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Gln

Ala

125

Gln

Thr

Leu

Lys

Lys

Ile

val

Lys

ASp

30

Lys

Arg

Arg

Leu

Lys

Ile

val

His

95

Gln

Glu

Ala

Arg

Tyr

15

Gly

His

Trp

ASp

His

95

Gn

Glu

Ala

Arg

Asn

Ala

Ser

Ala

Ala
160

Asnh

ser

Glu

Phe

Arg

80

Asnh

Ala

Ser

Ala

Ala
160



BCS 10-2010_wO_ST25, txt

val Leu Asp Ser Leu Ser Glu Lys Lys Lys Ser Ser Pro
165 170

<210> 7

<211> 68

<212> DNA

<213> Artificial

<220> i .
<223> PCR amplicon of bar codin

g region around the BAY 39/40
recognition site (control

<400> 7
cggtcaactt ccgtaccgag ccgcaggaac cgcaggagtg gacggacgac ctcgtocgie

tgcgggac

<210> 8

<211> 68

<212> DNA

<213> Artificial

<220>
<223> PCR amplicon of bar coding region around the BAY 33/40

recognition site (PPT tolerant plant 1inel)

<400> 8

cggtcaactt ccgtaccgag ccgcaggaac cgcaggagtg gacggacgac ctcgrecgte
tgcogggac

<210> 9

<211> 67

<212> DNA

<213> Artificial

<220>
<223> PCR amplicon of bar coding region around the BAY 39/40

recognition site (PPT sensitive plant linel 1)

<400> 9

cggtcaactt ccgtaccgag ccgcaggaac cgcaggagtg gacgacgacc tcgtecgtct
gcgggac

<210> 10

<211> 27

<212> DNA

<213> Artificial

<220>
<223> PCR amplicon of bar coding region around the BAY 39/40

recognition site (PPT sensitive plant 1inel 2)

<400> 10
cggtcaactt ccgtcegtct gcgggac

<210> 11

<211> 61

<212> DNA

<213> Artificial

<220>
<223> PCR amplicon of bar coding region around the BAY 39/40

recognition site (PPT sensitive plant linel 3)

<400> 11
cggtcaactt ccgtaccgag ccgcaggaac cgcaggagtg gacctcgtcc gtctgeggga

Page 7

60
68

60
68

60
67

27

60



<210>
<211>
<212>
<213>

<220>
<223>

<400>

BCS 10-2010_WO_ST25.txt

12
49
DNA v
Artificial

PCR amplicon of bar coding region around the BAY 39/40
recognition site (PPT sensitive plant linel 4)

12

cggtcaactt ccgtaccgag ccgcaggaac cctegtccgt ctgegggac

<210>
<211>
<212>
<213>

<220>
<223>

<400>

13

48

DNA
artificial

PCR amplicon of bar coding region around the BAY 39/40
recognition site (PPT sensitive plant linel 5)

13

cggtcaactt ccgtaccgag ccgcaggaac ctcgtccgic tgcgggac

<210>
<211>
<212>
- <213>

<220>
<223>

<400>

14

56

DNA
artificial

PCR amplicon of bar coding region around the BAY 39/40
recognition site (PPT sensitive plant 1inel 6)

14

cggtcaactt ccgtaccgag ccgcaggaac cgcacgacct cgtcegteryg cgggac

<210> 15

<211> 68

<2172> DNA

<213> Artificial

<220>

<223> PCR amplicon of bar coding region around the BAY 39/40
recognition site (PPT sensitive plant Tinel 7)

