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<130> 	109-002P 
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15 	<151> 	2005-09-20 

<160> 	5 

<170> 	Patentln version 3.1 

20 

<210> 	1 

<211> 	582 

<212> 	DNA 

25 	,213s r  Artificial Sequence 

<220> 

<223> 	Truncated human TEMP-1 fused to GPI sequence 

<400> 	1 

gaattcatgg ccccctttga gcccctggct tctggcatcc tgttgttgct gtggctgata 	60 

30 	gcccccagca gggcctgcac ctgtgtacca ccccacccac agacggcctt ctgcaattcc 	120 

gacctcgtca tcagggccaa gttcgtgggg acaccagaag tcaaccagac caccttatac 	180 

cagcgttatg agatcaagat gaccaagatg tataaagggt tccaagcctt aggggatgcc 	240 

gctgacatcc ggttcgtcta cacccccgcc atggagagtg tctgcggata cttccacagg 	300 

tcccacaacc gcagcgagga gtttctcatt gctggaaaac tgcaggatgg actottgcac 	360 

35' 	atcattacct aacagcctga gottagctCa gcgccggggc 	420 gcagttttgt ggctccctgg 

ttcaccaaga cctacattgt tggctgtgag gaatgcacag tgtctagaac aacctgtatc 	480 

ccaagcagcg gtcattcaaa acacagatat gcacttatac ccataccatt agcagtaatt 	540 

acaacatgta ttgtgctgta tatgaatgta ttatgagtcg ac 	 582 

40 
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<210> 	2 

<211> 	900 

<212> 	DNA 

<213> 	Artificlal Sequence 

<220> 

<223> 	Truncated human TIMP-1 fused to mucin domain and GPI sequence 

<400> 	2 

gccoctggct tctggcatcc tgttgttgct gtggctgata 60 gaattcatgg ccccctttga 

gcccccagca gggcctgcac ctgtgtccca ccccacccac agacggcctt ctgcaattcc 120 

gacctcgtca tcagggccaa gttcgtgggg acaccagaag tcaaccagac cacottatac 180 

cagcgttatg agatcaagat gaccaagatg tataaagggt tccaagcctt aggggatgcc 240 

gctgacatcc ggttcgtcta cacccccgcc atggagagtg tctgoggata cttccacagg 300 

tcccacaacc gcagcgagga gtttctcatt gctggaaaac tgcaggatgg actcttgcac 360 

atcactacct gcagttttgt ggctccctgg aacagcctga gcttagctca gcgccggggc 420 

ttcaccaaga cctaeactgt tggctgtgag gaatgcacag tgtctagact tgatctcaaa 480 

gaatgtggac atgcttactc ggggattgtg gcccaccaga agcatttact tcctaccagc 540 

cccccaactt ctcaggcctc agagggggca tcttcagata tccacacccc tgcccagatg 600 

ctcctgtcca ccttgcagtc cactcagcgc.cccaccctcc cagtaggatc actgtcctcg 660 

gacaaagagc tcactcgtcc caatgaaacc accattcaca ctgcgggcca cagtctggca 720 

gttgggcctg aggctgggga gaaccagaag cagcdggaaa aaaatgctgg tcccacagcc 780 

tctagcacaa cctgtatccc aagcagcggt cattcaagac acagatatgc acttataccc 840 

ataccattag cagtaattac aacatgtatt gtgctgtata tgaatgtatt atgagtcgac 900 

<210> 	3 

<211> 	599 

<212> 	DNA 

<213> 	Artificial Sequence 

<220> 

<223> 	Human TIMP-2 fused to GPI sequence 

<400> 	3 

gaattcatgg caaccctaga gaggatccag tatgagatca agcagataaa gatgttcaaa 60 

gggcctgaga aggatataga gtttatctac acggccccct cctcggcagt gtgtggggtc 120 

tcgctggacg ttggaggaaa ctcattgcag gaaaggccga gggggacggc 180 gaaggaatat 

aagatgcaca tcaccctctg tgacttcatc gtgccctggg acaccctgag caccacccag 240 

aagaagagcc tgaaccacag gtaccagatg ggctgcgagt gcaagatcac gcgctgcccc 300 

atgatcccgt gctacatctc ctccccggac gagtgcctct ggatggactg ggtcacagag 360 

aagaacatca acgggcacca ttcgcctgca tcaagagaag tgacggctcc 420 ggccaagttc 

tgtgcgtggt accgcggcgc ggcgcccccc aagcaggagt ttctcgacat cgaggaccca 480 

tctagaacaa cctgtatccc aagcagcggt cattcaagac acagatatgc acttataccc 540 



ataccattag cagtaattac aacatgtatt gtgctgtata tgaatgtatt atagtcgao 599 

<21D› 	4 

5 	<211> 	758 

<212› 	DNA 

<213> 	Artificial Sequence 

<220> 

<223> 	Mutated human TIMP-3 fused to GPI sequence 

10 	<400> 	4 

gaattcatga ccccttggct cgggctcatc gtgctcctgg gcagctggag cctgggggac 60 

tggggcgccg aggcgtgcac atgctcgccc agccaccccc aggacgcctt ctgcaactcc 120 

gacatcgtga tcgcggccgc ggtggtgggg gcgaagctgg tagcggaggg gcccttcggc 160 

acgctggtct acaccatcgc gcagatggcg atgtaccgag gcttcaccaa gatgccccat 240 

15 	gtgcagtaca tccatacgga agcttccgag agtctctgtg ggaggtcaac 300 gccttaagct 

aagtaccagt acctgctgac aggtcgcgtc tatgatggca agatgtacac ggggctgtgc 360 

aacttcgtgg agaggtggga ccagctcacc ctctcccagc gcaaggggct gaactatcgg 420 

tatcacctgg gttgtaactg caagatcaag tcctgctact acctgccttg ctttgtgact 480 

tccaagaacg agtgtctctg gaccgacatg ctctccaatt tcggttaccc tggctaccag 540 

20 	tccaaacact acgcctgcat ccggcagaag ggcggctact gcagctggta ccgaggatgg 600 

gcccccccgg ataaaagcat catcaatgcc acagacccct ctagaacaac ctgtatccca 660 

agcagcggtc attcaagaca cagatatgca cttataccca taccattagc agtaattaca 720 

acatgtattg tgctgtatat gaatgtatta tagtcgac 758 

25 

<210> 	5 

<211> 	1314 

<212> 	DNA 

<213> 	Artificial Sequence 

30 	<220> 

<223> 	Truncated human 

ce 

TIMP-1 fused to fractalkine domain and GPI sequen 

<400> 	5 

gaattcatgg ccccctttga gcccctggct tctggcatcc tgttgttgct gtggctgata 60 

35 	gcccccagca gggcctgcac ctgtgtccca ccccacccac agacggcctt ctgcaattcc 120 

gacctcgtca tcagggccaa gttcgtgggg acaccagaag tcaaccagac caccttatac 180 

cagcgttatg agatcaagat gaccaagatg tataaagggt tccaagcctt aggggatgcc 240 

gctgacatcc ggttcgtcta cacccccgcc atggagagtg tctgcggata cttccacagg 300 

tcccacaacc gcagcgagga gtttctcatt gctggaaaac tgcaggatgg actcttgcac 360 

40 	atcactacct gcagttttgt ggctccctgg aacagcctga gcttagctca gcgccggggc 420 

ttcaccaaga cctacactgt tggctgtgag gaatccacag tgtctagagg cggcaccttc 480 
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