1

SEQUENCE LISTING .

<110> Agency for Science Technology and Research
- <120> 1B Ant@bodies | |
élsos 98698G1892'. .
<160> 16
_ <170> Patgnﬂn version 3.5

<210> 1
<211> 228

. <212> PRT

<213> Homo sapiens

<400> 1

Glu Val Gln Leu Val Gln Ser Gly Ala Glu val
1 5 .10

Ser Val Lys Val Ser Cys Lys Ala Ser Gl; Tyr
20 T . 25 :

Tyr Met. His Trp Val.hArg Gln Ala Bro Gly Gln
; . 35", _ - 40 7 . .-

Gly Leu Val Asp Pro Glu Asp Gly Glu Thr Ile
50 . ... . B3 c

Gln Gly Arg Val Thr Ile Thr Ala Asp Thr Ser
65 70 75

Met Glu Leu Set Ser Leu Arg Ser Glu Asp Thr
. 85 . 80D -

Ala Arg Val Glu Trp Val Ala Gly Thr Glu Gly
‘ 1007 105

. Asp Tyr Trp -Gly Gln Gly Thr Leu Val Thr val
' 1315 . ‘ ' 120

Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser
130. . 135

Gly Gly Thr ala Ala Leu Gly Cys Leu Val 1ys Asp Tyr Phe Pro-Glu-

145 : _ 150 155

Lys

Thr

Gly

Tyr

© 60

Thr

Ala

Trp

Ser

Ser
140

Lys

Phe

Lau

.45

Ala

Asp-

val

Gly

Ser

125

Lys

Pre
Thr
30

Glu
Glu
Thr
Tyr
Tyr
110

Ala

Ser

Gly Ala

15

Ser Tyr

Trp Met '

Lys Phe

Ala 'Tyr.

80

Tyr Cys
85 -
Tyr Phe

Ser Thr

Thr Ser

160
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I , 2
_Pro Val Thr Val Ser Trp Asn Ser.Gly Ala Leu Thr Ser Gly Val His

165 . | 170 175

Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr-Ser Leu- Ser Ser
. 180 - . 185 ‘ 150 '

.Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr.Ile Cys
195 S . 200 205 :

Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu
210 S 215 e 220 .

Pro Lys Ser Cys ' . .
225 - : . . o o

Co<2l0> 2

Q> 222
'<212> PRT
* <213> Homio sapiens

<400> 2" -
Gln Val Gln Leu Gln Gln Trp Gly Ala Gly Leu Lew Lys Pro Ser Glu -
1 5" T 0. 15

Thr Leu Ser Lew Thr Cys Ala Val Tyr Gly Gly ‘Ser Phe Ser Asp fyr :
20 : 25 : : 30

Tyr Trp Ser. Trp Ile Arg Gln Pro Pro Gly Lys Gly Lew Glu Trp Ile'
© .35 . - 40 C 45 .

Gly Glu Tle Asp His Ser Gly Ser Thr Asn Tyr Asn Pro Ser.Leu Lys
50 55 . 60

=

Ser Arg val Thr Ile Ser Val Asp Thr Ser Arg Asn Gin Phe Ser lLeun
65 S 70 75 : ., 80"

" Sser Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala ’
85 90 . ' 95

Arg Ala Ser Pro Ser Ser, Gly Trp Timr Leu Asp Tyr Trp Gly Gln Gly
100 105 110

Thr Leu Val Thr Val Ser Ser Rla Ser Thr Lys Gly Pro Sexr Val Phe
115 T 120 : 125

Pro Leu Ala Pro Ser Ser Lys Ser Thr, Ser Gly Gly Thr Ala Ala Leu



. -Gly
145

- Asn

Gln7

Ser

Ser

130

Cys

.Ser

Ser

Ser

Leu Val

-Gly:Ala

Ser Gly

180’

Leu Gly

195

Asn
210

<210> 3
<211> 21¢%

Thr Lys

.. <212> PRT

<213> Homo sapiéns

<400> 3

~ Asn
1

Thr

Phe

Ile’

Gly
65

Leu

Ala

Phe
Val
Val
Ty¥
5¢

Ser

Lys

Asn

Met Leu

Thr Ile

Lys

Len

,165.

