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SEQUENCE LISTIRNG

<1El» 2005-09-20
<l60> &
«178s Patenrin version 3.1

<2310> 1
<21l BBZ
212> DA
< 2 E
220>

223>

<40Us X

gaatteatey
geoeocagoa
gacctogtea
cagcgtbaty
getgacatoo
tccéacaacc
dtcastacet
ttoaccaaga
ccaageageg

acaacatgta

ccecectibga
gagoctgoae
ccagggeoas
agatcasyat
ggtteogteta
gcagegagga
geagttttgt
cctacidtgt
gtcattcaag

tegtgetgta

B¥eificial Sequence

gooooctgget
ctgtgtecca
gttcgtyggy
gaccaagaty
CRODECCGOT
ghttcteatt
ggcteectgg
tggetghgay
acacagatat

tatgaatgta

of

Metalloproteinasas

totggeatcoo
coocacecad
acaccagaag
tatasagggt
atggagaglty
gotogaaaac -
gacageotgy
gaatgcoacay
goacttatac

ttatgagteg

Truncated buman TIME-1 fused to GPT seguence

tgttgttget
agacaggectt
tcaaccagac
tecaagoott
tetgoggata
tgcaggatbgg
gettagoetea
tgtotagaac
cecataccatt

ac

{TIMP}

gtggcegata
¢Lgcaattoo
cacchbtatac
aggggatgee
cttcocacagyg
actotigeac
gogoeedgqge
aaccitgtate

ageagtaatt

Linked
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<210> 2
“211s 800
<2125
«Z13s
2220
<223
<400> 2

gaattcatgyg
goooceagea
gacctegtea
cagegtiaty
gergacatoo
toocacdacs
atcactacot
ttcaccaaga
gaatygtogac
ccccecaactt
cteetgtéeca
gacaaagago
gtrgggcctyg
tcotageacas

ataccatiag

<21l0> 3

<211l> 599
<212> DNA
<213>
<220
<223>
<400> 3

gaattcaigy
gggectygays
togetggacg
zagatgoaca
adgaagagoe
atgateoeegt
aagaacatca
tgtgogtggt

tctagaacaa

DHEA

coceecttiga
ggacctgoac
coagggocas
agatcaagat
ggttegteta
gcagegegga
goagttttgt
cotacactgt
atgecttacte
cLeaggoete
cettdgoagte
tcactegtec
aggctgggga
cotgtatoce

cagtaattac

caaccctaga
agygatataga
tiggaggaaa
teacecotetyg
tgaadcacay
gotacatete
acgggcacca
accgoggege

cetogtatece

rodficinl Seguence

gecoctoagot
ctgtgiceca

gttegtgggg
gaccaagatyg

cacoerogoo

gtitteteatt
ggcteesebgy
tggotgtgag
ggggatigty
agagygggca

cactecagoge.

caargaancc
gaaccagaay
aagoagogyt
aacatgtary

Artificial Seguence

Buman TIMP-2 fused to GPI

gaggatocag
gtttatotac
gaaggaalbat
tgacticate
gtaccagatg
cteoooeggad
gqoocaagtie
ggogeaoees

aagcagcggt

totggeatee
coocaceoad

acaccagaay

tataaagyggt

atggagagty
gotggaaaac
aacageotga
gaatgcacay
goecaccaga
tottoagata
cocaceetee
accattcaca
cagocggaaa
cathoaagac

gtgetgtata

gegquence

tatgagatca
acggeooeet
cteattgoay
gtgeootggy
ggctgegagt
gagtgetbet
ttegectgea
aagcaggagt

cattcaagac

tobtgttogot
agacggoott
toascoagac
tocaagoctt
tctgeggata
tgcaggatag
gottagetca
tgtctagact
agcattibact
Locacaccce
cagtaggate
ctgcgggoca
aaaatgctgg
acagaratge

tgaatgtatt

agcagataaa
coteggoagh
gasaggecga
acacoctyay
geaagabcac
goatogacty
toaagagaay
crtotegacat

acagatatge

Truncated humanm TIMP-1 fused te mucin domain and GPI sequence

gtggctgata
ctgraztier
caccttatac
aggggatgec
cttocacagg
actottgeac
gegecgggge
tgatctcara
tectaccaye
tgcocagaty
actgtoctoyg
cagtergeca
ftoccacagee
acttataccc

atgagtogac

gatgttcaaa
gtgtggggtc
gggggacggc
cacoacceay
gegetgoood
aggtcacagag
tgacggetos
cgaggaceca

acttataccn
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ataccattag cagtaattac aascatgtabt gtgctgtats tgaatgtatt atagtcgac

