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Fig.10

Sequences list

SEQ ID NO.: 1

Symbol: Ppr Nuclease
Lenth: 846 bp
Topology: linear dsDNA

CAGGCGCTCTTCTATGAAATATCTGCTGCCGACCGCAGCAGCGGGTCTGCTGCTGCTGG
CAGCACAGCCTGCAATGGCAGCATCCATGGAGCATCACCATCATCATCATGGTAGCGAA
AATCTGTATTTTCAGTCCGCACCGCCTAGCAGCTTTAGCAAAGCAAAACGTCTGGCAGT
TGAAATCTATCAGGATCATCCGACCAGCTTTTATTGTGGTTGTGCAATTACCTGGCAGG
GTAAAARAAGGTCTGCCGGATCTGGCAAGCTGTGGTTATGAAGTTCGTAAACAAGAAARR
CGTGCCAACCGTATTGAATGGGAACATGTTGTTCCGGCAGAARAATTTTGGTCGTGCATT
TGTTGAATGGCGTGAAGGTCATCCGCAGTGTGTTAATAGCAAAGGTAAAGCATATAAAG
GTCGTAGCTGTGCCACCAAAATGAATCCGACCTATCGTAGCATGCAGGCCGATCTGCAT
AATCTGACACCGGCAGTTGGTGAAGTTAATGGTGATCGTAGCAATTATGCATTTCTGCC
GTGGAATGGTAATAACGGTGCATTTTATGGTCAGTGCGATATGAAAATCGACTTCAAAA
ATCGTCGTGCAGATCCTCCGGAACAGAGCCGTGGTGCAATTGCCCGTACCTATCTGTAT
ATGAATCAAGAGTATAAAATGGCCCTGAGCAGCCAGCAGCGTCAGCTGATGGAAGCATG
GAATCGTCAGTATCCGATTAGCACCTGGGAATGTGAACGTGATCGTCGTATTGCAAATA
TCCAGGATAACCATAACAGCTTTGTTCTGCAGGCATGTAAAAAAGCCGGTTATTGAGTC
GACTGGTAGAAGAGCGCTGC

SEQ ID NO.: 2

Symbol: Ppr Nuclease amino acid sequence
Lenth: 269 AA

Topology: amino acid sedquence

MKYLLPTAAAGLLLLAAQPAMAASMEHHHHHHGSENLYFQSAPPSSEFSKAKRLAVEIYQ
DHPTSEFYCGCAITWQGKKGLPDLASCGYEVRKOQEKRANRIEWEHVVPAENFGRAFVEWR
EGHPQCVNSKGKAYKGRSCATKMNPTYRSMOADLHNLTPAVGEVNGDRSNYAFLPWNGN
NGAFYGOCDMKIDEFKNRRADPPEQSRGATIARTYLYMNQEYKMALS SQOQROLMEAWNRQY
PISTWECERDRRIANIQDNHNSEFVLOACKKAGY
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SEQ ID NO.: 3A

