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SEQUENCE LISTING

<110> SANOFI-AVENTIS

<120> NOVEL ANTI-CD38 ANTIBODIES FOR THE TREATMENT OF CANCER
<130> FR2006-043

<160> 80

<170> PatentIn version 3.3

<210> 1

<211> 5

<212> PRT

<213> Mus sp.

<400> 1

ier Tyr Gly Met ?Sﬂ

<210> 2
<211> 17
<212> PRT
<213> Mus sp,

<400> 2 .
Erp Ile Asn Thr Eyr Thr Gly Glu Pro {gr Tyr Ala Asp Asp E?e Lys

Gly

<210> 3
<211> 5
<212> PRT
<213> Mus sp.

<400> 3
érg Gly Phe Ala ;yr

<210> 4
<211> 15
<212> PRT
<213> Mus sp.

<400> 4
Arg Ala ser Glu Ser val Glu ITe Tyr Gly Asn Gly Phe Met Asn
1 5 10 15

<210> 5

<211> 7
<212> PRT
<213> Mus sp,

<400> 5

Qrg Ala Ser Asn Leu Glu Ser
5

<210> 6
<211> 9
<212> PRT
<213> Mus sp.
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<400> 6

gm GIn Ile Asn g'lu Asp Pro Phe Thr

<210> 7
<21l> §
<212> PRT
<213> Mus sp.

<400> 7
Asn Ser Gly Met Asn
1 5

<210> 8
<211> 17
<212> PRT
<213> Mus sp.
<400> 8

Trp Ile Asn Thr Tyr Thr Gly Glu Pro Thr Tyr Ala Asp Asp Phe Lys
1 5 10 15
Gly

<210> 9
<211> 5
<212> PRT
<213> Mus sp.

<400> 9
Arg Gly Phe val Tyr
1 5

<210> 10
<211> 15
<212> PRT
<213> Mus sp.

<400> 10
Arg Ala ser Glu Ser val Ala Ile Tyr Gly Asn Ser Phe Leu Lys
1 5 10 15

<210> 11
<211> 7
<212> PRT
<213> Mus sp.
<400> 11

irg Ala Ser Asn %eu Glu Ser

<210> 12
<211> 9
<212> PRT
<213> Mus sp.
<400> 12

ng GIn Ile Asn §1u Asp Pro Tyr Thr
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<210> 13
<211> 5
<212> PRT
<213> Mus sp.

<400> 13
ésp Tyr Trp Met §1n

<210> 14
<211> 17
<212> PRT
<213> Mus sp.

<400> 14
Ihr Ite Tyr Pro g]y Asp Gly Asp Thr ggy Tyr Ala GIn Lys Ege Lys

Gly

<210> 15
<211> 11
<212> PRT
<213> Mus sp.

<400> 15
gTy Asp Tyr Tyr gTy Ser Asn Ser Leu Qgp Tyr

<210> 16
<211> 11
<212> PRT
<213> Mus sp.

<400> 16
Lys Ala Ser GIn Asp val ser Thr val val Ala
1 5 10

<210> 17
<2ll> 7
<212> PRT
<213> Mus sp.

<400> 17
ier Ala Ser Tyr ?rg Tyr Ile

<210> 18
<211> @
<212> PRT
<213> Mus sp.

<400> 18
g1n GIn His Tyr ger Pro Pro Tyr Thr

<210> 19
<211> 5§
<212> PRT
<213> Mus sp.

<400> 19
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Giy Ser Trp Met Asn
1 5

<210> 20
<211> 17
<212> PRT
<213> Mus sp.

<400> 20
Arg Ile Tyr Pro Gly Asp Gly Asp Tle TIle Tyr Asn Gly Asn Phe Arg
3 g TY g ¥y Asp Gly Asp 1) Ty g

Asp

<210> 21
<211> 10
<212> PRT
<213> Mus sp.

<400> 21
Trp Gly Thr pPhe Thr Pro ser phe Asp Tyr
1 : i

<210> 22
<211> 11
<212> PRT
<213> Mus sp.

<400> 22
kys Ala Ser Gln gsp val val Thr Ala Xg1 Ala

<210> 23
<21ll> 7
<212> PRT
<213> Mus sp.
<400> 23

ger Ala ser His érg Tyr Thr

<210> 24
<211l>- 9
<212> PRT
<213> Mus sp.
<400> 24

Gin GIn His Tyr ;hr Thr Pro Thr Thr
1

<210> 25
<211> 5
<212> PRT
<213> Mus sp,
<400> 25

Ser Tyr Thr Leu Ser
1 5

<210> 26
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<211= 17
<212> PRT
<213> Mus sp.

