTGGOUMGROL YDORDEDPEFTANIRGLTUASKNANDG IS TAQTTEGALNE INN
NLORVEELSVQATNGTHNS D'\'DLKSU DEIQORLEE IDEVINQTQFNGVEVLIGINOME I QVGANDGE
TITIDLOKITIPGISGGGEGILDSMGTLINEDAARAKKESTANPLASIDSALSKVDAVRIESLGAIQNER
DEATTNLEGNTVTHNLNSARSRIEDADYATEVSNMSKAOT LOQAGTSVLAQANOVPONVLSLLE

AARRUGTL

ABDL-17¢0 {or AA 0 l-170cd02-456)
Nugleotide se quence { {807 hpt

e

GACTGETGRACAGCAA
GGCECARGTCRTTEATACA
PATCTCAGTCCTCACTEAGTIC
GCGARAGRCGATGUGGUAGET
;ATR TORGGCTTOCCETAAC
501 CACTGARGGTGCGCTGAATGARATCARCAAC
AgCPTGCA;CGTuTh(uT G TTGTCTGITCARGCCACTARCGAGAL TRACTCTAATTCC
GRTCTGRABTUTATOCAGGATGARRTTUAGCAACLTCTGGARGARATCCATCGOGTTTCT
AATCACARCTCARTTTARCGCTGTTAARGTCCTCTUTC AGGACARCCAGRTGRARRTUCAG
GTTEGTRCTARCGATGRTGARACCATTACCATCGATCTRCARRARATTCATCTGARRAGT

CT TGl T TATCLCGGRAAT T TUCGGTGE TR TGETGEAATTCTAGACTCCATGGLTACY
TTAATCAATGARGACGCTHUCGURGUCRAGARARGTACCEUTARCCIACTGGOTTCAATT
GATTCTGCATTGTCARARGTGGRCGCAGTTCGTTCTTOTCTGGGAGIARTTCAARALOGT
TTTGATTCAGCCRTTACCABCCTITAG
Fnﬁsh1a¢quence(?ﬁth4}:

e Tal IT Ur'( IRA R QR T -Arnla-sr»»
MRGEE HEREGMASH Yz

GLEINSARKDDAAGDATANE FT Nl

[ alad w*-rT

CCUAGAL

24

DRDEDEPMROVINTHNSLSLLTONNLNESOSSLSSATERLES
TOASENANDGIS IAQTTEGALNEINNNLORVRELSVOATN

SUBSTITUTE SHEET (RULE 26)
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FIGURE 4, CONTINUED

GTNSDSDLESIQRELGORLEE IDRVENQTORFNGVEVL SODNOMEIOVGANDGETIT IDLOKIDVES
GLIPGISGGGEGILDSMGTLINEDARRAKKSTANPLASIDIALSKVDAVRASLGATONEFDIATI THNL

AB'nl-163 [or AA n1-163c402-450)
Nucleotide sequence { "‘3%{1 bp:

s

ZGACAGCAA

TT:‘:ST—’Ln

i RACCTGAACARATATC
CTETCCTC TUQTL. THL GTATUARCAGUGUGAA!
CTTC D«PTT(‘T%I‘«T,—%LTCA'EGL COTEa

TOC TGAAATTCAGCA CGTCTGOAACARATCGATCGOGTTINT
AﬁT"AS-CTL TTTARCGSTGTTARAGTCCTCTCTCAGGACAACCAGATGRAAATCCRG
GTTOSTGOTRACGRETRGTGRRACURTTACCATCRATOTGCCARRARAT TATCCOGGGRATT
TCCGETGETGGTEGTCEAATTCTAGACTCCATGEGTACATTAAT CAAT GRAGACGLTGIT
AGUCARSRAARGTACCGUTAACCUACTGGC TTCAATTHATTU TGIA
HAGTTCRTTO TTCTU TGHG GO RATTCARRACUGTTTTOATT!
CTTTAG
Protein sequence {261 AAay
’ SMIGEROMERDLYDDROEDPMAOVINTNS LS LLTONMNLNESUSSLESATERLES
IKGLTOASENANDGISTAQTTEGALNE INNNLORVRELSVGATN
TOFPNGYEVLSQDNQMEIGVGANDGETITIDLOKIIPGIS
LASIDSALSEVDAVESSLGAIQNREFDSATTHNL

