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AA  Polypeptide (-NH2 representing
N terminus)
BB Hydrolysis stopping point (R, K, P}
CC Hydrolysable amino acid
DD Carboxypeptidase A1
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(57) Abstract: Provided is a polypeptide composition analysis method based on M2MspA-N91H nanopores, comprising the following
steps: S1: uniformly mixing and reacting exopeptidase with a polypeptide to be tested, and obtaining a hydrolysate; S2: adding the
hydrolysate into a nanopore system, where the nanopore system comprises; M2MspA-N91H nanopores, an insulating film, a first
medium, and a second medium, wherein the M2MspA-N91H nanopores are embedded in the insulating film, the M2MspA-N91H
nanopores provide a channel communicating the first medium and the second medium, and the hydrolysate is added into the first
medium; S3: applying a driving force between the first medium and the second medium, free amino acids in the hydrolysate passing
through the M2MspA-N9 1H nanopores and generating electrical signals; S4: performing data analysis on the electrical signals to obtain
amino acid type information for the free amino acids.
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