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distance value X% and a Y-direction distance value Y% by evaluating the following 

formula: 

 X% = ||0.5 - VAF| - x|/x 

 Y% = |CNt ´ Ct - y|/|2 - y| 

[0105] In step S144-5, the coefficient calculation unit 140 calculates an individual 5 

score using the X-direction distance value and the Y-direction distance value. 

[0106] Specifically, the coefficient calculation unit 140 calculates an individual score 

Scoren by evaluating the following formula.  Note that m^2 signifies a square of m. 

 Scoren = X%^2 + Y%^2 

[0107] In step S144-6, the coefficient calculation unit 140 determines whether an 10 

unselected target chromosome exists. 

 If an unselected target chromosome exists, the process proceeds to step 

S144-1. 

 If an unselected target chromosome does not exist, the process proceeds to step 

S144-7. 15 

[0108] In step S144-7, the coefficient calculation unit 140 calculates the sum of the 

individual scores.  The sum of the individual scores is the distance score. 

[0109] Specifically, the coefficient calculation unit 140 calculates the distance score 

Score by evaluating the following formula.  Note that Scoren expresses an individual 

score of chromosome n. 20 

 Score = Score1 + Score10 + Score19 

[0110] Back to Fig. 15, description continues from step S145-1. 

 In step S145-1, the coefficient calculation unit 140 compares the distance score 

with the minimum score.  The initial value of the minimum score is the maximum 

value of a variable for a minimum score. 25 
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S149. 

 If adjustment of the reference coefficient is not to end, the process proceeds to 

step S148-1. 

[0120] In step S149, the coefficient calculation unit 140 determines whether an 

unselected target gene exists. 5 

 If an unselected target gene exists, the process proceeds to step S147. 

 If an unselected target gene does not exist, the coefficient calculation process 

(S140) ends. 

[0121] Back to Fig. 2, step S150 will be described. 

 In step S150, the copy-number calculation unit 150 calculates the copy number 10 

of each target gene in the cancer cell using the copy number of each target gene in a 

tumor sample and the correction coefficient. 

[0122] A procedure of the copy-number calculation process (S150) will be described 

referring to Fig. 18. 

 In step S151, the copy-number calculation unit 150 selects one unselected 15 

target gene. 

[0123] In step S152, the copy-number calculation unit 150 multiplies the tentative 

copy number of the target gene by the correction coefficient.  The tentative copy 

number of the target gene is calculated in step S141-2 (see Fig. 15). 

 The copy number obtained by multiplying the tentative copy number of the 20 

target gene by the correction coefficient is the copy number of the target gene in the 

cancer cell, that is, the accurate copy number of the target gene. 

[0124] Specifically, the copy-number calculation unit 150 calculates the copy 

number(CN) by evaluating the following formula.  Note that Cbest expresses a 

correction coefficient and that CNt expresses a tentative copy number. 25 


