R ITET

MRERGEEH
GLEINSAKDDAAGODATANREFTSNIE
GTNSDSDLESTIQRETOGRLEE IDRVEND
GGGGGILDSMGTLINEDAAAARKSTANE

Adml-129
NuduﬂM\wqumux

N IR AV RN
L::L""]LHUL/;J'J

_L
CATTAATACA
L "‘TC:* TGBGTT* C

GCTATTGA uC:TLTHTCCTKTH1TLTMCGIHT*
ECCGCTTCACTTCTRATA
ATTTCTATTGC SCARACCAC
CGTGTGCEICARTTCTCTETICAGECCAD ﬂg GEACTARCTCTGATTCN
GRTCTGAARTCTATUCAGHEATGARATTCAGCARCGTU TEGARGARATU GATUGRGTTTUT
AR TCRGATCCOGGGAATTTCCGGTEETGETGGTGGAATTOTAGACTCCATGGGTACATTA
ATCARTGARGACGC TEUCGUAGOUAAGAARAGTACCGCTARCCCAUTAGUTTCAATTGAT
TCTGCATTGTCARSAGTGCACGCAGTTCGTTCTTCTC TGGGHGCAATTCARARCCETTTT
GATTCAGCCATTAC CARCCTTIGGNAATACGE TAACCAATCTHRACTCCGUGL HTAGICET
ATCGARGATGC TGRUTATGCAACGEARGTITCTRRTATGTCT,
CRGGCTEGTACTTRCGTTCTGGCGCAGRUTARCCAGGTTC
CTOCOTTAL
Protein sequence (282 AA R
MRGSEAREEEGHMASMTGEROME EDE, 4;ﬁvINTNuL@LLTﬂNNLNlfutbLSSRIERLNN
wLPINNHLE&AnfQnInNPFT?NIF”LTQQSRP“NDG P IAQTTEGALNEINNNLQRVRELSVOATN
GINSDSDLESIQDEIQUELEE TDR ;UN“IPGISGGGGGILDSMGTLINEDMRLPBLNThNPLLSIDQ
ALSEVDAVESSLGATIOQNRFDEAT TNLGNTVTNLMGARSKIEDADYATEVENMEKAQG T LOQAGT VLA
CANQVEONMVLSLLE

A_«_\C

'——z
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FIGURE 4, CONTINUED

AANSS-129
Nucleotide sequence {690 hp:

T TCATEACTEETEEACAGCAA

3 TG CTTCTAATATCARAGGT

IAACGCTQ.AC AC .“TTT""'I.\L;TTGC GUAGRCCAUTGAAGGET
‘L‘; 'ZTTC“W" HTuTl%CGTL;u‘%TTuTL TGETTOAGGUCAD

AGHATGAARATTCAGURALGTCTS
“.mATGCEGGGAATTTCCGGTGGTGGTGGTGGAATT
CTAGACTCCATGGGET CATT RATCAATGARGACGCTHCC CRAGRARAGTACCHUT
RACCCACTGEC TTCAATTGATTCTGOATTGTCARAR "T:; AGTTCGTTCTTCTCTG
GEEGCARTTE 300 AUGGETAALL
CTERACTL GeCG B GEAGTTTC
TUTALR TT( TGCAGCAGGITERTACTTOR K:TTKJTL
CUGCARARUGTICTC TCTTTACTGCHTTAG

Protein sequence (229 AA):