<400> 15

cggtcaactt ccgtaccgag ccgcaggaac cgcaggagtyg gacggacgac ctcgtccgtc

tgegggac

<210> 16

<211> 163

<212> PRT

<213> Artificial

<220>

<223> I-CreIl

<400> 16

1

val Asp Gly gsp Gly Ser Ile Ile A

Met Asn Thr Lys Eyr Asn Lys Glu Phe Leu Leu Tyr Leu Ala ggy phe
10 ‘

21a GIn Ile Lys Pro Asn Gin Ser
5

Tyr tys Phe Lys His GIn Leu Ser Leu Thr Phe GIn val Thr Glu Lys

page 8

61

49

48

56

68



BCS 10—2010_W?E?T25.txt

35 40

Thr G1ln Arg Arg Trp Phe égu Asp Lys

5
Gly Tyr val Arg Asp Arg Gly Ser val Ser Asp
65 70 75
Ile Lys Pro teu His Asn Phe Leu Thr Gln Leu

85 90
Lteu Lys GIn Lys GIn Ala Asn Leu val Leu Lys
100 105
pro Ser Ala Lys Glu Ser Pro Asp Lys Phe Leu
115 120

val Asp Gln Ile Ala Ala Leu Asn Asp Ser Lys

130 135
ser Glu Thr val arg Ala val Leu Asp Ser Leu
145 150 155
ser Ser Pro
<210> 17
<211l> 4925
<212> DNA
<213> Artificial Sequence
<220>
<223> vector -
<220>
<221> CDS
<222> (1267)..(1605)
<220>
<221> (DS
<222> (1795)..(2541)
<400> 17
ctaaattgta agcgttaata ttttgttaaa attcgcgtta
attttttaac caataggccg aaatcggcaa aatcccttat
gatagggttg agtgttgttc cagtttggaa caagagtcca
caacgtcaaa gggcgaaaaa ccgtctatca gggcgatoge
ctaatcaagt tttttggggt cgaggtgccg taaagcacta
ccccegattt agagcttgac ggggaaagec ggegaacgtg
agcgaaagga gcgggcgcta gggegcetgge aagtgtageg
cacacccgec gegcttaatg cgccgctaca gggegegtee
caactgttgg gaagggcgat cggtgcgggce ctcttcgeta
gggatgtgct gcaaggcgat taagttgggt aacgccaggag
taaaacgacg gccagtgagc gcgcgtaata cgactcacta
cgtcaaggce aagcttcceg tgggggatce accatacatg

Leu val Asp Glu Ile
60

Tyr Ile

GIn Pro
ITe Ile

val
125

Glu

Thr
140

Arg

Ser Glu

aattttrgtt
aaatcaaaag
ctattaaaga
ccactacgtg
aatcggaacc
gcgagaaagg
gtcacgctge
cattcgccat
ttacgccagc
ttttcccagt
tagggcgaat
gagtcaaaaa
Page 9

Leu

Phe

Glu

110

Cys

Lys

Lys

Gly val

Glu
80

Ser

Leu
95

Lys

Gin Leu

Thr Trp

Thr Thr

Lys
160

aaatcagctce
aatagaccga
acgtggactc
aaccatcacc
ctaaagggag
aagggaagaa
gcgtaaccac
tcaggetgeg
tggcgaaagg
cacgacgttg
tgggtacgge
ttcagatcga

120
180
240
300
360
420
480
540
600
660
720



ggatctaaca
caatgacaag
gaatatcaaa
aatatcggga
agtagaaaag
tcaagatgcec
ggaaaaagaa
tgacgtaagg
aagttcattt
aaaacc atg
Met
1

daa tac
Lys Tyr

ety

C@t
H1sS

acc
Thr
15

ety

ttc
Phe

gat
Asp
aag
Lys

aga
Arg

tgg
Trp
65

gat
Asp

agg
Arg

aga
Arg
80

ttg
Leu

gtc
val

cat
His

cect
Pro
g5

cag

cag
Gin

Gln

aag
Lys

gaactcgecg
aagaaaatct
gatacagtct
aacctecteg
gaaggtggca
tctgecgaca
gacgttccaa
gatgacgcac

catttggaga

tgaagactgg
tcgtcaacat
cagaagacca
gattccattg
cctacaaatg
gtggtcccaa
ccacgtcttc
aatcccacta

ggactcgaga

BCS 10-2010_WO_ST25. txt

cgaacagttc
ggtggagcac
aagggctatt
ccecagetatce
ccatcattge
agatggaccc
aaagcaagtg
tccttegeaa