Len

Thr

Val

Thr

Pro

20 -

Gln Trp

35

Glu Asp

Ile Asp

Thr Glu

Rsp Arg
© 100

Tyr

Ser

.Ser

Asp
85

Val

Asp Tyr
150

Thr Ser
Tyr Ser
Gln Thr

Asp Lys
215

Gln Pro

Cys'Th;
Gln Gln
Gln Arg
Ser Ser
70

Glu Ala

Thr Fhe

Fhe

Gly

Leu
Tyr

200

Lys

His
Ala
Arg
40

Pro
Asn

Asp

Gly

3

135 140.

Pro

val

Ser
185

Ile

val.

Ser
Ser
25

Pro
Ser
Ser
Tyr

Gly
105

Glu

His
170

Ser

Cys

Glu

Val
10

Ser

Gly

Gly
Ala
Tyr
90

Gly

Pro

155

Thy

val

Asn

Pro

Ser

Gly

-ser_

Val

Ser
75

Cys

Thr

val

‘Phe

Val

val

Lys
220

Glu

Sex

Ala

Pro
&0
Leu

Gln

Lys

Thr

Pro

Thr

Ash
205

.Ser

Ser
Ile
Pro
45

Asp
Thr

Ser

Leu

val

Ala

Val
190

His

Cys

Pro

Ala

30

Thr

Arg

Ile

Tyr

Ile

Ser

ﬁal
175

Pro

Lys

Gly
15

Asn
Thr
val

Ser

Asp

95

val

110 -

Trp .
160 -

Leu

Ser

Pro

Lys -

Asn

Val

Ser

Gly -

80

Ser

Leu
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' Gly Gln~

Pro

115

.Glu Glu
130

Phe Tyr
145 '

Val Lys
Lys Tyr
Ser His

| Glu Lys

. 210
<210> 4

<211> 212

Leu

ero

‘ala

Ala

Arg
195

Thr

<212> PRT
<213> Homo sapiens

-<400> 4
Gln Serx

Thr Ala

Phe Tirp

val

Ser

Lys Ala

Gln ala

‘Gly Ala

Gly Vval

Ala

Asn

val
150

Glu

165

‘Ala Ser

180

Ser Tyr

Val Ala

Leu,Thr

Ile Thr

20

Tyr

.35

Leu Asp

Asn Ser

65

Lsp Glu

Phe Gly

Bsn

Gly

Ala.

Gly

Gln Gln

Lys Arg

Asn Thr

BAsp Tyr

L

Gly Thr

Ser
Ser

Pro

Gln

Cys:

Lys

Pro

Ala

70

Tyr

Lys

Pro Ser Val
120

Lys Ala Thr

135

Thr Val Ala.

Thr Thr Thr

Tyr Leu Ser
185

Cys Glin val
200

Ala Glu Cys
215 -

Pro. Pro Ser

Ser Gly Asp
25

Pro Gly Gln
40

Ser Gly Ile

55

Thr Leu Thx
Cys Gln Ala

Leu Thr val

4

Thr Len Phe Pro Pro Ser Ser -

Leu
Trp
Pro
170
Leu

‘Thxr

Sexr

val
10

Lysh

Ser

Pro

Ile

Trp
90’

Leu

val
Lys
155

Sex

Thr

His-

Ber

Leu

Pro

Glu

Ser

75

Asp

Gly

Cys
140
Ala
Lys

Pro

Glu

val
Gly
val

Arg
80

Gly

Ser

Gln

125

Leu

4sp

Gln

Glu

Gly
205

Ser

asp

Leu

45 -

Fhe

Thr

Asn

Pro

Ile

Ser

Ser

Gln

199

sSer

Pro

‘Lys

30

Val

Ser

Gln

Ile

Lys

Ser

Ser

Asp

Pro

160

Asn

Trp

" Thr

Gly

*Bhe

Tle

Gly
Ala
Glu
95

Ala

Asn
Lys

val

Gln

Ala

Tyr
Ser
Leu
80

Val

Ala
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, 5
100 _ 105 110

Pro Ser Val Thr Leu Phe Pre Pro.Ser Ser Glu Glh Leu Gln

115 - o 120 - 125

lys Ala Thr Leu Val Cys Leu Ile Ser Asp .Phe.Tyr Pro Gly

130 - : o135 3 140

Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Va; Lys Ala
145 - 150 155 -

Gly

.Thr Thr Thr Pro Ser Lys Gln Sex Asn Asn Lys Tyr ala Ala

165 - 170

Tyr Leu Ser Leu Thr Prc Glu Gln 'I'rp Lys Ser His 'Lysi

180 ‘ - . .- 185

Ser
190

‘Cys Glh Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val

© 195 200 . ’ 205

Thr Glu Cys Ser
T 210

<218> 5

<211> 684
<212> DNA -
<213> Homo sapiens

<400> 5 L
gaggtgeage tgptacagtc tegggeigag gigaagaage cipgggccte agtpaaggtt. 60

teetgeaagg 'caictggata caccttcécc agctactai'a tgcactgept gegacagpee 120 »