<400> 26
{hr' Ile Ser Ile (551y Gly Arg Tyr Thr "{361* Tyr Pro Asp Ser \{gj Glu

Gly

<210= 27
<211> 8
<212> PRT
<213> Mus sp.

<400> 27
QSD Phe Asn Gly Eyr ser Asp pPhe

<210> 28
<211> 11
<212> PRT
<213> Mus sp.

<400> 28
Lys Ala Ser Gln val val Gly Ser Ala val Ala
1 5 10

<210> 29
<211> 7
<212> PRT
<213> Mus sp.

<400> 29
Irp Ala ser Thr grg His Thr

<210> 30
<211= 9
<212> PRT
<213> Mus sp.

<400> 30
g1n Gln Tyr Asn ger Tyr Pro Tyr Thr

<210> 31
<211> 5
<212> PRT
<213> Mus sp.

<400> 31
Asn Phe Gly Met His
1 5

<210> 32
<211> 17
<212> PRT
<213> Mus sp.

<400> 32
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Iyr TIle Arg ser §1y Sser Gly Thr Ile I5r Tyr Ser Asp Thr X%T Lys

Gly

<210> 33
<211> 11
<212> PRT
<213> Mus sp.

<400> 33

ier Tyr Tyr Asp ghe Gly Ala Trp Phe an TYr

<210> 34
<211> 11
<212> PRT
<213> Mus sp.

<400> 34
iys Ala ser Gin

<210> 35
<211> 7
<212> PRT
<213> Mus sp.

<400> 35
ier Ala Ser Ser

<210>
<211l>
<212>
<213> Mus sp.

<400> 36
ng Gln Tyr Asn

36
9
PRT

<210> 37
<211> 336
<212> DNA
<213> Mus sp.

<220>
<221>
<222>

<400> 37
aac att gtg ctyg
an Ile val Leu

CDS

cag agg gce ace
GIn arg Ala Thr

20
&y

aat g?t ttt
G
35

aaa ctc ctc ate

Asn Gly phe

Asn
5

Arg
5

Ser
5

(1)..(336)

acc
Thr
5

ata

Ile

atg
mMet

tat

val Gly Thr Asn val Ala
i0

Tyr Ser

Tyr Pro Leu Tthr

caa tct
Gln ser

cca
Pro

gct
Ala

tcc tgc
ser cys

aga
Arg

gee
Ala
25

ttc
Phe
40

tee

aac tag
Asn Trp

cag
Gln

cgt gca aac

tect
Ser
10

agt
ser

cag
Gin

cta

ttg gct

gtg tet
Leu Ala

val ser

gaa agt

gtt gag
Glu ser

val Glu
30

gga ca
G?y G1g
45

gaa tct ggg atce
Page 6

aaa cea
Lys Pro

ctt ggg
Leu Gly
15

att tat
Ile Tvyr

cca ccc
Pro Pro

cct gee

48

96

144

192



Lys Leu Leu Ile Tyr

50
agg ttc agt
Arg Phe ser
65
cct gtg gag
Pro va

gag gat cca
Glu Asp Pro

<210> 38

<211> 112
<212> PRT
<213>
<400> 38

Asn Tle val
1

GIn Arg Ala
Gly Asn Gly

35
Lys Leu Leu
50

Arg Phe ser
65

Pro val Glu
Glu Asp Pro

<210> 39

<211> 336
<212> DNA
<213>

<220
<221> CDS
<222> (..

<400> 39
gac att gta
QSP Ile val

cag agg gcc
Gln Arg Ala

g%c aat agt
Gly Asn ggr

aaa Cic cte
Lys Leu Leu

cly

gct

ttc
Phe
100

Mus sp.

Leu

Thr

20

Phe

Ite

Gly

Ala

Phe
100

Mus sp.

agt
Ser

gat

Glu Ala Asp

85

acg
Thr

Thr
5

Ile
Met
Tyr
ser
Asp

85

Thr

(336)