Symbol: PelB leader amino acid sequence
Lenth: 22 AA

Topology: amino acid sedquence

MKYLLPTAAAGLLLLAAQPAMA

SEQ ID NO.: 3B

Symbol: His-Tag with TEV Protease cleavage site
Lenth: 19 AA

Topology: amino acid sequence

ASMEHHHHHHGSENLYFQS

SEQ ID NO.: 4

Symbol: pD454-Ppr - AmpR

Lenth: 4824 bp

Topology: circular plasmid dsDNA

TCTAGAAATAATTTTGTTTAACTTTTTGAGACCTTAAGGAGGTAAAAAATGAAATATCT
GCTGCCGACCGCAGCAGCGGGTCTGCTGCTGCTGGCAGCACAGCCTGCAATGGCAGCAT
CCATGGAGCATCACCATCATCATCATGGTAGCGAARAATCTGTATTTTCAGTCCGCACCG
CCTAGCAGCTTTAGCAAAGCAAAACGTCTGGCAGTTGAAATCTATCAGGATCATCCGAC
CAGCTTTTATTGTGGTTGTGCAATTACCTGGCAGGGTAAAAAAGGTCTGCCGGATCTGG
CAAGCTGTGGTTATGAAGTTCGTAAACAAGAAAANCGTGCCAACCGTATTGAATGGGAA
CATGTTGTTCCGGCAGAAAATTTTGGTCGTGCATTTGTTGAATGGCGTGAAGGTCATCC
GCAGTGTGTTAATAGCAAAGGTAAAGCATATAAAGGTCGTAGCTGTGCCACCAAAATGA
ATCCGACCTATCGTAGCATGCAGGCCGATCTGCATAATCTGACACCGGCAGTTGGTGAA
GTTAATGGTGATCGTAGCAATTATGCATTTCTGCCGTGGAATGGTAATAACGGTGCATT
TTATGGTCAGTGCGATATGAAAATCGACTTCAAAAATCGTCGTGCAGATCCTCCGGAAC
AGAGCCGTGGTGCAATTGCCCGTACCTATCTGTATATGAATCAAGAGTATAAAATGGCC
CTGAGCAGCCAGCAGCGTCAGCTGATGGAAGCATGGAATCGTCAGTATCCGATTAGCAC
CTGGGAATGTGAACGTGATCGTCGTATTGCAAATATCCAGGATAACCATAACAGCTTTG
TTCTGCAGGCATGTAAAAAAGCCGGTTATTGAGTCGACTGGTTGAGGTCTCACCCCCTA
GCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCCCCTGAGACGCGT
CAATCGAGTTCGTACCTAAGGGCGACACCCCCTAATTAGCCCGGGCGAAAGGCCCAGTC
TTTCGACTGAGCCTTTCGTTTTATTTGATGCCTGGCAGTTCCCTACTCTCGCATGGGGA
GTCCCCACACTACCATCGGCGCTACGGCGTTTCACTTCTGAGTTCGGCATGGGGTCAGG
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TGGGACCACCGCGCTACTGCCGCCAGGCAAACAAGGGGTGTTATGAGCCATATTCAGGT
ATAAATGGGCTCGCGATAATGTTCAGAATTGGTTAATTGGTTGTAACACTGACCCCTAT
TTGTTTATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGAT
AAATGCTTCAATAATATTGAAAAAGGAAGAATATGAGTATTCAACATTTCCGTGTCGCC
CTTATTCCCTTTTTTGCGGCATTTTGCCTTCCTGTTTTTGCTCACCCAGARACGCTGGT
GAAAGTAAAAGATGCTGAAGATCAGTTGGGTGCACGAGTGGGTTACATCGAACTGGATC
TCAACAGCGGTAAGATCCTTGAGAGTTTTCGCCCCGAAGAACGTTTTCCAATGATGAGC
ACTTTTAAAGTTCTGCTATGTGGCGCGGTATTATCCCGTATTGACGCCGGGCAAGAGCA
ACTCGGTCGCCGCATACACTATTCTCAGAATGACTTGGTTGAGTACTCACCAGTCACAG
AARAAGCATCTTACGGATGGCATGACAGTAAGAGAATTATGCAGTGCTGCCATAACCATG
AGTGATAACACTGCGGCCAACTTACTTCTGACAACGATCGGAGGACCGAAGGAGCTAAC
CGCTTTTTTGCACAACATGGGGGATCATGTAACTCGCCTTGATCGTTGGGAACCGGAGC
TGAATGAAGCCATACCAAACGACGAGCGTGACACCACGATGCCTGTAGCGATGGCAACA
ACGTTGCGCAAACTATTAACTGGCGAACTACTTACTCTAGCTTCCCGGCAACAATTAAT
AGACTGGATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTCGGCCCTTCCGGLTG
GCTGGTTTATTGCTGATAAATCCGGAGCCGGTGAGCGTGGTTCTCGCGGTATCATCGCA
GCGCTGGGGCCAGATGGTAAGCCCTCCCGTATCGTAGTTATCTACACGACGGGGAGTCA
GGCAACTATGGATGAACGAAATAGACAGATCGCTGAGATAGGTGCCTCACTGATTAAGC
ATTGGTAAGCGGCGCGCCATCGAATGGCGCAAAACCTTTCGCGGTATGGCATGATAGCG
