SEQUENCE LISTING

<110> 3Jianhu YU
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Bo Xu
<120> ONCOLYTIC VIRUS CARRYING E-CADHERIN AND USES THEREOF
<130> 17-824-PRO
<160> 3
<170> PatentIn version 3.5
<210> 1
<211> 2649
<212> DNA
<213> (DS of I cadherin 1 (CDH1) from Homo sapiens cadherin 1 (CDH1),
transcript variant 1, mRNA, NCBI Reference Sequence: NM_004360.4 (127..2775)
<400> 1
atgggccctt ggagccgcag cctctcggeg ctgectgetge tgetgcaggt ctcecctcettgg 60
ctctgccagg agccggagcc ctgccaccct ggectttgacg ccgagagcta cacgttcacg 120
gtgcccecgge gccacctgga gagaggeccge gtcctgggca gagtgaattt tgaagattgc 180
accggtcgac aaaggacagc ctatttttcc ctcgacaccc gattcaaagt gggcacagat 240
ggtgtgatta cagtcaaaag gcctctacgg tttcataacc cacagatcca tttcttggtc 300
tacgcctggg actccaccta cagaaagttt tccaccaaag tcacgctgaa tacagtgggg 360
caccaccacc gccccccgec ccatcaggec tccgtttctg gaatccaagec agaattgctc 420
acatttccca actcctctcc tggcctcaga agacagaaga gagactgggt tattcctccc 480
atcagctgcc cagaaaatga aaaaggccca tttcctaaaa acctggttca gatcaaatcc 540
aacaaagaca aagaaggcaa ggttttctac agcatcactg gccaaggagc tgacacaccc 600
cctgttggtg tctttattat tgaaagagaa acaggatggc tgaaggtgac agagcctctg 660
gatagagaac gcattgccac atacactctc ttctctcacg ctgtgtcatc caacgggaat 720
gcagttgagg atccaatgga gattttgatc acggtaaccg atcagaatga caacaagccc 780
gaattcaccc aggaggtctt taaggggtct gtcatggaag gtgctcttcc aggaacctct 840
gtgatggagg tcacagccac agacgcggac gatgatgtga acacctacaa tgccgccatc 900
gcttacacca tcctcagcca agatcctgag ctccctgaca aaaatatgtt caccattaac 960
aggaacacag gagtcatcag tgtggtcacc actgggctgg accgagagag tttccctacg 1020



tataccctgg
gctgtgatca
aagggtcagg
gctgatgccc
ggacaatttg
ggcttggatt
ccttttgagg
aatgaagccc
gtgggccagg
ataacatatc
gccatttcca
tacacagccc
cttctgctga
ttcttctgtg
cccaatacat
cagtacaacg
ggtgactaca
ttagaggtca
gtcgaagcag
ctaattctga
ttactgcccc
ggagaagagsg
gaagtgactc
cctgccaatc
gaccccacag
gaagctgcta

tacttgaacg

tggttcaagc
cagtcactga
tgcctgagaa
ccaatacccc
tcgtcaccac
ttgaggccaa
tctctctcac
ccatctttgt
aaatcacatc
ggatttggag
ctcgggctga
taatcatagc
tcctgtctga
agaggaatcc
ctcccttcac
acccaaccca
aaatcaatct
gcgtgtgtga
gattgcaaat
ttctgctgcet
cagaggatga
accaggactt
gtaacgacgt
ccgatgaaat
ccccgectta
gtctgagctc

aatggggcaa

tgctgacctt
caccaacgat
cgaggctaac
agcgtgggag
aaatccagtg
gcagcagtac
cacctccaca
gcctcctgaa
ctacactgcc
agacactgcc
gctggacagg
tacagacaat
tgtgaatgac
aaagcctcag
agcagaacta
agaatctatc
caagctcatg
ctgtgaaggsg
tcctgccatt
cttgctgttt
cacccgggac
tgacttgagc
tgcaccaacc
tggaaatttt
tgattctctg
cctgaactcc

tcgcttcaag

caaggtgagg
aatcctccga
gtcgtaatca
gctgtataca
aacaacgatg
attctacacg
gccaccgtca
aagagagtgg
caggagccag
aactggctgg
gaggattttg
ggttctccag
aacgccccca
gtcataaaca
acacacgggg
attttgaagc
gataaccaga
gcegetggeg
ctggggattc
cttcggagga
aacgtttatt
cagctgcaca
ctcatgagtg
attgatgaaa
ctcgtgtttg
tcagagtcag

aagctggctg

ggttaagcac
tcttcaatcc
ccacactgaa
ccatattgaa
gcattttgaa
tagcagtgac
ccgtggatgt
aagtgtccga
acacatttat
agattaatcc
agcacgtgaa
ttgctactgg
taccagaacc
tcattgatgc
cgagtgccaa
caaagatggc
ataaagacca
tctgtaggaa
ttggaggaat
gagcggtggt
actatgatga
ggggcctgga
tcccccggta
atctgaaagc
actatgaagg
acaaagacca

