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SEQUENCE LISTING , 

<110> Agency for Science Technology and Research 

<12Q> IL-1B Antibodies 

<130> 9869SG1892 

<160> 16 

<170> Patentln version 3.5 

<210> 1 
<2U> 228 
<212> PRT 
<213> Homo sapiens 

<400> 1 

.Glu Val Gin Leu. Val Gin Se'r Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys Val Ser- Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 
20 25 30 

Tyr Met-His Trp Val.Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
•. 35'• 40 . - ' ,45 

Gly Leu Val Asp Pro Glu Asp Gly- Glu Thr lie Tyr Ala Glu Lys Phe 
.50 -55 ' 60 

Gin Gly- Arg Val Thr lie Thr Ala Asp Thr Ser Thr Asp-Thr Ala Tyr. 
65 70 75 SO 

Met Glu Leu Set Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 55 ' 

Ala Arg Val Glu Trp Val Ala Gly Thr Glu Gly Trp Gly Tyr Tyr Phe 
100' . 105 110 

Asp Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr 
115 . 120 125 

Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr. Ser 
130. 135 140 

Gly Gly Thr Ala Ala Leu Gly CysLau__V_al LYS .ASP -Tyr-—P-he—P-ro -Glu-
145 150 155 160 



2 
Fro Val Thr Val Ser Trp' Asn Ser Gly Ala Leu Thr Ser Gly Val His 

165 . 170 ' 175 

Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr-Ser Leu-Ser Ser 
180 . 185 190 

Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr -He Cys 
195 > 200 205 

Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu 
210 • 215 220 

Pro Lys Ser Cys 
225 

<21.0> 2 
<211> 222 
<212> PRT 
<213> Homo sapiens 

<400> 2 • 

Gin Val Gin Leu Gin Gin Trp Gly Ala Gly Leu Leu" Lys Pro Ser Glu • 
1 • •• 5 ' * 10 . 15 

Thr Leu .Ser Leu- Thr Cys Ala Val 2yr Gly Gly "Ser Phe Ser Asp Tyr 
20 25 30 

Tyr Trp Ser. Trp lie Arg Gin Pro Pro Gly Lys Gly Leu' Glu Trp He' 
.35 , .40 45 

Gly Glu lie Asp His Ser Gly Ser Thr Asn Tyr Asn Pro Ser-Leu Lys 
50 55 • 60 

Ser Arg Val Thr lie;, Ser Val Asp Thr Ser Arg Asn Gin Phe Ser Leu 
65 70 -75 80' 

Ser Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala 
85 90 95 

Arg Ala Ser Pro Ser Ser. Gly Trp Thr Leu Asp Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 
115 120 125 

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu 



130 
3 

135 140 

-Gly Cys Leu Val Lys Asp Tyr Phe. Pro Glu Pro Val Thr Val Ser Trp 
145 150 155 160 

Asn.Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 
, 165 170 175 

Gin Ser Ser Gly Leu Tyr Ser Leu Ser. Ser Val Val Thr Val Pro Ser 
180 185 190 

-Ser Ser Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro 
195 200 205 

Ser Asn Thr Lys Val Asp Lys Lys Val..Glu, Pro Lys.Ser Cys 
210 215 220 

<210> 3 
<211> 218 
<212> PRT 
<213> Homo sapiens . 

<400> 3 

Asn Phe Met Leu Thr Gin Pro His Ser Val Ser Glu Ser Pro Gly Lys 
1,5 10 15 

Thr Val Thr He Pro Cys "Thr Ala Ser Ser Gly Ser lie Ala Asn Asn 
20 " 25 30 ' 

Phe Val Gin Trp Tyr Gin Gin Arg Pro Gly Ser Ala Pro Thr Thr Val 
35" 40 45 

lie' Tyr Glu Asp Ser Gin Arg Pro Ser Gly Val Pro Asp Arg Val Ser 
50 55 60 

Gly Ser lie Asp -Ser Ser Ser Asn Ser Ala Ser Leu Thr He Ser Gly 
65 70 - 75 SO 

Leu Lys Thr Glu Asp Glu Ala Asp Tyr Tyr Cys Gin Ser Tyr Asp Ser 
85 90 95 

Ala Asn Asp Arg Val Thr Phe Gly Gly Gly Thr Lys Leu lie Val Leu 
100 105 110 ' 



' -4 
Gly Gin Pro .Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser 

115 120 .125 

Glu Glu Leu Gin'Ala,Asn Lys Ala Thr Leu Val Cys Leu He Ser Asp 
130 135 140 

Phe Tyr Pro'Gly Ala Val Thr Val 'Ala-Trp- Lys Ala Asp Ser Ser Pro 
145 • 150 155 160 

Val Lys Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gin Ser Asn Asn 
165 • 170 v 175" 

Lys Tyr Ala Ala Ser Ser Tyr Leu Ser .Leu Thr Pro Glu Gin Trp Lys 
.180 ' 185 190 

Ser His Arg Ser Tyr Ser Cys Gin Val "Thr His "Glu Gly $er" Thr Val 
195 200 " 205 

Glu Lys Thr Val Ala Pro Ala Glu. Cys Ser 
210 • 215 ' . 