attaagcaaa

atacagagtc
gacactctcg
gagacttttc
tgtcacttca
gataaaggaa
ccacccacga
gattgatgtg
gacccttect

agaagaagaa

gct aaa ccg cct aag aaa aag cgg aag gtt cat
Ala Lys Pro ;ro Lys Lys Lys Arg &55 val His

aac aaa
Ash Lys

att
Ile
35

ctg
Leu

tct
ser

gaa
Glu
50

Ttc
Phe

ctt
tey

&ty

ttc
Phe

aga
Arg

aac
ASn

atc
Ile

cga
Arg

gat
ASp

teg
Ser

cta
Leuy

gaa ttc ctt
GTu Phe Leu
20

tca
ser

gca
Ala

act
Thr

ctt
Leu

ctc
Leu
70

aaa
Lys

tcc
Ser

gt
va
85

caa
Gin

act
Thr

100
gtaagtttct gcttctacct ttgatatata tataataatt

ctc tac cta
Leu Tyr Leu
25

cct
Pro

att
Ile

agc
ser
40

Caa

gt
GlIn

va

ttc
Phe
55

gt
va

gac
Asp

gaa
Glu

tat
Tyr

agg

gac
Arg

Asp

cca
Pro
105

ctt
t.eu

caa
Gin

gct

ggt ttc
Ala G?

y pPhe

caa

tecg
Gln

cgg
Ser

Arg

aaa
Lys
60

aca
Thr

cag
Gln

&y
75

ctc agt
Leus Ser
S0

ttt
Phe

atc
Ile

gtt
val

cag
GIn

ada
Lys

ctg
Leu

ttttacgact
tectactccaa
aacaaagggt
tcaaaaggac
aggctatcgt
ggagcatcgt
atatctccac
ctatataagg
gaagaagtcc
atg aat