cty
Leu

acc
Thr
20

Tttt
Phe

atc

acc
Thr
5

ata

Ile

ctg
Leu

tat

Ite Tyr

Arg
Q?Q
G

70y
gat

Asp

Tte
Phe

Gln
Ser
Asn
Arg

Gl
70y

Asp

Phe

caa
Gln

tcc
Ser

daa
Lys

cgt
Arg

Ala
55
tct

Ser

gtt
val

&ty

ser
Cys
Trp

Ala
55

Ser
val

Gly

tct
Ser

tgc
Cys

tag
Trp

gca
Ala

Ser

agg
Arg

gca
Ala

tey
sep

Pro

Arg

Phe
40

ser

Arg

Ala

Ser

cca
Pro

aga
Arg

tte
rhe
40

tec
Ser

Asn

aca
Thr

acc
Thr

a1y
105

Ala

Ala
25

Gln
Asn
Thr

Thr

get
Ala

gec
Ala
25

cag
Gln

aac
AsSn
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Leu

gag
Glu

tat
Tyr
20

aca
Thr

ser
10

Ser
Gin
Leu
Glu

Tyr
90

Thr

tct
Ser
10

agt
ser

cag
Glin

cta
Lau

Glu

tic
Phe
75

tac
Tyr

aag
Lys

Leu

Glu

Lys

Glu

Phe
75

Tyr

Lys

tig
Leu

gag
Glu

aaa
Lys

gaa
Glu

Ser
60

acc
Thr

tgt
Cys

ttg
Leu

Ala

Ser

Pro

Ser
60

Thr

Cys

L.eu

gct
Ala

agt
Ser

ccg
Pro

tct
Ser

Page

Gly Ile Pro Ala

ctc
Leu

caa
Gln

gaa
Glu

val
val
Gly
45

Gly
Leu

Gin

Glu

gt
va

gtt
val

gga
b

&y

7

acc
Thr

Ccaa
Gin

ata
Ile
110

Ser

Glu
30

GlIn

Ile

Thr

Gn

Ile
110

tet
Ser
gct
30

cag
Gln

atc
Ile

att
Ile

att
Ile
95

aaa
Lys

Leu
15

Ile

Pro

Pro

Ile

Ile
95

Lys

cta
Leu
15

art
Ile

CCd
Pro

cct
Pro

gat
Asp
80

aat
Asn

cgg
Arg

Gly
Tyr
Pro
Ala

Asp
80

Asn

Arg

3y

tat
TYr

CCcC
Pro

gce
Ala

240

288

336

48

96

144

192



50

agg ttc agt gac
ggg Phe Ser Gly

cct gtg gag get
Pro Va% GTE g1a

gag gat ccg tac
Glu Asp Pro Tyr
100

<210> 40
<211> 132
<212> PRT
<213> Mus sp.

<400> 40
?sp ITe val Leu

GIn Arg Ala Thr
20

Gly Asn Ser Phe
35
Lys Leu Ley Ile
50
Arg Phe ser Gly
65
Pro val Giu Ala

Glu Asp Pro Tyr
100

<210> 41
<211> 324
<212> DNA
<Z213> Mus sp.

<220>
<221> CDS
<222>

<400>
gac att gt% atg
?sp Met

gac agg gtc agc
Asp Arg val ggr

gtg gcec tgg tat
val Ala ;gp TYr

tac tcg geca tcc

agt

Ser G

gat
Asp
85

acg
Thr

Thr

Ile

Leu

Tyr

Ser

Asp

85

Thr

(1)..(324)