acatgtacgg

aacagcaaca
caccacgtac
agtgactgat
tgatgatggt
aacagcaaag
gaatgtggta
gctggatgtg
ggactttggc
ggaacagaaa
ggacactggt
gaacagcacg
aacagggaca
tcgaactata
agaccttcct
ctggaccatt
cttagaggtg
agtgaccacc
ggcacagcct
tcttgctttg
caaagagccc
agaaggaggc
cgctecggect
tcttccccge
ggctgatact
aagcggttcc

ggactatgac

aggcggcgag
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gacgactag

<210> 2

<211> 3414
<212> DNA
<213>

complete genome, GenBank: GU734771.1 (86339..89752)

<400> 2
atggccagcc

gaggecegecg
ggccaccacg
gggtccgegt
atgattatcg
cccgctecect
gttgcattcg
gacgtcccag
ggctgttgct
cccgtcecggcec
tcggaggaca
acgtacgacg
cccgtgtgtc
ggceeggecg
gccggegetg
gacccccggce
gagaacgcegsg
atgctggagt
ttctgcagcc
gagatgcagc
tatctcaggg

gttcgeccttt

gcccagecgce
gccccagegce
tgtactgcca
cctaccgcat
acggagacgt
tcgttgeggt
ggggaacccc
ccgaggcecct
cctgtcgcga
ccgcggagtt
ccgactcgga
acgcccttga
gccegtggag
ccgacgecgg
gtcttgcggc
cacgtctggg
aggcegtggce
acttttgccg
cccctcgect
gcctgtgtct
agtatgtgac

accgcatcct

atcctctccc
agccacccag
gcgagtcaat
cagcgatagc
ggtgegeggsg
gacaaacatc
acgtcgctcg
tgggggececc
cacacggcgc
cgtctcggac
gacgctgtca
ctccgattcg
caatgacacc
tggtccctca
cgatcccgcc
aacgggcacg
gcgetttctg
gtgcgccecgc
cacggaggac
ggacgttcct
gcggetggtc

gggggttctg

gtcgaagcgc
ggggaggccg
ggcgtgatgg
aactttgtcc
cgcccccagg
ggagccggca
gcggggacgt
cctcctectce
cgctctgegg
gaccggtcgt
cacgcctcct

tcatcggatg

gcgececcctgg
gcggtagacc
gtggcecggg
gcctaccccg
ggagatgccg
gaggaaacca
gactttgggc
ccggtcccgc
aacgggttca

gtgcacctgc

gggccecggt

ccggggeccc

tgctttccga

aatgtggttc

acccgggesc
gcgacggegs
ctaccggtac
cccgcttcac
tattcgggss
ccgattccga
cggacgtgtc
actccctgca
atgtttgccc
cacacgcgcc
acgacgcgga
tccccctgga
tgaaccgcga
agcgtgtccc
ttctcaacta
cgaacgcata
agccgctggt

ggatccggac

tgggggacag

tctcgcccac
caagacgccc
caactgcacc
cgcggcatcc
gaccgccgtc
ccagacggcc
cctgggtggc
ggagggggat
ctcggatgac
cggegggscc
gatagatggc
cgggaccccc
gacgacaggsg

ggggctttceg

actcacgccc
acccgcgctc
ccccaggaca
cgcgctcgtg
catgccctat
gagccggtcc

ccgggaggcc

2649

CDS of Human herpesvirus 1 UL39 (ICP6) from Human herpesvirus 1 strain F,
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tcctttgagg
cttcgcgagc
ctgatccaca
gaggagtttt
acccgcatcg
gggcgagags
cagatcgtac
agctgctacc
agcaacgtca
aacgactccg
gtggcggegc
tggcacaccg
cagcgctgcg
attcgccacc
atgtcgctcg
atggggttcg
gccacgaccg
gacacccagg
tccaagcgat
aggcagacgt
aacatcatga
ctgcggtcca
gatctggagt
tcggcgatga
aagcgcagca
cggtacgagg

agccagtttg

agtggctgcg
acgaagccca
gcacaccgca
acctaaagcg
ccggettttt
ggtcgtggtyg
cgtcgacccc
tggtaaaccc
gtgccatcct
gccecgggac
acaacaaaga
acgtgcgggc
acaatatctt
tggacggcga
ccgactttca
gcgagcagat
ggagcccctt
gggcggeceat