cetggacaag ggotigagtg patgggactt gtigatcctg aagatgetga aacastatac 180

geagagaagt tocagegoag agtoaccata acegeggaca cgtotacaga cacagectas 240

atggagctgé- geagectgag atctgaggac acggcﬁgigt attgctgtgc.gaga'gttgag 300
tgggtgectg gtacgeagg tiggggptac tacttigact actggagaca gggaaccety 360
ﬂgtcéccgtct-caagcgcctc caccaagpgc ccatcggtet tr;cccctggc accctcctee 420

-gagagcacct cigg?gggcas ageggecetg peetgectep tcéaggacta cticceegaa 480
cocggtgacgg tptegtggan cteaggegee olgaccageg gcgtccaciac cttcecpget 540
gtectacapt ceteaggact ctactecete agoagegtag tgacepipgee ctecageage 600

ttgggcaé.cc.agacctacat-ctgc;aacgtg,.a;.atcacaagc_cgagcaacamcaaggtggacﬁﬂ.ﬁéo—

aaganagltg égcccaaatc ttgt i ’ 684

Ala
‘Ala
Val

Ser
175

Tyr

Ala

Asn

val

Ser

Ser

Pro
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<210> 6

<211> 666 .

- Q12> DNA
<213>'Home sapiens

<400> 6 . .
caggtgeage mcagcagtg gegegeagea cigtigasge cotoggagac colgtecctc 60

acctgegetg tctatggtgg giecticagt gattactact ggagetggat cogecagece | 120
cca.gégaagg ggcmgag:g gattggpgaa atcgatcata ptpeaagcac caactacaac 180
cegtcectoa agagiogagt caccatatea gtagacacgt ccaggascca gticteeetg 240
ageetgaget ctgtgacege cgcggacacg*gctgt@ actgtgegag agegtocesg 300
ageagtgget ggaccctiga ctactgggac cagggcacce tggteacgt ctcaagcgcc 360

: tccaccaagg geecategpt cttccccctg geacectcét ccaagagcac ctctgggggc - 420

" ‘ ﬂcagﬂugm lgggc%w ggtcaaggac tactr.ccccg mggigﬂﬂ ggtgtcgtgg 480 a

' aactcaggcgccctgaccag cggcgtccac accttoccgg ctgtccta.ca gtcctcagga 540 gE

ctctactccc tcagcagegt agtgaccgtg ccctccagca gcttgggcac ccagacetac. 600

atctgeascy tgasticacan goeccagcass accaaggtgg scaagaangt tgagoccaaz 660

wg 656

<210> 7 ‘
- <211> 654
.. <212> DNA
’ <213> Homo saplcns

<400> 7 ' .
aattttatge tgactcagcc ceactetptg tcggagtctc cggggaagac, getgaceate 60

coctgeaceg coageagtgy cageatigee apcaactitg igoagtgeta coageagepe ‘120
" CopEEcagty coCGCAccac tgtgz;tctat gaggatagtc aaagacecte tggpgtecct 180
- gatcgggt.cF ctggetoeat cgacageten tooaactetg coteccteas cateictgga 240
cigangacty aggacgagpC tgattattac tgtcapictt atgatagtoe caatgacage 300
gigacaticg gogeagggac caagetgatc gtcctcggfc egeccaagge tgooceeteg 360
icactetgt tecegecoto cletgaggag cttcangecs acaagpceac actggtetgt 420
' cteatangty acttotacco gegageegty acagtggoct gganggeaga tagoagecoe 480
~ gtcaagpepp pagtpoagac caccacacce tecasacaaa peaacaacas gtacgepece 540
apcagetate tgagectgac geotgngeag tggaspicee acagaageta cagetpecag 600

gtoacgcaig’; aagppageac cgtgeapaag acaptggoee ctgeagaatp otet 654



<2j0>8

<211> 636

<212> DNA
<213> Homo sapiens

<400> 8
* cagtetgtgt tgacgeagee'goccteagty teegigtoee caggacagae agocageate 60

 acotgetctg gagatadalt gppppatasa tigetitct ggtatcages gragocagge 120
ca,gtcccétg ttttggteat .ctat(:tagatA aécaagcggp ceicagggat ccc't_gagcga 180