_ «210> 4

<«21is> 758
<23i2> DRA
<213
<220
223>
400> 4

gaattcatga
tggggegeoy
gazatogbtga
acgctgygtet
gtgcagtacd
aagtéccagt
sacttegtag
tatcacctag
tegaagaacy

tocasacact

gococceceogy ataaaageat

agcageggte
acatgtatty

<210 5
<21l
<212>
<213
«220>

DHA

<223>
ce
«400> B
gaattcatgg
gocceoagea
gacctogtoa
cagegttatg
getgacatee
teccacaace
atcactacct

tteaccaaga

ceectigget
aggoghgeac
togoggooge
acaccatege
tocatacgga
acctgetgac
agaggrygggs
gttgtasctyg
agtgrotety
acgootgeak

attcaagaca

tgetgtatat

1314

cococttbga
gggeetgeac
tcagggccaa
agatcaagst
aggttogteta
goagegagga
geagttttat
cetacactgt

Artificial Sequence

cgggotcate
atgotogoos
gotgytgggy
gcagetggcy
agotteegay
aggtcgegto
ccagetcacs
caagatcaayg
gacegacaty
CCograga’y

catcaatgeg:

cagatatgoesa

gaatgtatta

Artificial Seguence

geceotgget
ctgtgteoea
grtogtyggy
gaccaagatg
cacceorgoc
gtttcteatt
ggchocetgg

tggctgtgag

gtgctootgy
agoeacssece
gcgaagotyy
atgtaceyag
agtctetgty
tatgatggca
ctctecocage
tecctagctact
ctctceaatt
gacggetacth
acagacocoot
ottataccea

tagtegac

tetggeatec
Coosacecac
acaccagaag
tataaagggt
atggagagty
goetggaaaac
aacagectgs

gaatocacay

Mutated human TIMP-3 fused to GPI seguencs

gragatggag
aggacgecet.
tageggaygy
gcttcaccas
gocttaagot
agatgtacac
geaagyggget
acctgeottg
reggttacea
geagetggtha
ctagaacaac

taceattage

tgttogttget
agacggeekt
tcaaccagac
teeaagoott
cotgeggata
tgcaggatygg
gotiagetea
tgtetagagg

cctgggggas
ctygcaactoo

goocttogge

gatgecocatb

ggaggtcaac

ggggctgtge

gaactateygy
sLtogtgact
tggctaccag
cogaggatgg
atgtateoca

agtaattaca

Truncated human TIMP-1 fused to fractalkine domain and GPI

gtagctgata
ctgoaatice
caccttatac
aggagatgec
cttecacagyg
agtettgeac
gegeegggge
cggeacctto

35

&0
120
180
240
3go
369
420
480
540
a0l
660
#20
758

sequern

60
120
180
240
00
360
4290
£80



BTET
0921
GOTT
0F1T
0801
LA
098
008
9%8
084
0Z4
099
009
0vs

oebs
BODRIEDIDE
efeanbienb
Bfebesosan
qobbnbesok
BaenBenBEy
bebhbBabeSE
eebioaboon
oefbeoooes
ol Telolutosatedole]
BowobESaba
aB6Barebsbo
1233003 eb

heboehbiee

abebiesges
Jeasoesbae
bebboooean
55Ty crutelcubol
ebbfeobens
sobbHBBoe
aoasaoeebe
nbayeeSebhe
:nﬁaoanéﬁe
an3befenbh
anbbBeBbar
EbByebooby
aobebBinob
BBEEBDoBLD

pyeebaeae]
sebecesebe
baobbeoonb
Sa3esoqeoan
oooebbBBeel
BBeonqynoonb
Feonbbennn
Beoovotena
fanaoonebee
abaeasnboob
Bfeoynbbee
sbebessooy
eabenfeeeh

Baooooeoos

<

BaoBaBaysen
eoqyesnihbo
aebionolhy
veBbebanhbh
203502323563
aebboroeDh
obebeowtBE
aoao0buBl
enbbebinks
aoensyaBbn
eooboebBoos
soebBEBy oD

sESeswnnbe

‘BAeoonbees

Saeoweowny
Benbeesoony
fotaloted-tolel pmiat
eEa20c0e8h
oooabBaban
abepohabos
vonbbbbaba
meaniaabbe
Eaoaonbeso
aonoobibed
sooanabBbens
ahbbbebenes
e2hoonbabsby
368ebobbon

eeabenbean
wabjoneRTe
so3bobbban
zaﬁeoﬁﬁﬁni
1o48oesooib
03668 ebel
BaboBenabb
[slore)-toTeletatole]
aBBbanoweD
Soggydnbel
efhbSenao0)
Feebbeonny
ooabbabaoy

ehbeobgebeb

01