MRGESHAHEHEGMASMTGEEQOMGRD LY D DR PF TENIKGL TOAS ENANDGISIADTTEGALNE TN
NMLORVEELSVOATHGTMNEDSDLES IQDEIQORLEEIDEVINQIPGISGGGGGILDSMGTLINEDAZR
ARKETANFPLASIDEALIRVDAVR S ELGATQNRFDEATITNLGNTVINLNSARERIEDADYATEVENME

KAQILGUAGT SVLADANOVEPONVL SLLR

CAGGUTAAL

ABl-129
Nucleotide se quenc

{ .GT(‘fCTC&CTGAGTTCC
':Ln""\:u?—\xr GATGRCGGETAGGT

Tw‘w GCTTCAS TTCT.‘HATP:TP

SAA AGGCTTCLOGTAAC
CTGEA ﬁTf SAAATCARRAL

:’ J CTk o

LR AN

TTT‘CT
ACATTA

*)TULé‘)T(’;A!TT T THTT( ’5

T T

waqu:L TG TA.‘ L

/

MRGEHHEEFHEGMASMTGEOQMGROLYDEDORDPMACV TN TN S LELLTONNLNESQSSLESALIERLES
GLRINSAKD "—‘1&\3’&3 ETANRFTISNIKGLTORLGRNANDGI S ITADTTEGALNEIMNNLORYVRELSVATH
GTHMEDEDLESIQDEIQORLEE IDRVENG IPGISGGGGGILDSMGT L INEDARAARRKSTANPLASIDS
ALSEVDAVRESLGATONEF DS AT THL

AB']}“H— 129

R et R BT
SEOTAGUATGACTEETGEACASCAA

ATGEET FRATTCETTCACTTIC TP.AT.-TC:-Anf GC
o ::TTT(. TATTGLGCAGACTACT GRAGGET

CTﬁw‘ CTL-
. GTGIGOGETGALT TGT&;T(:TT(]AGGC&&CT
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FIGURE 4, CONTINUED

ARCGGEACTARC TUTGATTCUGATCTGARATCTATCCAGGATGARATTCAGCAACGTCTG
GRAGAA R TCGA TG TTTC TAR TCAGATCCCGGGAATTTCCGETGRTGGETGETEGGARTT

CTAGACTCCATGGHTA?“TTAATQ?‘ GAAGACGU TGO GCAGCCARCARBAGTACCGCT
GUATTGTCARARGTGRRCGUAGTTCGTTCTTICTCTG

: AT :TTTTGRTTCRG'”“TT WCCRACCTTTAG
Prott?.in “Qt‘f(.[l.l{:l'l(:ﬁ: { ]74 AAY

GEHHHEHEGMASMTEGQOMGERIL

e T T

HOPFTSNIKGLTQASENANDGISTAQTTEGALNE TNN

NLQP TRELSVUATHG TNE«D”DLK}»I\;DEIAiDRLEEIDR FSHGIPGISGGGGGILDSMGTLINEDARAA
AXKETANPLASIDSALSEVDAVESZLGAIQNEFLSATITNL

AAL-100
Nucl:,nud; 5@ quu e {762 bp:

e g e 2o
GisTHGACAGOAA

O
AARGTUATTRA AUA
CCTCACTGAGTTOU
CLmTuf GELAGET

CTGEE
TC?

CTATTGRGE r“Ti:TGTf?c‘T» TGGTCTGCGTA
CGATTECTARCOGCTTCACTTCTARTATC? _ SOTTCCCGTRAL

TAACGRCGECATTTCTATTRCGCAGACUAL TL;A_»L«UTI:L CTGAATGABATCAACRAC

LRCCTGORGCETGTEC GTRAGT TG TUTGTTCAGGCCACTATCCCGGRAATTTCCGGTRET

GETGETEEAATTCTAGACTCCATGGLTACATTAATCAATGRAAGACGUTGCIGCAGCTAAG

ARARGTACCAUTARCCCACTEGCTTCAATTGATTE TGUATTHTCARRAGTGGAUCTAGTT

CGTTCTTOTOTGRGGGIAATTCAARACCGTTTTGATTCAGCUATTACCARCC T TGGUAAT

BOGGTARCCAATC TEAACTO G GEGTAGCCGTATCGARGCATGUTGACTATGTRALGGAL

HTITTCTRATAT G TCTARALCEUAGATTCTGUALCAGGUTHETALTTOUGTTO T GIRCGIAG

HCTALCCAGETTCCRC AALRCETCCTCTCTTTACTGUGTTRAG

Prolein sequence (253 AA )