gce
Ala
5

atc
Ile

caa
Gln

tat

Tyr Ser Ala Ser Tyr

50

999

gat
Asp

tte
Phe

Gln

Ser

Lys

Arg

Gl
70y

Asp

Phe

cag
Gln

acc
Thr

cag
Gln

cgg

55
tct

Sar G

gtt
val

&y 8

Ser

Cys

Trp

Ala
55

ser

val

Gly

tct
Ser

tgc
Cys

ddd
Lys

tat

Arg Tyr
53

Q?Q

gca
Ala

9%9

Pro
Arg

Phe
40

Ser
Gly
Ala

Gly

cac
His

aag
Lys

cca
Pro
40

att

aca

y Thr

accC
Thr

y aly

105

Ala

Ala
25

GIn

Asn

Thr

Thr

Gly

aaa
Lys
gcc
25

gga
Gly

o ¢

FRZOOG—%&;.STZS.tXt

gac
ASp

tat
Tyr
90

acc
Thr

Ser
10

sar
Gln
Leu
Asp
¥

Thr

ttc
Phe
10

agt
ser

caa
Gln

tC
val

ttc
Phe
75

tac
YK

aag
Lys

Leu
Glu
Lys
Glu
Phe
75

TYrP

Lys

atg
Met

cag
Gin

tct
Ser

cct
Pro

acc
Thr

tgt
Cys

ctg
Leu

Ala

Ser

Pro

Ser

60

Thr

Cys

Leu

tcc
Ser

gat

ctc
Leu

cag
Gin

gaa
Glu

val
val
Gly
45

Gly
Leu

Gin

Glu

aca
‘Thr

th

Asp va

cct
Pro

gat
Asp
60

Page

ada
Lys
45

cgce
Arg

8

acc
Thr

caa
Gln

ata
Ile
110

ser

Ala
30

GIn

Ile

Thr

Gln

ITe
110

tca
Ser

agt
ser
30

cga
Arg

TtC
Phe

att
Tle

att
Ile
95

daa
Lys

Leu
15

Ile

Pro

Pro

Ile

ITle
95

Lys

gtt g
va'l
15

act
Thr

ctg
Leu

act
Thr

aat
Asn
80

aat
Asn

cgg
Arg

Gly
Tyr
Pro
Ala

Asn
80

Asn

Arg

&ty

gtt
val

att
Ile

&y

240

288

336

43

96

144

192



agt gga tct g%g
ggr Gly Ser Gly

gaa gac ctg gca
Glu Asp Leu Ala

9?3 g
b

acg ttc g
0

Thr Phe

<210>
<211>
<212>
<213> Mus sp.

<400> 42
Qsp Ile val Met

42
108
PRT

ASp Arg val Ser
20

val Ala Trp Tyr

35
Tyr Ser Ala Ser
50

Ser Gly Ser Gl

65 Y

Glu Asp Leu Ala

Thr Phe Gly Gly
100

<210>
<211
<212>
<213>

43

324
DNA
Mus sp.

<220>
<221>
<222>

<400> 43
gac att gt
ésp Tle va

cDs

atg
Met

gac agg gtc

agt
Asp Arg val

Ser
20

ttt

gtt gce tag
Phe

val Ala Trp
35

tat tcg gca
Tyr ggr Ala

tcc
Ser

acg
Thr

gtt
val
85

3ty

Ala
Ile
Gln
Tyr
Thr
val

85

Gly

..(328

acc
Thr
5

atc

Iile

caa
Gln

cac
His

gat
Asp
70

tat
Tyr

acc
Thr

Gln

Thr

Gln

Arg

Asp
70

Tyr

Thr

cag
Gln

acc
Thr

cag
Gln

cgg

tte
Phe

tac
Tyr

aag
Lys

Ser

Cys

Lys

wi
Wi

Phe

TYr

Lys

tct
Ser

tac
cys

add
LYS

tac

Arg Tyr
53

act
Thr

tgt
Cys

ctg
Leu

His

Lys

Pro
40

Ile

Thr

Cys

Leu

cac
His

aag
Lys

cca
Pro
40

act

tic
Phe

cag
Gln

gaa
105

Lys

Ala
25

Gly
Gly
Phe
Gln

Glu
105

aaa
Lys

gcce
Ala
25

gga
Gly

&ty
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acc
Thr

caa
Glin
90

ata
Ile

Phe
10

ser

Gln

val

Thr

Gin
90

Ile

ttc
Phe
10

agt
ser

caa
Gin

tc
3&1

atc
Ite
75

cat
His

aaa
Lys

Met

GIn

ser

Pro

Ile
75

His

LYS

ttg
Leu

cag
Gln

tct
Ser

cct
Pro

agc agt gt
Ser Sser va

cag
GlIn

tat agt cct ccg
Tyr Ser Pro Sgo

cag
Arg

val
15

Ser Thr Ser

ser Thr

Asp val
P 30

Pro Lys Arg Leu

Asp Phe Thr

Arg
60

ser Ser val Gln

Tyr Ser Pro Pro

93

Arg

tce
Ser

aca
Thr

tca
Ser

gtt
val
15

act

gat
Thr

Asp

gtt
vai
30

gt
Va

cta
Leu

cca
Pro

aaa
Lys
45

cty
Lel

act

gat
Thr

Asp
60

cgc ttc
Arg Phe

Page 9

gct
80

tac
Tyr

Gly
val
Ile
Gly
Ala

80

Tyr

&ty

gct
Ala

att
Ile

&ty

240

288

324

48

96

144

192



agt
5er
65

gaa gac ctg gca
Glu Asp Leu Ala

gga tct ggg
Gly Ser Gly

acg

ttc ¢
Thr

Phe G%y G y

<210>
<211>
<212>
<213> Mus sp.

<400> 44
ﬁsp Ile val Met

44
108
PRT

Asp Arg val Ser
20

val Ala Trp phe
35

Tyr Ser Ala Ser
50

ser

Gly Ser a1
65 Y

Glu Asp Leu Ala

Thr Phe Gly Gly

100

<210>
<211
<212>
<213>

45

324
DNA
Mus sp.

<220
<221>
<222> {1)..