CCCGGAAGAGAGTCAATTCAGGGTGGTGAATATGAAACCAGTAACGTTATACGATGTCG
CAGAGTATGCCGGTGTCTCTTATCAGACCGTTTCCCGCGTGGTGAACCAGGCCAGCCAC
GTTTCTGCGAAAACGCGGGAAAAAGTGGAAGCGGCGATGGCGGAGCTGAATTACATTCC
CAACCGCGTGGCACAACAACTGGCGGGCAAACAGTCGTTGCTGATTGGCGTTGCCACCT
CCAGTCTGGCCCTGCACGCGCCGTCGCAAATTGTCGCGGCGATTARAATCTCGCGCCGAT
CAACTGGGTGCCAGCGTGGTGGTGTCGATGGTAGAACGAAGCGGCGTCGAAGCCTGTAA
AGCGGCGGTGCACAATCTTCTCGCGCAACGCGTCAGTGGGCTGATCATTAACTATCCGC
TGGATGACCAGGATGCCATTGCTGTGGAAGCTGCCTGCACTAATGTTCCGGCGTTATTT
CTTGATGTCTCTGACCAGACACCCATCAACAGTATTATTTTCTCCCATGAGGACGGTAC
GCGACTGGGCGTGGAGCATCTGGTCGCATTGGGTCACCAGCAAATCGCGCTGTTAGCGG
GCCCATTAAGTTCTGTCTCGGCGCGTCTGCGTCTGGCTGGCTGGCATAAATATCTCACT
CGCAATCAAATTCAGCCGATAGCGGAACGGGAAGGCGACTGGAGTGCCATGTCCGGTTT
TCAACAAACCATGCAAATGCTGAATGAGGGCATCGTTCCCACTGCGATGCTGGTTGCCA
ACGATCAGATGGCGCTGGGCGCAATGCGCGCCATTACCGAGTCCGGGCTGCGCGTTGGT
GCGGATATCTCGGTAGTGGGATACGACGATACCGAAGATAGCTCATGTTATATCCCGCC
GTTAACCACCATCAAACAGGATTTTCGCCTGCTGGGGCAAACCAGCGTGGACCGCTTGC
TGCAACTCTCTCAGGGCCAGGCGGTGAAGGGCAATCAGCTGTTGCCAGTCTCACTGGTG
AAAAGAAAAACCACCCTGGCGCCCAATACGCARAACCGCCTCTCCCCGCGCGTTGGCCGA
TTCATTAATGCAGCTGGCACGACAGGTTTCCCGACTGGAAAGCGGGCAGTGACTCATGA
CCAAAATCCCTTAACGTGAGTTACGCGCGCGTCGTTCCACTGAGCGTCAGACCCCGTAG
AAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAA
ACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCT
TTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGT
AGCCGTAGTTAGCCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTG
CTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGA
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CTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCA
CACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTA
TGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAG
GGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATA
GTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGG
GGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTG
CTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTA
TTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAG
TCAGTGAGCGAGGAAGCGGAAGGCGAGAGTAGGGAACTGCCAGGCATCAAACTAAGCAG
AAGGCCCCTGACGGATGGCCTTTTTGCGTTTCTACARACTCTTTCTGTGTTGTAAAACG
ACGGCCAGTCTTAAGCTCGGGCCCCCTGGGCGGTTCTGATAACGAGTAATCGTTAATCC
GCAAATAACGTAAAAACCCGCTTCGGCGGGTTTTTTTATGGGGGGAGTTTAGGGAAAGA
GCATTTGTCAGAATATTTAAGGGCGCCTGTCACTTTGCTTGATATATGAGAATTATTTA
ACCTTATAAATGAGAAAAAAGCAACGCACTTTAAATAAGATACGTTGCTTTTTCGATTG
ATGAACACCTATAATTAAACTATTCATCTATTATTTATGATTTTTTGTATATACAATAT
TTCTAGTTTGTTAAAGAGAATTAAGAAAATARAATCTCGAAAATAATAAAGGGAAAATCA
GTTTTTGATATCAAAATTATACATGTCAACGATAATACAAAATATAATACAAACTATAA
GATGTTATCAGTATTTATTATCATTTAGAATAAATTTTGTGTCGCCCTTCCGCGAAATT
AATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCC
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