MRGEFHEEFEEGMASH TG GROMGRDLYRDDDEDPMAGW INTHE LELLTONNLNESDSSLISATERLIESE

GLRINSAKDDAAGOATANRFTSNIKGLTOASRNANDGT dL‘»&QTTEBALNEINNNLL,)R RELEVOATI

PGISGGGGGILDSMGT L INEDAAAAKESTANPLASIDSALSKVDAVESSLEGATONREDES? ITNLL;NT

) i

VINLNZARSRIEDADYATEVSNMSEAG T LODAGT ”'"LA\JAN{}T.-’PQN@LSLLR.

ABnl-100

Nugleotide sequence (397 bpi:

A TARCAT CACTCETGRACAGTAA

CRATRECACRAGTUCATTAATACA
: TCCTCACTGAGTTOC

FATOTGETACEA

BRCAGCCTSTOSCTGTTGAC

TATTGAGCGIC TG TCOTCT: AGRUGATGOGECABGE
LGGCGATTGCTAACCGCTTCAC TTETAATATARAGGCCTGANTCAGGCTTCOOGTARC
'THh'“n'auudTTTffanuththLhﬂLT R wqu'vLTGMATGﬁﬁATLnALﬁnL
AACCTRUAGUGTHTECHTEAGTTH ICTH TTCAGGUCACTATCUOGGGAATTTCCGGTGET

GGTGGTGGAATTCTAGACTCCATGG S TACATTAATCAATSAAGACGUTGUCGORGUCRAG

BAARSTACCGOTRACC CACTGGU TTEARTTGAT TCTHCATTE TR ARAR GTHEACGCAGTT

COTTC TTE TCTHEGESCART TOARRACCETTTTHATTCAGCCAT TACURALCTTTAG

P’l‘(ltt?m sequence (198 AA R

MRGSEHHEEHEGMASMTGGOOMGRDL Y DDDDROPMAVINTNSLSLLTONNLNEEQASLISATERLIS

GLRINSAKDDARGQATANRE TENIKGLTQASRNANDGI STAGTTEGALNE INMNLGRVREEL SVQATT

PGISGGGGGILDSMGTLINEDAAARAKE r"IE—‘;I\TPJ_JA SIDSALGEVDAVEESLGAIQNREDSATTNL
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FIGURE 4, CONTINUED

AAnl-F0
Nucleotic

TATT“LG(ST(T TC“T(TF'T'T’CPThT“hA?
LﬁaU’HQTTHLT"’C”t £
G”T&&”lQ?ATCGCGGGAATTTCﬂGGTGGTGGTGGTGGAATTCTAGACTCCATGG%
TTEATCAATGARAGACGL TGO CGOAGOIARGEARAGTACCGOTRAACCCALNTGGUT T
GATTVTMT'TTHTL&AE&HTuJRCﬂ AGTICGTTCTTCTCTGEGEEIAATTCARRACCGT
TTTEATTCAGOCATTACCAAC T TTEGCARTANGGTAACTAATCTGRAACTICGLGCGTAGE
CETATUGAAGATGO TGACTATGCAACGGARAGTTTCTAATATGTCTA SCAGRTTCTG
rfugﬁuu»TuuT&CTTECﬂTTLTGGCu,AEGLTHATZSG?TTLCG, CGTCCTCTOT

oo t"T’E;‘i AAY

MRGOUEAEEERGMASMTGGRONMNGRDL Y DRDRRDPMAGVINTHS LSLLTONNLNRSOSSLASATERLES

bLRINquDDiAGﬁ IANREFTISNIKGLTQASRNANDIRGISGGGGGILDSMGTLINEDARAARKETA
NPLAZIDSALSEVDAVRSSLGATIGHNEF DEATTNLGNTVTNLNSARSRIEDADYATEVENMSKAQILD
CAGTEVLAQANGVECONVLSLLR