<210> 4 
<211> 212 -
<212> PRT-
<213> Homo sapiens 

<400> 4 

Gin 'Ser Val Leu. Thr Gin Pro. Pro Ser Val Ser Val Ser Pro Gly Glri 
1 5 * .10 15 

Thr Ala Ser lie Thr Cys Ser Gly Asp Lys Leu Gly Asp-Lys-• Phe Ala 
20 25 30 

Phe Trp Tyr Gin Gin Lys Pro Gly Gin Ser Pro Val Leu Val lie Tyr 
.35 40 45 ? 

Leu Asp Asn Lys Arg Pro Ser Gly He Pro Glu Arg phe Ser Gly Ser 
50 55 60 

Asn Ser Gly Asn Thr Ala Thr Leu Thr lie Ser Gly Thr Gin Ala Leu 
65 70 75 ' .80 

Asp Glu Ala.Asp Tyr Tyr Cys Gin Ala Trp Asp Ser Asn He Glu Val 
85 90' 95 

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gin Pro Lys Ala Ala 



100 
5 

105 110 

Pro Ser .Val Thr Leu Phe Pro Pro. Ser Ser Glu Glu Leu'Gin Ala Asn 
115 ' 120 - 125 

Lys Ala Thr Leu Val Cys Leu lie Ser Asp -Phe .'.Tyr Pro Gly Ala Val 
• • 130 - 135 • ' 140 

Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly Val Glu 
145 150 155 • 160 

Thr Thr Thr Pro. Ser Lys Gin Sex Asn Asn Lys Tyr Ala Ala Ser Ser 
165 "17 0 175 

Tyr Leu Ser Leu Thr Pro Glu Gin Trp Lys Ser His Lys Ser Tyr Ser 
180 -185 190 

Cys Gin Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro 
J 195 -200 205 

Thr Glu Cys Ser 
210 

<21Q> 5 
<211> 684 
<212> DNA. • 
<213> Homo sapiens 

<40G> 5 
gaggtgcagc tggtacagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt 60 

tcctgcaagg catctggata caccttcacc agctactata tgcactgggt gcgacaggcc 120 

cctggacaag ggcttgagtg gatgggactt gttgatcctg aagatggtga aacaatatac 180 

gcagagaagt tccagggcag agtcaccata accgcggaca c'gtctacaga cacagcctac 240 

atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc. gagagttgag 300 

tgggtggctg gtacggaagg ttgggggtac tactttgact actggggcca gggaaccctg 360 

. gtcaccgtct-caagcgcctc caccaagggc ccatcggtct tccccctggc accctcctcc 420 

aagagcacct ctgggggcac agcggccctg ggctgcctgg tcaaggacta cttccccgaa 480 

ccggtgacgg tgtcgtggaa ctcaggcgcc ctgaccagcg gcgtccacac cttcccggct 540 

gtcctacagt cctcaggact ctactccctc agcagcgtag tgaccgtgcc ctccagcagc 600 

ttgggcaccc_agacctacat-ctgcaacgtg.aatcacaagc-ccagcaacac-caaggtggac—-660 

aagaaagttg agcccaaatc ttgt 684 



<no> 6 
<211> 666 ,• 
<212> DNA . 
<213>' Homo sapiens . 

