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SEQUENCE LISTING
<110> BioFactura, Inc.
<120> COMPOSITIONS AND METHODS FOR METABOLIC SELECTION OF
TRANSFECTED CELLS
<130> BIOF~001/00WO
<150> US 60/681,969
<151> 2005-05-18
<160> 4
<170> PatentIn version 3.3
<210> 1
<211> 1122
<212> DNA
<213> Mus sp.
<400> 1
atgcectggat ggagetgect ggtgacagga geaggagggt ttcttggeca gaggattgte 60
cgaatgttgyg tgcaggagga agagttgcag gagatcagag ccctgttcag gacctteggt 120
cgaaaacatg aagaggaatt gtccaagctg cagacaaagg ccaaggtgag agtactgaag 180
ggagacattc tggatgccca atgectgaag agagectgcce agggcatgte tgctgtcate 240
cacaccgectyg ctgctattga ccccegtggt geecgettceca gacagaccat cctagatgtc 300
aatctgaaag gtactcaget cctactggat gettgtgtgg aageocagtgt gccaacatte 360
atctacageca gctcagtgot tgtggetgga ccaaattcet acaaggagat catcctgaat 420
gcccatgagg aagagcatca tgaaagcaca tggectaace catacccata cagcaaaagg 480
atggctgaga aggcagtgcet ggcaacaaat gggagactcc tgaaaaatgyg tggcactttg 540
catacttgty ccttaagact ccctttcatc tatggggaag aatgccaagt cacttcaacc 600
actgtgaaaa cagcactgaa gaacaacagc ataattaaga aaaatgccac attcteccatc 660
gccaacccag tgtatgtggg caatgeagee tgggetcaca ttctggectge caggagecta 720
caggacccca agaagtcccc aagcatccaa ggacagttct attacatcte tgataacacc 780
cctcaccaaa gectatgatga tttaaattac accctgagcea aggagtgggg cctetgectt 840
gattctgget ggaggettee tctgtccctyg ctttactgge ttgecttect getggaaact 900
gtgagettce tgctacgtce agtttacaac tataggccac cctttacceg cctettgate 960
acagtgctaa atagcgtgtt taccatttcc tataagaaag ctcagcgcga tctaggctat 1020
cagccactty tcagectggga ggaagccaag caaaaaacct cagagtggat tggaacacta 1080
gtgaagcagc acagggagac actacacaaa aagtcacagt ga 1122
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<210> 2

<211> 1005

<212> DNA

<213> Mus sp.

<400> 2

atgeggaagg tggttttgat caccggggeg agcagtggea ttgggctage cctttgeggt 60
cgactgetgg cagaagacga tgacctccac ctgtgtttgg cgtgtaggaa cctgagcaaa 120
gcaagagctg ttcgagatac cctgetggec tetecaccect ccgecgaagt cagcategtg 180
cagatggatg tcagcagcct geagteggtg gtceggggty cagaggaagt caagcaaaag 240
tttcaaagat tagactactt atatctgaat gctggaatcc tgectaatce acaattcaac 300
ctcaaggcat ttttctgegg catcttttca agaaatgtga ttcatatgtt caccacagceg 360
gaaggaattt tgacccagaa tgactcggtc actgccgacy ggttgeagga ggtgtttgaa 420
accaatctet ttggecactt tattctgatt cgggaactgg aaccacttet ctgccatgeg 480
gacaacccct ctcagcetcat ctggacgtec tetegcaatg caaagaagge taacttcage 540
ctggaggaca tccagcactc caaaggccceg gaaccctaca gctettccaa atatgcetacce 600
gacctcctga atgtggettt gaacaggaat ttcaaccaga agggtctgta ttccagtgty 660
atgtgeccag gegtcgtgat gaccaatatg acghtatggaa ttttgectce ctttatctgg 720
acgttgetec tacccataat gtggctectt cgettttttg taaatgeget cactgtgaca 780
cegtacaacg gagcagaggce cetggtgtgg ctettecacce aaamaccgga gtctcttaat 840
cctetgacca aatacgegag cgccaccteg ggatttggga ctaattacgt cacgggccaa 900
aagatggaca tagatgaaga cactgctgaa aaattctatg aggtcttact ggagctggaa 960
aagcgtgtca ggaccaccgt tcagaaatcg gatcaccega gcetga 1005
<210> 3

<211> 373

<212> PRT

<Z13> Mus sp.