. ictetgpot coaactetpg paacacagee acicigaccea teagegggac ceaggetity. 240
gatgaggctg actactactg toaggogteg gacageaaca ttgaagtatt cgpoggageg 300
accaagctga_c‘ci;tcctaggtcagcccaag' getpeccect cpgteactet g;tccégccc. 360

‘ tc;:rc?g'agg agettcage caacanggee acactggtgt gtctcataag tgacttctac 420

. coBBgageig (gacaglgec ClEgegEca gatageage cogtcaagge gepagignay 480
] accgccacac"ﬁéicégaaga 'aagcaar.:aa-c aagtacgcgg ceageageta bqtga.agcctg - 54,0“

acgeoigape agtgéaagw ceacaasage tacagctgcc‘ aggicacgca tgaagggage 600

accgtggags ag;cagtggc'ccctacagaa tgttca - 636

<210> &
<2115 9

. <212» PRT

<213> Homo sapiens
<400> 9

- Tyr Ala Trp Asp Asn Ala Tyr Glu Val
-1 5 .

T<210> 10
<211> 9
<212> PRT
<213> Homo sapiens

<400> 10
Glu Ala Trp Asp Ala Ala Ala Glu Val
i 5 .

<210> 11

<19

«212> PRT
<213> Homo sapiens

<400> 11

' PCT/$G2013/000057



"1

Gln Ala Trp Ala Asp Ser Phe Glu Val

5

3.

5

Gln

Thr

Ile

His

Ile

Val

85

Ser

1

<210> 12

<21}> 9

<212> PRT.~ -
<213> Homo sapiens
<400> 12

Tyr Ala Trp Ala
1 o
<210> 13

<211> 9
.<212> PRT .
‘<213> Homo sapiens
<400> 13

Glu Ala Trp Ala
<210> 14
<211> 222

<212> PRT

<213> Homo sapiens
<400> 14

Gln Val Gln Leu
1 ,

‘Thr Leu Ser Leu

- 20
- Tyr Trp Ser Trp
35
Gly Giu Ile Asp
50

Ser Arg Val Thr
65

Lys Leu Ser Ser
Arg Ala Ser Pro

T 100

Gln

Cys

Arg

Ser

Ser

70

Thr

Ser

Trp

Ala

Gln

Gly

val

Ala

Gly

Gly

Val.