ccagtggggt

ttgactttgg
tcgacagcac
tgggaatcgg
ctgccgaatt
agaccagcaa
tgtatcgcgc
gcgagtggga

tcgcgctgat

atccaaggaa
gctggtgatc
cacgctggtc
ctttggegesg

ggcctgecgg

ggaaatgttc
cgccatgcectg
ccaggccacc
cgcccgeaac
cgccagcegtc
gagcgcgcegt
cgtgctccgg
cagcgccctc
gaagaacgtc
cggggagegag
acccatccag
cgtcatgttc
cgeccecggctcec
ctgcaatctg
gcggcetcecgce
gctacaaccc
catgcagggc
tcaggacctg
cgecgetgtgc
cggeccgettt
gatgctacgc

gcccaccgec

gtggccctgg
ctggcccagg
gagecgesesc
cactacatgg
gccacgegeg
aagttctttt

aacctgggga

acaaacaagg

gggggcatcg
atgcccgccc
ccgaccggceg
atgaagggges
tggatgccag
acatggaccc
ttcgagaagc
gagctggcct
aaagacgcgg
aacctctgca
ggaagcgtga
gacgccgtgc
acgccccagt
ctgcacacgg

ddCaaacaca

gttcgegggs
cactgggagc
cagagcatga

gcctcggegc

actttggcct
ctctggacca
tgcaatcggc
agtccgtctt
gcatgcgcca
tccaccgect
cccgcaacta
cgaccctgcg
ggctatgcecgt
tcaaggtcct
cgtgcgtgta
tcctcgecegg
acctgttttt
tgttcgaccg
tctaccagca
atggcattgt
tgaaccgcca
ccgagatcgt
atctggcccg
aggcgtgcegt
gcacccgegg
cctgcctgaa
tcgccgaggt
cccgtcectt
gctttccgga
tgaaacacgg

agatctcgga

gacggaaagsg

ttacgactgt
cctgaagtat
ccagatgtac
catcgccctg
ctacgaccac
ctacacctcc
ggccatcacc
gcaggcecgttt
cgactcgctg
cctggagccg
cgaagaggcc
caagcgcctg
ggacaccagc
cctcgaggtc
gcgcagtgeg
ctacatctac
ccatccggcc
atgcgtctcc
gctgatggtg
caacgacaac
gctggggctg
gatgctgctg
caaccacttt
cgceceggeceg

cctgcgcaac

cgtcagcgag
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ggctttgccc
cgccccaaca
gaggtgatgg
gagcccaccc
atcgacctgt
gtcacggaga

gcatataagc

agcggggtct

<210> 3

211> 747
<212> DNA
<213>

ccctgttcac
cgctecctgcet
acagtctcga
accccctccg
gtgcggaccg
aggcggacgsg
gcggactaaa

ttggcggcga

caacctgttt
aaaggaactg
cgccaagcag
gcgattcaag
cgccccctac
gaccctccca

aacagggatg

cgacaacatt

agcaaggtga
gaacgcacgt
tggtccgtgg
accgcgtttg
gtcgaccata
gcctccaccc
tactactgca

gtctgcacga

cccgggacgsg
ttagcgggaa
cgcaggcegct
actacgacca
gccaatccat
tggtccgect
aggttcgcaa

gctgecgegcet

F, complete genome (487..1233) and complement

<400> 3
atggcccgcc

gccgtcccaa
agcgegeccg
ctgctgctgc
gactggccegg
cceccgececcc
cccccctcac
gagcacctgg
gcgacccccg
tcgccccacg
cgcggctcegt
gccgaggees

ggagccggcc

gccgecegeca
ccgcacagtc
cggccegeccc
gccagtggct
acagcccccc
ggtccccacc
gcccctteceg
cgcgectgeg
cgacccccgc
tccgggtgeg
gggeeegega
tcatcgggcc

cggcgaactc

tcgcggeccc cgecgecccc ggeegeecgg

ccaggtaacc
gcecgeegecc
ccacgttccc
gcccgagecg
geeeggegeg
ccttccgecg
cctgcgacgc
gacccccgeg
ccacctggtg
gegggecegac
gtgcctggesg

ggtctaa

tccacgccca
cccgccagtg
gagtccgcgt
gcgecagagsg
ggceccggees
cgcctcgecc
gceeegcegees
acccccgega
gtctgggcct

cgggctcggt

cccgaggecc

actcggaacc
ggcccecgec
ccgacgacga
ccecggeccac
gcggggctaa
tccgectgeg
agggeggcesecc
ccccegegeg
cggccgeccg
tccggegeceg

gtgcccgggc

cgagacgctg
gcgectcectg
cccgtgectg
gaagttgctg
gaccctgtat
tctggtccac

ggcgaccaac

gtga

gcccacgggce
cgcggtcagg
ttcttgttcg
cgatgacgac
cgeccgecegec
cccctcccac
cgtcaccgca
ggagcccccc
ggtgcgcttc
cctggcecgcegc
ggtggcggag

cctggcccgc
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CDS of Human herpesvirus 1 RL1 (ICP34.5) from Human herpesvirus 1 strain
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