<400> 45
gac act gt
ﬁsp Thy va

Cbs

atg
Met

gac
Asp

adg
Arg

grc

agc
val

sar
20

tat
Tyr

gta

gcc
val

tay
Ala

Trp
35

tac
Tyr

tcc
Ser

tgg
Trp
50

gca
Ala

agt gga tct ggy

aca
Thr

gtt
val
85

Q?;

Thr
5

ITe
Gin
His
Thr
vat

85

Gly

(324)

acc
Thr
5

atc
Ile

caa
Gln

acc
Thr

aca

gat
AS
70p

tat
Tyr

acc
Thr

Gln

Thr

Gln

Arg

Asp
70

Tyr

Thr

cag
Gin

acc
Thr

cag
Gln

cag
Arg

gat

tTte
Phe

tac
Tyr

aag
Lys

Ser

cys

Lys

Lys

tct
Ser

tgc
Cys

dda
Lys

cac
His
35

Ttc

act
Thr

tgt
Cys

ctg
Lel

His

Lys

Pro

40

Thr

Thr

Cys

Leu

cac

His

aag
Lys

cca
Pro
40

act
Thr

act

ttec
Phe

caa
Gln

gac
105

Lys

Ala
25

Gly
Gly
Phe

Gln

aaa
Lys

gce
Ala
25

&y
aly

ctc
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dCcCc
Thr

caa
Gln
90

ttc
Phe

phe
10

Sep

Gln

val

Thr

GIn
90

Phe

tte
Phe
10

agt
ser

caa
Gln

gtc
val

acc

atc
Ile
75

cat
His

aga
Arg

Leu

Gin

Ser

Pro

Ile
75

His

Arg

ata
Ile

cag
Gin

tct
ser

cCct
Pro

att

atc agt g

cag
Ile ser

Gln

Val

tat act act cce
Tyr Thr Thr ggo

cgg
Arg

val
15

ser Thr ser

val Thr

30

Asp val

Pro Lys Leu Leu
45

Asp Phe Thr

Arg
60

Ile Ser val GlIn

Thr Thr Pro

TYr
95

Arg

tcc
Ser

aca
Thr

tca
Ser

g%t
50’

cta
Leu

gtt
val
15

gtt

gt
val

Va

agt
ser

cct
Pro

aaa
Lys
45

ctg
Leu

gat
As
60"

agc

tTtc
Phe

acCa

cgc
Thr

Arg

aat

gty cag

Page 10

gct
Ala
80

acg
Thr

Gly
Ala
Ile
Gly
Ala

80

Thr

&

gct
Ala

att
Tle

&y

tct

240

288

324

48

96

144

192

240



Ser Gly Ser Gl
65 Y

gaa gac ttg gca
Glu Asp Leu Ala

Thr Phe y

acg ttc g%; g?g
100

<210> 46
<211> 108
<212> PRT
<213> Mus sp.
<400> 46

ésp Thr val Met
AsSp Arg val Ser
20

val Ala Trp Tyr
. 35

Tyr Trp Ala Ser
50

Ser Gly Ser Gl

65 Y

Glu Asp Leu Ala

Thr phe Gly Gly
100

<210> 47
<211> 324
<212> DNA
<213> Mus sp.

<220>
<221>

Thr Asp
70

gat tat

AS r
859 Ty

gag acc
G?y Thr

Thr Gln
5

Ile Thr
Gin Gin
Thr Arg
Thr Asp

70

Asp Typr
85

Gly Thr

DS
<222> (1)..{324)