AB'nl1-70
Nucleotide sequence (507 bp):

ATEOZGE CATT 1 ATCATEETATY TEETGRACAGCAR
ATGE i TCTETAY CGATAAGGAT RGTC?TTAAT
AACAGUCTHRTOGI TGTTGAC CCAGAATAACUTGRAACE

GUTATTCAGU GTUTGTUCTU TGETCTRCGTATCALC
CAGGUGATTGUTARCQGUTTCACTTCTARTATCARRG |;CTUnH“kTT”>ﬁﬂTAA”

GCTAACGACATCCCGREARTTTCCGGTGETGGTGETGGARTTCTAGACTCCATGGG TACE
TTAATCARTGARGACGCTGCCGCAGCCARGALRAGTACC GOTARCCIACTGGLTTCARTT

GATTETGCAT TG TCARRAGTGGAUGCAGTTCGTTCTTCTCTGRGGGLAATTCARRACCGT
TTTGATTCAGCCATTACCRRCCTTTAR

Profein sequence {168 AAY

MRGSHHAH] JkﬂiSﬁmGG“”Vﬂ%; Y RDDDKRPMAOVINTNSLSLLTONNLNESQSSLESATERLES
GLEINSAKDDAAGOATANRETENIKGLTQASRNANDIPGISGGGGGILDEMGTLINEDAAAAKESTA

NEPLASIDSALSEVDAVRSSLGATIONRFLSATTNL
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FIGURE 5A, CONTINUED
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FIGURE 5B
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FIGURE 6
Homo Sapiens TLRS

! ngdhld11lg vvlmagpvfg ipscsfdgri afyrfenltq vpgvlntter 111sfnyirt
61 vtassfpfle glqllelgsq ytpltidkea frnlpnlril dlgsskiyil hpdafqglfh
121 lfelrlyfcg lsdavlkdgy frnlkaltrl dlskngirsl ylhpsfgkln slksidfssn
181 giflvcehel eplagktlst fslaanslys rvsvdwgkem npfromvlel ldvsgngwtv
241 ditgnfsnal sksqafslil ahhimgagfq fhnikdpdgn tfaglarssv rhldlshgfv
301 fslnsrviet lkdlkvinla ynkinkiade afygldnlqv Inlsynllge lyssnfyglp
361 kvayidlgkn hiaiiqdgtf kfleklgtld Irdnalttih fipsipdifl sgnklvtlpk
421 inltanlihl senrlenldi Lyfllrvphl gililngnri sscsgdatps enpsleqlfl
481 genmlqlawe telcwdvfeg Ishlgvlyln hnylnslppg vishltalrg lslnsnrlty
541 Ishndlpanl eildisrngl lapnpdvfvs Isvldithnk ficecelstf inwlnhtnvt
601 lagppadiyc vypdsfsgvs lfslsteged eeevlkslkf slfivetvtl tlflmtilty
661 tkfrgfcfic yktagrlvik dhpggtepdn ykydaylcfs skdftwvona llkhldtays
721 danrfnlcfe erdfvpgenr lanigdaiwn srkivelvsr hflrdgwele afsyaqgrel
781 sdlnsalinv vvgslsgyql mkhgsirgfy gkagylrwpe dfgdvawflh klsqgilkke
841 kekkkdnnip lotvatis
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FIGURE 7, CONTINUED
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FIGURE 8
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FIGURE 9, CONTINUED
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FIGURE 10
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FIGURE 26
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FIGURE 28
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