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SEQUENCE LISTING

(1) GENERAL INFORMATION:

(i) APPLICANT: AgGene Australia Pty.Ltd and The Government of Queensland as

represented by Queensland Department of Primary Industries

ii) TITLE OF INVENTION: Synthetic genes and genetic

constructs comprising same I
iii) NUMBER OF SEQUENCES: 16

{iv) CORRESPONDENCE ADDRESS:
{A) ADDRESSEE: DAVIES COLLISON CAVE
{B) STREET: 1 LITTLE COLLINS STREET
(C) CITY: MELBOURNE
{D} STATE: VICTORIA
{E) COUNTRY: AUSTRALIA
(F) ZIP: 3000

{v)} COMPUTER READABLE FORM:
(A) MEDIUM TYPE: Floppy disk
(B) COMPUTER: IBM PC compatible
{C) OPERATING SYSTEM: PC-DOS/MS-DOS

PCT/AU99/00195

(D} SOFTWARE: PatentIn Release #1.0, Version #1.25

{vi) CURRENT APPLICATION DATA:
(A) APPLICATION NUMBER:AU provisional
{(B) FILING DATE:

{viii) ATTORNEY/AGENT INFORMATION
(A) NAME: HUGHES EL, JOMN E L

(ix} TELECOMMUNICATION INFORMATION:
(A) TELEPHONE: +61 3 9254 2777
(B) TELEFAX: +61 3 9254 2770
(C} TELEX: AA 31787

{2) INFORMATION FOR SEQ ID NO:1:
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(i} SEQUENCE CHARACTERISTICS:
(A) LENGTH: 38 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
5 {D) TOPOLOGY: linear

{ii) MOLECULE TYPE: DNA

{xi} SEQUENCE DESCRIPTION: SEQ ID NO:1:
10
CGGCAGATCT AACAATGGCA GGACAAATCG AGTACATC 38

{2) INFORMATION FOR SEQ ID NO:2:

15 (1) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 31 base pairs
(B TYPE: nucleic acid
{C) STRANDEDNESS: single
(D) TOPOLOGY: linear
20
{(ii) MOLECULE TYPE: DNA

{xi) SEQUENCE DESCRIPTION: SEQ ID NO:2:
25 CCCGGGATCC TCGARAGAAT CGTACCACTT C 31
(2) INFORMATION FOR SEQ ID NO:3;
(i) SEQUENCE CHARACTERISTICS:
30 (A) LENGTH: 29 base pairs
(B} TYPE: nucleic acid
(C) STRANDEDNESS: single

(D) TOPOLOGY: linear

35 {ii) MOLECULE TYPE: DNA

{xi) SEQUENCE DESCRIPTION: SEQ ID NO:3:
40
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GGGCGGATCC TTAGAAAGAA TCGTACCAC
{2) INFORMATION FCR SEQ ID NO:4:
{i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 2B base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
{ii) MOLECULE TYPE: DNA
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:4:
CGGCAGATCT GGACAAATCG AGTACATC
{2) INFORMATION FOR SEQ ID NO:5:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 26 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:5:
AGATCTGTAA ACGGCCACAA GTTCAG
(2) INFORMATION FOR SEQ ID NO:6:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 26 base pairs
(B} TYPE: nucleic acid
(C) STRANDEDNESS: single

(D) TOPOLOGY: linear

{ii) MOLECULE TYPE: DNA
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO:6:
GGATCCTTGT ACAGCTCGTC CATGCC 26
5 {2) INFORMATION FOR SEQ ID NO:7:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 74 base pairs
(B) TYPE: nucleic acid
10 {C) STRANDEDNESS: single

(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: DNA

15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO:7:
GTCGACAATA AAATATCTTT ATTTTCATTA CATCTGTGTG TTGGTTTTTT GTGTGATTTT 60
TGCAAAAGCC TAGS 74
20

{(2) INFORMATION FOR SEQ ID NO:8:

{i) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 31 base pairs
25 (B) TYPE: nucleic acid
{C) STRANWDEDNESS: single
{D) TOPOLOGY: linear

(ii) MOLECULE TYPE: DNA
30

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:8:

GTCGACGTTT AGAGCAGAAG TAACACTTCC G 31

35
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(2) INFORMATION FOR SEQ ID NO:9:

(i) SEQUENCE CHARACTERISTICS:

{A)
(B)
{c)
(D)

LENGTH: 30 base pairs
TYPE: nucleic acid
STRANDEDNESS: single
TOPOLOGY: linear

(ii) MOLECULE TYPE: DNA

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:9:

CCCGGGGCTT AGTGTAAAAC AGGCTGAGAG

{2) INFORMATION FOR SEQ ID NO:10:

(i) SEQUENCE CHARACTERISTICS:

{(a)
{B)
()
(D)

LENGTH: 31 base pairs
TYPE: nucleic acid
STRANDEDNESS: single
TOPOLOGY: linear

(ii) MOLECULE TYPE: DNA

{xi) SEQUENCE DESCRIPTION: SEQ ID NO:10:

CCCGGECAAA TCCCAGTCAT TTCTTAGAAA C

{2) INFORMATION FOR SEQ ID NO:11:

(i) SEQUENCE CHARACTERISTICS:

(a)
(B}
{8))
(D}

LENGTH: 38 base pairs
TYPE: nucleic acid
STRANDEDNESS: single
TOPOLOGY: linear

{ii) MOLECULE TYPE: DNA

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:11:
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CCGGCAGATCT AACAATGGCA GGACAAATCG AGTACATC
{2) INFORMATION FOR SEQ ID NO:12:
{1) SEQUENCE CHARACTERISTICS:
() LENGTH: 31 base pairs
(B) TYPE: nucleic acid
{C) STRANDEDNESS: single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA
{xi) SEQUENCE DESCRIPTION: SEQ ID NO:12:
CCCGGGATCC TCGAARGAAT CGTACCACTT C
(2) INFORMATION FOR SEQ ID NO:13:
{i) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 29 base pairs
(B) TYPE: nucleic acid
{C) STRANDEDNESS: single

(D} TOPOLOGY: linear

(ii) MOLECULE TYPE: DNA

{xi) SEQUENCE DESCRIPTION: SEQ ID NO:13:

GGGCGGATCC TTAGAAAGAA TCGTACCAC

{2) INFORMATION FOR SEQ ID NO:14:

(i) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 28 base pairs
(B} TYPE: nucleic acid
(C) STRANDEDNESS: single
(D} TOPOLOGY: linear
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{ii) MOLECULE TYPE: DNA
{(xi) SEQUENCE DESCRIPTION: SEQ ID NO:14:
5 CGGCAGATCT GGACAAATCG AGTACATC 28
(2) INFORMATION FOR SEQ ID NO:15:
{i) SEQUENCE CHARACTERISTICS:
10 (A) LENGTH: 30 base pairs
{B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D} TOPOLOGY: linear
15 (ii) MOLECULE TYPE: DNA

{xi) SEQUENCE DESCRIPTION: SEQ ID NO:1S:

CCCGGGGCTT AGTGTAAAAC AGGCTGAGAG 30
20

{(2) INFORMATION FOR SEQ ID NO:16:
(i) SEQUENCE CHARACTERISTICS:
25 {A) LENGTH: 31 base pairs
(B) TYPE: nucleic acid
{C) STRANDEDNESS: single
(D) TOPOLOGY: linear
30 (ii) MOLECULE TYPE: DNA

{xi) SEQUENCE DESCRIPTION: SEQ ID NO:16:

CCCGGGCAAA TCCCAGTCAT TTCTTAGRAR C 31



