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266

DNA

Artificial Sequence

Description of Artificial Sequence: Synthetic polynucleotide

1

cgccctcgeg tcecgeggegt cccctgecgg ccgggeggeg atttgcaggt ccagecggeg

ccggtttcge gecggeggectc aacgtccacg gagccccagg aatacccacc cgctgecccag

atcggcagcc gctgectgecgg ggagaagcag tatcgtgcag ggcgggecacg ctggtettgce

ttacagttgg gcttcggtgg gtttgaagca cacattaggg ggaaatggct ctgttcctgc

aggtttgcgc agtctgggtt tcttag

<210>
<211>
<212>
<213>

<220>
<223>

<400>

2

20

DNA

Artificial Sequence

Description of Artificial Sequence: Synthetic polynucleotide

2

aggggagtag ggtaagtgag

<210>
<211>
<212>

3
24
DNA

60

120

180

240

266

20



<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic polynucleotide

<400> 3

accatttccc cctaatatat actt 24
<210> 4

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic polynucleotide

<400> 4

gggaggagat ttgtaggttt 20
<210> 5

<211> 62

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic polynucleotide

<220>

<221> misc_feature

<222> (34)..(38)

<223> nis a, c, g, or t

<400> 5

acactctttc cctacacgac gctcttccga tctnnnnnyg ggyggygatt tgtaggttta 60
gt 62
<210> 6

<211> 58

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic polynucleotide

<400> 6



gtgactggag ttcagacgtg tgctcttccg atctccctac acratactac ttctcccc 58

<210> 7

<211> 45

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic polynucleotide
<400> 7

aatgatacgg cgaccaccga gatctacact ctttccctac acgac 45
<210> 8

<211> 52

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic polynucleotide
<400> 8

caagcagaag acggcatacg agatagtcat cggtgactgg agttcagacg tg 52