Met Asn

gta gac
val Asp
30

aaa
Lys

tac
Tyr
45

acc
Thr

&ty

att
Ile

caa
Gln

aag
Lys

aaa
Lys

ttg
Leu

aag
Lys
110

atcattaatt agtagtaata taatatttca aatatttttt tcaaaataaa agaatgtagt

atatagcaat tgcttttctg tagtttataa gtgtgtatat

atatatgacc aaaacatggt gatgtgcag g%a
A

gag caa cta
Glu GIn Leu

acc
Thr

tgg
Trp
140

tgt
Cys

act
Thr

o

age

aca
Thr
155

aag
Lys

tcg
ser
170

gtt
val

gce tca

cca
Pro
125

gtt

gac
val

Asp

tct
Ser

Sty

gag
Glu

tta
Leu

age gca
ser Ala

caa
GlIn

act
Thr

agc
ser

aag gaa
Lys Glu

atc
Ile

gca
Ala
145

aga
Arg

gt
va
160

cct
Pro

agt
Ser

175

tct cca

ggt

tct gog

ctg
Leu

aat
a Asn
115

Tct
ser
130

cca gac
Pro Asp

aat
Asn

ttg
Leu

gct
Ala

ctt

gca
Leu

Ala

gtc
val

gct
Ala

agt
Ser
180

cag
GIn

ata tcc gaa

tttaatttat

ctc aag
Leu Lys

gtt
val

Tt
Phe

ttg
Leu
135

aag
Lys

tce
Ser
150

aag
Lys

gat
ASp

tta
Leu

tca
Ser

gat
Asp
165

tct
Ser

gcec gct
Ala Ala

gcc ctt aga

page 10

aacttrrtcta

ata
Ile

ata
Ile
120

gt
va

gaa
Glu

aca

cga
Thr

Arg

&y

tct
ser
185

cCce
Pro

agt
Ser

gct ggt

780

840

900

960

1020

1080

1140

1200

1260

1308

1356

1404

1452

1500

1548

1596

1645

1705

1765

1818

1866

1914

1962

2010

2058



Ala Ser

act

gct
Thr

Ala
9?9 gat
Gly Asp

ser

aag
Lys

&

Pro
190

ser

aag
Lys

age
ser
205

atc
Ile

tca
Ser

220

aag
Lys
235

ttt
pPhe

aga
Arg
250

tt
8a1

aga
Arg

cgt
Af'g

ctt
Leu

cct
Pro

aag
Lys

cag
Gln

cac
H1S

tgg
Trp

gat
Asp

cac
H1s

cag
Glin

caa
Gln

ctg
Leu

Tttt
phe

ctg
Leu

&
270

ttc
Phe

aga
Arg

aac
Asn
285

aac
Asn

gct
Ala

300

aaa
Lys
315

att
Ile

gca
Ala

caa
Gln
330

aca
Thr

gtt

ccc
Pro
tgagcatata
tttctaattc
agcttgcaag
catggtcata
gagccggaag
ttgcgttgeg
gaatcggcca
tcactgactc
cggtaatacg
gccagcaaaa
geceeectga
gactataaag
ccctgeeget
atagctcacg

tgeracgaacc

gaa
Glu

gct
Ala

cgt
val Arg

tca
ser

ccg
Pro

ctg
Leu

gct
Ala

Gly

gag
Glu

att
Ile

agg
APrg
gat
AS

255
tct
ser

ctg
Leu

ctg
Leu

gat
Asp

aac
ASn

ser Gly

ctc
Leu

ttt
Phe

tct
ser
225

gcc
Ala

aca

ttg
Thr

Leu
240

ctt
Leu

aag
p Lys

agt
ser

gtt
val

acc
Thr

cag
GIn

ctc
Leu
305

Tttt
Phe

gtt
val

aaa
LysS
320

gat
ASp

tca
Ser

335

gct
Ala

gtce
val
350

agaaaccctt
ctaaaaccaa
ctccagettt
gctgrttect
cataaagtgt
ctecactgeee
acgcgegggg
gctgegeteg
gttatccaca
ggccaggaac
cgagcatcac
ataccaggcg
taccggatac
ctgtaggtat

ccecgtteag

tta
Leu

tcc
ser

gat
Asp

agtatgtatt
aatccagect
tgttcccttt
gtgtgaaatt
aaagectygg
gctticcagt
agaggcggrt
gtcgttcgge
gaatcagggg
cgtaaaaagg
aaaaatcgac
trtcceccty
ctgtcegecet
ctcagttcgg

ccegaccget

BCS 10-2010.WO_STZ5. txt

Ile ser Glu

195

tat
Tyr

tta

ctg
Leu

Leu
210

atc
Ile

cca
Pro

tca
Ser

ttc
Phe

acc
Thr

gt
va

gaa
Glu
260

gre
val

gat
Asp

tat
Tyr
275

cge

gac
Arg

Asp

cCct
Pro

ctt
Leu
290

add
Lys

caa
GIn

att
Ile

atc
Ile

gta

ctg
val

Leu

gag
Glu

act
Thr

cga
Arg
340

aag
Lys

tce
ser
355

gag

ttg
Glu

Leu

tgattcccag ataagggaat tagggttcct atagggtttce

tgtatttgta
gcaggtctag
agtgagggtt
gttatccget
gtgcctaatg
cgggaaacct
tgcgratrgg
tgcggegage
ataacgcagg
ccgegttget
gctcaagtca
gaagctccct
trcteecttce
tgtaggtcgt
gcgecttatce

Ala Leu Arg

gcc

gga ttt
Ala G?