<400> 6 
caggfgcagc tacagcagtg gggcgcagga ctgttgaago cctcggagac cctgtccctc 60 

acctgcgctg tctatggtgg glccttcagt gattactact ggagctggat ccgccagccc 120 

ccagggaagg ggctagagtg gattggggaa atcgatcata gtggaagcac caactacaac 1 SO 

ccgtccctea agagtcgagt caccatatca gtagacacgt ccaggaacca gttctccctg 240 

agcctgagct ctgtgaccgc cgcggacacg gctgttfart actgtgcgag agcgtccccg „ 300, 

agcagtggct ggaccctfga ctactggggc cagggcaccc tggtcaccgt ctcaagcgcc 360 

tccaccaagg gcccateggt cttccccctg gcaccctcct ccaagagcac ctctgggggc 420 

acagcggccc tgggctgcct ggtcaaggac tacttccccg aaccggtgac ggtgtcgtgg 480 

aactcaggcgcdctgaccag cggcgtccac accttcccgg ctgtcctaca gtcctcagga 540 

ctetactccc tcagcagcgt agtgaccgtg ccctccagca gcttgggcac ccagacctac. 600 

atctgcaacg tgaatcacaa gcccagcaac accaaggtgg acaagaaagt tgagcccaaa 660 

tcttgt 666 

<210> 7 
<211> 654 
<212> DKA 
<213> '.Homo sapiens 

<400> 7 
aattttatgc tgactcagcc ccactctgtg tcggagtctc eggggaagae ggtgaccatc 60 

ccctgcaccg ccagcagtgg cagcattgcc aacaactttg tgcagtggta ccagcagcgc 120 

ccgggcagtg cccccaccac tgtgatctat gaggatagtc aaagaccctc tggggtccct 180 

gategggtet ctggctccat cgacagctcc tccaactctg cctccctcac catctctgga 240 

ctgaagactg aggacgaggc tgattattac tgtcagtctt atgatagtgc caatgacagg 300 

gtgacattcg geggagggae caagctgatc glcctcggtc agcccaaggc tgccccctcg 360 

gtcactctgt tcccgcccto ctctgaggag cttcaagcca acaaggccac actggtgtgt' 420 ' 

ctcataagtg acltciaccc gggagccgtg acagtggcct ggaaggcaga tagcagcccc 480 

gtcaaggcgg gagtggagac caccacaccc tccaaacaaa gcaacaacaa gtacgcggcc 540 

agcagctatc tgagcctgac gcctgagcag tggaagtccc acagaagcta cagctgccag 600 

gtcacgcatg. aagggagcao cgtggagaag acagtggccc ctgcagaatg ctct 654 



7 

<210> 8 . 
<211> 636 
<212> DNA 
<2i3> Homo-sapiens 

<4G0> 8 
cagtctgtgt tgacgcagcc' gccctcagtg tccglgtccc caggacagac agccagcatc 60 

acctgctctg gagataiatt gggggataaa tttgctttct ggtatcagca gaagccaggc 120 

cagtcccctg ttttggtcat ctatctagat aacaagcggc cctcagggat ccctgagcga 180 

ttctctggct ccaactctgg gaacacagcc actctgacca tcagcgggac ecaggctttg. 240 

gatgaggctg. actactactg tcaggcgtgg gacagcaaca ttgaagtatt cggcggaggg 300 

accaagctga ccgtcctagg tcagcccaag gctgccccct cggtcactct gttcccgccc 360 

tcctctgagg agcttcaagc caacaaggcc acactggtgt gtctcataag tgacttctac 420 

ccgggagctg tgacagtggc ctggaaggca gatagcagcc ccgtcaaggc gggagtggag 480 

accaccacac cctccaa^ca'aagcaacaac aagtacgcgg ccagcagcta cctgagcctg - - 540 

acgcctgagc agtggaagtc ccacaaaagc tacagctgcc aggtcacgca tgaagggagc 600 

accgtggaga agacagtggc ccctacagaa tgttca 636 

<210> 9" 
<211> 9 
<2I2> PRT 
<213> Homo sapiens 

<400> 9 

Tyr Ala Trp-Asp Asn Ala Tyr Glu Val 
.1 5 

<210> 10 
<211*9 
<212> PRT 
<213> Homo sapiens 

<400> 10 

Glu Ala Trp Asp Ala Ala Ala Glu Val 
1 5 

<2I0> II 
<2U> 9 " 
<212> PRT , 
<213> Homo sapiens 

<400> 11 
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8 
Gin Ala Trp Ala Asp Ser Phe Glu Val 
1 5 

<210> 12 
<211> 9 
<212> PRT.. 
<213> Homo sapiens 

<400> 12 

Tyr Ala Trp Ala Asp Thr Tyr Glu Val 
1 • " 5. 

<210> 13 
<211> 9 
.<212> PRT • 
<213> Homo sapiens 

<400> 13 

Glu Ala Trp Ala Asp Thr,Tyr Glu Val 
1 • 5 

<210> 14 
<211> 222 
<212> PRT 
<213> Homo sapiens 

<400> 14 

Gin Val Gin Leu Gin Gin Trp Gly Ala Gly Leu Leu Lys Pro. Ser Glu 
1 • .5 10 15 

"Thr Leu Ser Leu Thr Cys Ala Val. Tyr Gly Gly Ser Phe Ser Asp Tyr 
• 20. 25 30 

Tyr Trp Ser Trp lie Arg Gin Pro Pro Gly Lys Gly Leu Glu Trp lie 
35 40 45 

Gly Glu lie Asp His Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys 
50 55 60 