Pro
40

Ser

Ala

Trp

Asp Thr Tyr Glu Val

Asp Thr Tyr Glu Val

Ala

Tyz

25

Pro

Thx

Thr

ASP_

Thr
105

Gly
10

Gly
Gly
Asn
Ser
Thr
39

Leu

Leu

Gly

Lys

Tyr

Lys

75

Ala

Asp

Leu

Ser

Gly

Asn

60

Asn

val

Tyr

Lys

Phe

Leu

45

Pro

Gln

Tyx

Trp

Pro
S‘er
30

Gin
Ser

Phe

Tyx

Ser
15

Asp
Trp
Leu

Ser

Cys

95

Gly
110

Gln

Glu
Tyr
Ile
Lys
Leu
80

Ala

Gly
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Thr Leu

Pro Leu
130

Gly Cys
145

“Asn Ser
Gln Ser

~Ser Ser

Ser Asn
210

<210> 15

Q11> 212

Val
115

Ala

Leu

Gly

Ser

Leu

195

Thr

<212> PRT
<213> Homo sapiens

<400> 15
" Gln Ser
1

Thr Ala
Tyr‘Trp
Lew Asp
Asn Ser
65

Asp Glu

Phe Gly G

Val

Ser

Tyx

35

Asn

Gly

Ala

Thr

Pro

val

Ala

Gly

180

Gly

Lys

Leu

Ile

20

Gln

Lys

Asn

Asp

Gly
100

val

Ser
Lys
Leun
165
Leu
Thr

Val

Thr
Thr
Gln
Rrg
Thr
Tyr

85

Thr

9

Ser Ser Ala Ser Thr Ly

Ser Lys
135

Asp Tyr
150

Thr Ser
Tyr Ser

Gln Thr

Asp Lys
215

Gln Pro
Cys Ser
Lys Pro
Pro Ser

55

Ala Thr
70

Tyr Cys

Lys Leu

120

Ser

Phe

Gly

Leu
Tyr

200

Lys

Pro

Gly

Thr

Pro

val

Ser

185

Tle

val

Ser

Asp

25

Gly

40

Gly

Leu

Tyr

Thr

Gln

lle

‘Thr

Ala

Val
105

Ser
Glu
His
170
Sexr
Cys

Glu

vVal
10

Lys
Ser
Pro
Ile
Trp

30

Leu

Gly

Pro
155
Thr
val

Asn

Pro

Ser
Leu
PFO
Glu
Ser
75

Ala

Gly

Gly Prc Ser Val Phe

Gly

140

val

Phe

val

val

‘Tys

220

val

Gly

val

Axg

60

Gly

AsSp

Gln

125

Thr

Thr

Pro

Thr
Asn

205

Ser

Ser

Asp

Leu

45

Phe

Thr

Thr

Pro

Ala
Val
gla
Val
190

His

cys

Pro

Lys
30

Val

Serx
Gln
His

Lys
110

Ala

Ser

val
175

Pro

Lys

Gly

15

Phe

ile

Gly

Ala

Glu

95

Ala

Leu

Trp

160

Leu

Ser

Pro

Gln .

Val

Tyr

Ser

Leu

8O

val

Ala
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Pro Ser Valehr
115

Lys Bla Thr Len
130 '

Thr Val Ala Trp
145

Thr ‘Thr Thr Pro

Tyr Leu Ser Leu
’ - 180

Cys Gin Val Thr
- 185

Thr ‘Glu Cys Ser
© 210

<210> 16

<211> 212

<212> PRT .
<213> Homo sapiens

<400> 16
GanSer Val Leu
1

Thr Ala Ser Ile
20

Phe Trp Tyr Gln
35

Leu Asp Ser Lys
50

Asn Ser Gly Asn
65

Asp Glu Ala Asp-

Leun

Val

Lyé

Ser
165

"Thr

His

Thr

Thr

Gln

Arg

Thr

Tyr
85

Phe Pro

Cys Leu
135

‘Ala Asp

150

Lys Gln

Pro Glu

Glu Gly

Gln Pro

Cys Ser

Lys Pro

Pro Ser

55

Ala Thr

70

Tyr Cys

Pro
120

Ile’

‘§et

ser’

Gin

Ser

Pro

Gly

10

SEE Sei
Ser Asp

Ser Pro

Asn Asn
“170.

Trp Lys

185

Thr Val

200

Ser val
10

Asp Lys

25

Gly
40
Gly

Leu

Tyr

Gln Ser

Ile Pro

Thr Ile

Ala Trp
20

Glu

‘Phe

val’

155

Lys

‘Ser

Glu

Ser
Ile
Pro
Glu

Ser
75

Ala

Glu

Tyr

140

Lys

TyT

ﬂi;

Lys

val

Arg

val

Arg

60

Gly

Asp

Leu
125
?ro

Ala

Ala

Lys

Thr
208

Ser

AsSp
Leu
45

Phe

Thr

Thr

Gin
Gly
Gly
Ala
ser
19?

val

Pro

Ala

Ala
val
Ser
175

Tyt

Ala

Gly

15

Lvs
30

val

Ser

Gln

His

Phe

Ile

Gly

Ala

Glu
a5
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asn

val

Glu’
160

Ser

ser”’

Pro

Gln.

val

Tyr

Ser

Len .

80

val



Phe

Pro

Lys

Thr

145

Thr

Tyr-

Cys

Thr

Gly

Ser

Ala

130.

Val

Thr

Le1_1

Gln

Gly Gly
100

val Thr

115

Thr'peu
Alg Trp
Thr Pro
Ser Leu

18¢

Val Thr

T 195

Glu

210

Leu

-Thr

val

Lys

Ser -

165

Thr

Eis.

Cys Ser .

Lys

Phe
Cys

‘Ala

150

Pro

Glu

Lys:

Leu

Pro

Leu:

135

Asp

Gln
Glu

Gly

Thr

11

Val-Leu

- 105

Pi'o'
120

Ile

Ser

Ser.

Gln

Ser
200

Ser Ser,

Ser Asp

Ser Pro

‘Asn Asn

170

Trp Lys
185 -

Thr Val

Gly

Gln

Phe

Vval
15%

Lys

Ser

Glu

Gln

Glu

Tyz

140

Lys

Tyr

His

Lys

Pro

Len
125

Pro

‘Ala
Ala

Lys.

Thr
205

Lys

110

Gln

Gly

Gly

Ala’

Ser
190

val

Ala

Ala

Ala

Val

Ala

Asn

val

Glu.

160

Ser
175"

Tyr

Ala

Ser

Ser

Pro
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