y Phe
215

agc
ser

aat
ASD

cag
Gln
230

cag
Gln

&ty

tce
Ser

aca
Thr
245

att
Ile

aag
Lys

gt
va

cta
Leu

cag
GIn

aaa
Lys
295

ctc
Ley

tte
phe

ttg
Leu

caa
Gln
310

act
Thr

gag
Glu

tgg
Trp

tgc
Cys
325
acc act
Thr Thr

aaa
Lys

aaa
Lys

aaa
Lys

aag
Lys

gctecatg

aaatacttct
ataagtggga
aattgcgege
cacaattcca
agtgagctaa
grcgtygccag
gcgerettee
ggtatcagct
aaagaacatg
ggcgtttrtce
gaggtggcga
cgtgegetct
gggaagcgtg
tcgetecaag

cggtaactat

Page 11

Ala
200

gtt
val

Gly

gat
Asp

cgt
Arg

aag
Lys

caa
Gin

act
Thr

&ty

att
Ile
280

tta
Leu

aag
Lys
265

aaa
Lys

aag
Lys

tca
Ser

cca
Pro

gta

gac
val

ASp

agt
ser

agc tet
Ser
360

tgt

atcaataaaa
tatcacgtga
ttggcgtaat
cacaacatac
ctcacattaa
ctgcattaat
gcrreetege
cactcaaagg
tgagcaaaag
cataggctec
aacccgacag
cctgttecga
gcgctttetce
ctgggctgtg
cgtcttgagt

2106

2154

2202

2250

2298

2346

2394

2442

2490

2538

2591

2651
2711
2771
2831
2891
2951
3011
3071
3131
3191
3251
3311
3371
3431
3491



ccaacccggt
gagcgaggta
ctagaaggac
ttggtagctc
agcagcagat
ggtctgacge
aaaggatctt
tatatgagta
cgatctgtct
tacgagaggg
cggctccaga
ctgcaactrt
gttcgccagt
gctcgtegtt
gatcccccat
gtaagttggc
tcatgccatc
aatagtgtat
cacatagcag
caaggatctt
cttcagcatc
ccgcaaaaaa
aatattattg
tttagaaaaa
18

362
PRT

<210>
<211>
<212>
<213>

<220>
<223>

<400> 18

aagacacgac
tgtaggcggt
agtatttggt
ttgatcegge
tacgcgcaga
tcagtggaac
cacctagatc
aacttggtct
atttegttea
cttaccatct
tttatcagca
atccgectcec
taatagrrtg
tggtatggct
gttgtgcaaa
cgcagtgtta
cgtaagatgc
gcggcgaccg
aactttaaaa
accgctgttg
ttttactttc
gggaataagg
aagcatttat

taaacaaata

ttatcgccac
gctacagagt
atctgegetce
aaacaaacca
aaaaaaggat
gaaaactcac
cttttaaatt
gacagttacc
tccatagttg
ggccccagtyg
ataaaccagc
atccagtcta
cgcaacgttg
tcattcaget
aaagcggrta
tcactcatgg
ttttctgtga
agttgctett

gtgctcatea

agatccagtt
accagcgttt
gcgacacgga
cagggttatt
ggggtrtccege

Artificial Segquence

synthetic Construct

BCS 10-2010_WO_ST25. txt

tggcagcage
tcttgaagtg
tgctgaagcec
ccgetggtag
ctcaagaaga
gttaagggat
aaaaatgaag
aatgcttaat
cctgacteec
ctgcaatgat
cagccggaag
ttaattgttg
ttgccattge
ccggttceca
gcrecttegy
ttatggcage
ctggtgagta

-gceecggegtc
ttggaaaacg

cgatgtaacc

>ctgggtgagc

aatgttgaat
gtctcatgag

gcacatttec

Met Ala Lys Pro gro Lys Lys Lys Arg Lﬁs val
1

Tyr Asn Lys ggu Phe Leu Leu Tyr Egu Ala Gly

Gly ser %}e ITe Ala Ser Ile 28r Pro Arg Gln

His ggu Leu Arg Leu Thr g?e Gin val Thr GIn

cactggtaac
gtggcctaac
agttaccttc
cggtggttrt
tcctttgate
tttggtcatg
ttttaaatca
cagtgaggca
cgtcgtgtag
accgcgagat
ggccgagege
ccgggaagcet
tacaggcatc
acgatcaagg
tcctecgatce
actgcataat
ctcaaccaag
aatacgggat
rtcttegggg
cactcgtgeca
aaaaacagga
actcatactc
cggatacata