<400> 3

Met Pro Gly Trp Ser Cys Leu Val Thr Gly Ala Gly Gly Phe Leu Gly
1 5 10 15

Gln Arg Ile Val Arg Met Leu Val Gln Glu Glu Glu Leu Gln Glu Ile
20 25 30

Arg Ala Leu Phe Arg Thr Phe Gly Arg Lys His Glu Glu Glu Leu Ser
35 40 45

Lys Leu Gln Thr Lys Ala Lys Val Arg Val Leu Lys Gly Asp Ile Leu
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50 55 60

Asp Ala Gln Cys Leu Lys Arg Ala Cys Gln Gly Met Ser Ala Val TIle
65 70 75 . 80

His Thr Ala Ala Ala Ile Asp Pro Arg Gly Ala Ala Ser Aryg Gln Thr
85 80 95

Ile Leu Asp Val Asn Leu Lys Gly Thr Gln Leu Leu Leu Asp Ala Cys
100 105 110

Val Glu Ala Ser Val Pro Thr Phe Ile Tyr Ser Ser Ser Val Leu Val
115 120 125

Ala Gly Pro Asn Ser Tyr Lys Glu Ile Ile Leu Asn Ala His Glu Glu
130 135 140

Glu His His Glu Ser Thr Trp Pro Asn Pro Tyr Pro Tyr Ser Lys Arg
145 150 155 160

Met Ala Glu Lys Ala Val Leu Ala Thr Asn Gly Arg Leu Leu Lys Asn
165 170 175

Gly Gly Thr Leu His Thr Cys Ala Leu Arg Leu Pro Phe Ile Tyr Gly
180 185 1390

Glu Glu Cys Gln Val Thr Ser Thr Thr Val Lys Thr Ala Leu Lys Asn
195 200 205

Asn Ser Ile Ile Lys Lys Asn Ala Thr Phe Ser Ile Ala Asn Pro Val
210 215 220

Tyr Val Gly Asn Ala Ala Trp Ala His Ile Leu Ala Ala Arg Ser Leu
225 230 235 240

Glin Asp Pro Lys Lys Ser Pro Ser Ile Gln Gly Gln Phe Tyr Tyr Ile
245 250 255

Ser Asp Asn Thr Pro His Gln Ser Tyr Asp Asp Leu Asn Tyr Thr Leu
260 265 270

Ser Lys Glu Trp Gly Leu Cys Leu Asp Ser Gly Trp Arg Leu Pro Leu
275 280 285

Ser Leu Leu Tyr Trp Leu Ala Phe Leu Leu Glu Thr Val Sex Phe Leu
290 295 300
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Leu Arg
305

Thr Val

Asp Leu

Thr Ser

His Lys
370

<210>
<211>
<212>
<213>

<400>
Met Arg
1

Ala Leu

Leu Ala

Leu Ala
50

Ser Ser
65
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Pro Gln
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Leu

Gly
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355

Lys

334
PRT
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Asn
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Trp

Ser
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4

Lys
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Cys

35

Sexr
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Met
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Gin
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Gln
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Arg
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Pro

Ser

Asp
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Asn

310

Val

Pro

Gly
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Ser

Val

70

Tyr

Lys

Thr

Tyr
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Ile

Leu

Sexr

Ala

55

Val

Leu T

Ala

Thr

Arg
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Val

Leu
360

Thr

Ala

Lys

40

Glu

Arg

Phe

Ala
120

Pro

Ile

Ser

345

Val

Gly

Glu

25

Ala

Val

Gly

Leu

Pro

Ser

330

Trp

Lys

Ala

10

Asp

Axg

Ser

Ala

Asn

90

Cys

Gly
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Phe

315

Tyr

Glu

Gln

Ser

Asp

Ala

Ile

Glu

75

Gly

Ile

Thr

Lys

Glu

His

Ser

Asp

Val

Val

60

Glu

Gly

Ile

Leu

Arg

Lys

Ala

Arg
365

Gly

Leu

Arg

45

Gln

Val

Ile

Phe

Thr
125

Leu

Ala

Lys

350

Glu

Ile

His

30

Asp

Met

Lys

Leu

Ser

110

Gln

Leu

Gln

335

Gln

Thx

Gly

Leu

Thr

Asp

Gln

Pro

95

Asn
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Tle
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Val
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Leu
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