Ser Arg Val Thr lie Ser Val Asp Thr Ser Lys Asn Gin Phe Ser Leu 
65 70 75 80 

Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala 
85 . 90 95 

Arg Ala Ser Pro Ser Ser Gly Trp Thr Leu Asp Tyr Trp Gly Gin Gly 
- 100 105 HflL 



Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 
115 120 125 

Pro Leu Ala Pro Ser Ser Lys Ser Thr Sex Gly Gly Thr Ala Ala Leu 
130 135 . 140 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 
145 150 • 155 160 

Asn Ser'Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 
165 170 175 

Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 
180 185 190 

Ser Ser Leu Gly Thr Gin Thr' Tyr lie Cys Asn Val Asn His Lys Pro 
195 200 205 

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro "Lys Ser Cys 
210 215 220 

<210>15 
<211> 212 
<212> PRT 
<213> Homo sapiens 

<400> 15 

Gin Ser Val Leu Thr Gin Pro Pro Ser Val Ser. Val Ser Pro Gly Gin 
1 5 10 15 

Thr Ala Ser He Thr Cys Ser Gly Asp Lys Leu Gly Asp Lys Phe Val 
20 ' 25 30 

Tyr Trp Tyr Gin Gin Lys Pro Gly Gin Ser Pro Val Leu Val lie Tyr 
• 35 40 45 

Levi Asp Asn Lys Arg Pro Ser Gly lie. Pro Glu Arg Phe Sex Gly Ser 
50 55 60 

Asn Ser Gly Asn Thr Ala Thr Leu Thr lie Ser Gly Thr Gin Ala Leu 
65 70 75 60 

Asp Glu Ala Asp Tyr Tyr Cys Tyr Ala Trp Ala Asp Thr His Glu Val 
85 90 95 

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gin Pro Lys Ala Ala 
100 105 110 
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.10 

.Pro Ser Val Thr Leu Phe pro Pro Ser S&r Glu Glu Leu Gin Ala-Asn ,J ' * 
115 120 125 

Lys Ala Thr leu Val Cys Leu He' ser Asp -Phe Tyr Pro Gly Ala Val-
130 135 140 

Thr Val Ala Trp Lys Ala Asp "Ser Ser Pro Val' Lys Ala Gly Val Glu 1 
145 150 155 160 

Thr Thr Thr Pro Ser Lys Gin Ser 'Asn Asn Lys Tyr Ala Ala Ser Ser 
165 170- 175 

Tyr Leu Ser Leu'Thr Pro Glu Gin Trp Lys' Ser His Lys Ser Tyr Ser" 
•180 185 190 

Cys Gin Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro 
195 200 . . , 205. 

Thr Glu Cys Ser 
210 

<210> 16 
<211> 212 
<212> PRT " 
<213> Homo sapiens 

<400> 16 

Gin Ser Val Leu Thr Gin Pro Pro Ser Val Ser Val Ser Pro Gly Gin 
1 ' 5 10 15 

Thr Ala Ser lie Thr Cys ser Gly Asp Lys He Arg Asp Lys Phe Val 
20 25 _ 30 

Phe Trp Tyr'Gin Gin Lys Pro Gly Gin Ser Pro Val Leu Val. lie Tyr 
35 40 45 

Leu Asp Ser Lys Arg Pro Ser Gly lie Pro Glu Arg phe Ser Gly Ser 
50 55 60 

Asn Ser. Gly Asn Thr Ala Thr Leu Thr lie Ser Gly Thr Gin Ala Leu 
65 10 75 8.0 

Asp Glu Ala Asp Tyr Tyr Gys Tyr Ala Trp Ala .Asp Thr His .Glu Val 
85" "90 95 



11 

Phe Gly Gly Gly Thr Lys Leu Thr Val-Leu Gly Gin Pro Lys Ala Ala 
100 105 . 11Q , 

Pro Ser Val Thr Leu Ph.e Pro Pro Ser Ser. Glu Glu Leu Gin Ala Asn 
115 ' * " ' 120 •' 125 

Lys Ala Thr Leu Val Cys Leu^ lie Ser Asp Phe Tyr Pro Gly Ala Val 
130 135 140 

Thr Val Ala Trp Lys Ala -Asp Ser Ser Piro Val Lys A1& Gly Val Glu 
145 , 150 155 . . 160 

Thr Thr Thr Pro Ser-Lys- Gin Ser. Asn Asn Lys Tyr Ala Ala" Ser Ser, 
165 170 175' 

Tyr-Leu Ser Leu Thr Pro Glu Gin Trp Lys Ser His Lys. Ser Tyr Ser 
180 185 190 

Cys Gin Val Thr His. Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro 
195 200 205 

Thr Glu Cys Ser 
210 