<400> 47
gac att gtg atg
ésp ITe val Met

gac agg gtc agc
Asp Arg val ggr

gtt gce tgg tat
val Ala g;p Tyr

tat tcg gcg tec
Tyr ggr Ala ser

agt gga tct ggg
ser Gly ser G?y

acc cag
ghr Gln

gtc acc
val Thr

caa cac
Gln His

tece ¢cgg
Ser Arg

aca ctt
Thr Leu

Phe

ttc
Phe

aag
Lys

Ser

Cys

Lys

His
55

Phe

Phe

Lys

tct
Sar

tgc
Cys

aag
Lys

tac

TYr
55

ttc
Phe

Thr

tot
Cys

ctg
Leu

His

Lys

Pro
40

Thr

Thr

cys

Leu

caa
GlIn

aag
Lys

cca
Pro
40

agt
Ser

act
Thr
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Leu Thr Ile
75

ca
s

gaa
Glu
105

Lys
Ala
25

Gly
Gly
Leu

GIn

Glu
105

aaa
Lys

gece
Ala
23

&y
ély

ctc
Leu

caa
Gln
90

ata
Ile

Phe
10

Ser

G1n

vai

Thr

Gln
90

Ile

Tt
Phe
10

agt
Ser

caa
Gln

gte
val

acc
Thr

tat
Tyr

aaa
Lys

Tle

Gin

Ser

Pro

Ile
75

Tyr

Lys

atg
Met

cag
Gln

tce
Ser

cct
Pro

atc
Ile

Ser Asn val Gin Ser
80

aac agc tat ccg tac
Asn Ser Tyr Pro Tyr
95

cgg
Arg

ser

val

Pro

Asp
60

Ser

AsSn

Arg

tcc
Ser

aat
ASh

cct
Pro
gat
60

adac
Asn

Thr
val
Lys
45

Arg
Asn

Sep

aca
Thr

gt
vVa

aaa
Lys
45

cgc
Arg

aat
Asn

Page 11

Ser
Gly
30

Leu
Phe

val

Tyr

tca
ser

agt
st

ata
ITe

ttc
Phe

gt
Va

val
15

Ser

Leu

Thr

Gin

Pro
95

gta
val
15

act
Thr

atg
Met

aca
Thr

cag
Gln

Gly
Ala
Ile
Gly

ser
80

Tyr

3ty

aat
Asn

att
Ile

gac

Gly

tct
ser

288

324

48

96

144

192

240



65

gaa gac {tg gca
Glu Asp Leu Ala

acg tic gge tcg
Thr phe Gly ser
100

<210> 48
<211> 108
<212> PRT
<213> Mus sp.

<400> 48
isp Ile val Met

Asp Arg val ser
20
val Ala Trp Tyr
35
Tyr Ser Ala ser
50
ser Gly Ser Gl
65 Y
Glu Asp Leu Ala

Thr phe Gly Ser
100

<210> 49
<211> 342
<212> DNA
<213> Mus sp.

<220>
<221> (D3
<222>

<400> 49
cag atc cag ttg
g?n Ile G1n Leu

aca gtc aag atc
Thr val Lys §ae

gea atg aac tgg
Gly Met ggn Trp

g?c tgg ata aac
Gly Egp Ile Asn

aag goa cgt ttt
ggs Gly Arg phe

gag
Glu
85

&ty

Thr
5

val
Gln
ser
Thr
Glu

85

Gly

(1)..(342)

gt
Va
5

tCC

ser

gt
va

acc
Thr

gce
Ala

70
tat
Tyr

aca
Thr

Gln

Thr

His

Arg

Leu
70

Tyr

Thr

cag
GIn

tgc
cys

aag
Lys

tac
Tyr

ttc
Phe
70

ttc
Phe

aag
Lys

Ser

Cys

Lys

Phe

Lys

tct
Ser

aag
Lys

cag
Gln

act
Thr
55

tct
ser

tot
cys

ttg
Leu

Gin
LYS

Pro
40

Ser
Thr
Cys

Leu

&y

gct
Ala

gct
Ala
40

gga
Gly

ttg

cag
Gln

gaa
Glu
105

Lys

Ala
25

Gly

Gly

L.eu

Gin

Glu
105

cct
Pro

tCct
Ser
25

cca
Pro

gaa
Glu

gaa
Glu

FRZ%%?-O43.ST25.tXt

caa
GIn
80

ata
Ile

Phe
10

Ser
Gln
val
Thr

Gin
20

ITe

gag
Glu
10

949
Gly

3ty

tat
Tyr

ada
Lys

Met

Gin

Ser

Pro

Ile
75

Tyr

Lys

ctg
Letl

tat
Tyr

aag
Lys

aac agc tat cct ctc
Ash Ser Tyr Pro Leu
95

€gg
Arg

Ser
Asn
Pro
ASp
60

Asn

Asn

Arg

aag
Lys

acc
Thr

&y

cca aca tat

Pro

acc
Thr

Thr

tct
Ser
75

Tyr
60

gce
Ala

Thr

val

Lys
45

Arg

Asn

Ser

aag
Lys

ctc
Leu

tta
Leu
45

gct
Ala

agc
ser

Page 12

Ser

Gly
30

Ile

Phe

val

Tyr

cct
Pro

aca
Thr
30

aag
Lys

gat
Asp

act
Thr

val
15

Thr
Met
Thr
GIn

Pro
95

Qqa
Gly
15

agc
Ser

tag
Trp

gac
Asp

cC
gTa

Gly

Asn

ITe

Gly

Ser
80

Leu

gag
Glu

tac
TYr

atg
Met

Tttt
Phe

Tttt
Phe
80

288

324

48

96

144

192

240



ttg cag
Leu GlIn

atc
ITe

gta aga

cgc
val Arg

Arg

tct geca
ser Ala

<210>
<211>
<212>
<213>

<400> 50
%'In Ile Gln

50
114
PRT

Thr val Lys
Gly Met Asn
35

Gly Trp TIle
50

Lys Gly Arg

65

Leu Gln Ile

val Arg Arg

Ser Ala

<210>
<211
<212>
<213>

51
342
DNA

<220>
<221>
<222>

<400> 51

aac
Asn

ag4g
I

Mus sp.