ccgaaaagtg

aggattagca
tacggctaca
ggaaaaagag
tttgtttgca
ttttctacgg
agattatcaa
atctaaagta
cctatcteag
ataactacga
ccacgcrcac
agaagtggtc
agagtaagta
gtggtgtcac
cgagttacat
gtrtgtcagaa
tctettactg
tcattctgag
aataccgege
cgaaaactct
cccaactgat
aggcaaaatg
ttcetttrte
tttgaatgta

ccac

His Met Asn T?r Lys
1

phe val Asp Gly Asp
30

ser Tyr Lys Phe Lys
45

Lys Thr Gin Arg Arg

60

Page 12

3551
3611
3671
3731
3791
3851
3911
3971
4031
4091
4151
4211
4271
4331
4391
4451
4511
4571
4631
4691
4751
4811
4871
4925



Trp

65

ASp

His

GIn

Glu

Ala

145

Arg

ser

Gly

Leu

Ser

225

Thr

Leu

ser

Gln

Leu

305

Phe

Ser

Ser

Phe

Arg

Asn

Ala

Ser

130

Ala

Ala

Gln

Ile

Leu

210

Ile

Phe

val

ASp

Leu

290

Lys

Leu

Lys

Leu

Leu

Gly

Phe

ASn

115

Pro

Leu

val

Ala

Ser

195

Tyr

ser

Thr

ASp

Tyr

Gln

Ile

Glu

Thr

Ser
355

Asp

ser

Leuy

100

Leu

ASp

ASn

Leu

ser

180

Glu

Leu

Pro

val

Glu

260

Arg

Pro

Ile

val

Arg

340

Glu

Lys

val

85

Thr

val

Lys

ASp

Ala

Ala

Asn

Thr

245

Ile

Leu

Phe

Glu

cys

325

Lys

Lys

Leu

70

ser

Gin

Leu

Phe

ser

150

Ser

Ala

Leu

Gly

Gin

230

Gln

Gly

Ser

Leu

Gin

310

Thr

Thr

LYyS

val

ASp

Leu

LyS

Leu

135

Lys

Leu

Ala

Arg

phe

215

ser

Lys

val

GIn

Lys

Leu

Trp

Thr

Lys

ASp

Tyr

GIn

Ile

120

Glu

Thr

Pro

sSer

Ala

200

val

Arg

Thr

Gly

Ile

280

Leu

Pro

val

Ser

ser
360

BCS 10-2010_WO_S5T25.txt
Glu Ile ggy val Gly Lys val

Arg

Pro

105

Ile

val

Arg

Gly

Ser

185

Gly

ASp

Lys

Gln

Lys

Lys

Ser

ASp

Glu

345

ser

Leuy

90

rhe

Glu

Cys

Lys

ser

170

Ala

Ala

Gly

Phe

Pro

Gln

Ala

Gin

330

Thr

Pro

ser

Leu

Gin

Thr

Thr

155

val

ser

Thr

ASp

Lys

Arg

Arg

Leu

Lys

315

Ile

val

GIn

Lys

Leu

140

Thr

Gly

Ser

LysS

Gly

His

Trp

Asp

His

Gln

300

Glu

Ala

Arg

Ile

Leu

Pro

125

val

Ser

Gly

ser

Ser

205

ser

Gin

Phe

Arg

AsSn

285

Ala

Ser

Ala

Ala

pPage 13

LysS

Lys

110

Ser

ASp

Glu

Leu

Pro

180

Lys

Ile

Leu

Leu

Gly

Phe

Asn

Pro

Leu

val
350

Pro

95

Gin

Ala

Gln

Thr

Ser

175

Gly

Glu

Ile

Arg

255

ser

Leu

Leu

ASp

AsSn

335

Leu

Arg

80

Leu

Lys

Lys

Ile

val

160

Pro

ser

Phe

Ala

Ley

240

Lys

val

Thr

val

Lys

320

ASp

ASp