Leu

Ile

20

Trp

Asn

Phe

Asn

Mus sp.

aac
Asn
85

Tttt
Phe

val
5

ser
val
Thr
Ala
Asn

85

Phe

DS
(1..(342)

cag atc cag ttg gt
ghlﬂeGhlﬁuga

ctc
Leu

act
Ala

Gln

cys

Lys

Tyr

Phe

70

Leu

Ala

cag
Gln

aca gtc aag atc tcc tge
Thr val Lys gge sSer Cys

g?a atg aac ‘tgg gt?
Gly Met Asn Trp Va

35

aag
LyS

aaa
LyS

tac
Tyr

Ser

Lys

Gln

Thr
55

sSer

Lys

TV

tct
Ser

aag
Lys

cag
Gin

aat
Asn

tagg
Trp

Gly
Ala
Ala
40

Gly
Leu

Asn

Trp

sty

gct
Ala

gct
Ala
40

FR2006-043.5T25.txt

gag gac acg
Glu Sgp Thr

ggc
cly

caa ggg
Gln Gly

Pro Glu Leu
10

Ser

Gly Tyr
25 R4

Pro Gly Lys
Glu pro Thr

Thr Sser
75

Glu
Giu Asp Thr
90

GIn Gly

cct
Pro

gag ctg
Glu Leu
10

tct
ser
25

cCa
Pro

g%g tat
Gly Tyr

g?a aag
Gly Lys

ct
g1a

act
Thr

Lys
Thr
Gly
Tyr
60

Ala

Ala

Thr

aag
Lys

acc
Thr

&y

aca
Thr

cty
Leu

Lys

Leu

Leu
45

Ala

ser

Thr

Leu

aag
Lys

ttc
Phe

tta
Leu
45

Page 13

tat
TYr

gtc
val
110

Pro

Thr
30

Lys
Asp
Thr
Tyr

val
110

cct
Pro

aca
Thr
30

aag
Lys

ttc
Phe
95

act
Thr

Gly
15

ser
™p
Asp
Ala

Phe
95

Thr

gga
ety

aac
Asn

tag
Trp

19t
Cys

gtc
val

Glu

Tyr

Met

Phe

Phe
80

Cys

val

gag
Glu

tct
ser

atg
Met

288

336

342

48

96

144



FR2006-043.5T25.txt
agc tgg ata aac acc tac act g?a gag C€Cg aca tat gct gat gac ttc 192
Gly Trp Ile Asn thr Tyr Thr Gly Giu Pro Thr ggr Ala Asp Asp Phe

50 55
aag g?a cgg ttt gcc tte tct ttg gaa acc tct gcc age tot gee tat 240
Lys Gly Arg Phe Ala Phe ser Leu Glu Thr Ser Ala ser ser Ala Tyr
65 70 75 80
ttg cag atc agt aaC Ctc aaa aat gag gac acg get aca tat tic tgt 288
Leu GIn Ile ser Asn Leu Lys Asn Glu Asp Thr Ala Thr Tyr phe Cys
85 90 95
gca aga agg ggt tit gtt tac tgg g?c caa g%g act ctg gta act gtc 336
Ala Arg Arg Gly Phe val Tyr Trp Gly GIn Gly Thr Leu Val Thr val
100 105 110
tct gea . 342
ser Ala
<210> 52
<211> 114
<212> PRT
<213> Mus sp.
<400> 52

g1n Ile GIn Leu val Gln ser Gly Pro Glu Leu Lys Lys Pro Gly Glu

Thr val Lys gge Ser cys Lys Ala ggr Gly Tyr Thr phe ggr AsSn Ser

Gly Met ggn Trp val Lys G1In %a Pro Gly Lys Gly Ei?u Lys Trp Met

Gly ggp ITe Asn Thr Tyr ;Er Gly Glu Pro Thr ggr Ala Asp Asp Phe

Lys Gly Arg Phe Ala Phe Ser Leu Glu Thr Ser Ala Ser Ser Ala TYyr
65 70 75 80

Leu GIn 1le ser ggn Ley Lys Asn Glu ggp Thr Ala Thr Tyr g?e Cys

Ala Arg Arg Gly phe val Tyr Trp Gly Gln Gly Thr Leu val Thr val
100 105 110

Ser Ala

<210> 53
<211> 360
<212> DNA
<213> Mus sp.

<220>

<221> (DS

<222> (1)..(360)

<400> 53

cag gtt cag ctc cag cag tct ggg gct gag cig gea aga cct ggg act 48
Gln val Gln teu GIn GIn Ser ggy Ala GTS Leg g"la Arg Pro Ggl’y Thr

1 5 10 15

Tca gtg aag ttg tcc tgt aag gct tct gge tac ace ttt act gac tac 96

Page 14



Ser val Lys Leu

20

atg
Met

tog
Trp

&ty

aag
Lys
65

cag
Gin
35

att
Ile

tgg
Trp

act
Thr
50

ély

cac
His

tat
Tyr

aag
Lys

gce
Ala

atg
Met

ctc
Leu

&

tca
ser
115

agc
ser

gca
Ala

aty

aga
Arg

gat
As

100
gtc
val

acc
Thr

<210
<211>
<212>
<213>

<400>

54

120
PRT

MUs sp.

54
gln val Gln Leu

Ser val Lys Leu
20

Trp Met Glin Trp
35

Gly Thr Ile Tyr
50 R4

Lys Gliy Lys Ala
2 y Ly

Met His Leu Ser

Ala Arg Gly Asp
100

Gly Thr ser val

115

<210>
<211>
<212>
<213>

55

357
DNA

Mus sp.

<220>
<221>
<222>

Ser

ta
3&1

cct
Pro

aca
Thr

agt
35

tac

p Tyr

acc
Thr

Gln

Ser

vai

Pro

Thr

Ser

85

Tyr

Thr

CcDS
(1)..(357)

Cys

aaa
Lys

aty

ttg
Leu
70

Tty
Leu

tac
TYP

gtc
val

Gln
Cys
Lys
Gly
Leu
70

Leu

TYr

val

Lys

ca
étn

gat
Asp
35

act
Thr

gct
Ala

&

tcc
Ser

ser
Lys
GIn
i
Thr
Ala

Gly

Ser

Ala

Ate
40

aot
Gly

c
2

tct
Ser

agt
sar

tca
Ser
120

Gly

Ala

Arg

40

Gly

Ala

Ser

ser

Ser
120

Ser
25

cct
Pro

gat
Asp

gat
Asp

g9ag

aat
Asn
105

Ala

Ser

25

Pro

Asp

Asp

Glu

Ash
105

FR2006-043.ST25.txt

Gly Tvr

&y

act
Thr

adaa
Lys

gac
Asp
20

tct
Ser

Glu
10

Gly
Gly
Thr
Lys
AsSp
20

Ser

Thr

&

tac
Tyr
60

cag
Gln

3ty

tecc
Ser
75

tct
Ser

tce
Ser

[
i

Ttg
Leu

gac
Asp

Leu Ala

Thr
Gln Gly
Gly
ser

75

Ser Ala

Leu Asp

Phe Thr Asp Tyr
30

att

ct
2 Ile

Leu
45

gct
Ala

tag

gag
Glu Trp

tic

cag
Phe

aag
Gln

Lys

tac
Tyr
80

aaa
LyS

daca

gtc
Thr

val

Tat
Tyr

Tac
Tyr
95

&

gtc

tgt
val

Cys

tat
Tyr

caa

tug
GlIn

T
118

Pro Gly Thr

15

Arg

Thr
30

Phe Asp Tyr

Leu Glu Ile

Trp
45

Ala 61n Lys Phe

Lys Thr val

2]
(=)

val Tyr Tyr Cys
95

Tyr Trp Gly Gln
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FR2006-043.5725.txt

<400> 55
cag gtc cag tta cag caa tct g?a cct gaa ctg gtg agy cct ggg gec 48
g]n val GIn Leu g'ln Gin Ser Gly Pro g‘(l)u Leu val Arg Pro isy Ala

tca gtg aag att tcc tge aaa act tct ggl]c tac gca ttc agt ggl;c tce 96
Ser val Lys ]Z:ge ser Cys Lys Thr ggr Gly Tyr Ala phe ggr Gly Ser

tgg atg aac tgg gtg aag cag agg cct g?a cag g%t cta gag tgg att 144
Trp Met égn Trp val Lys GlIn 259 Pro Gly GlIn Gly I@EU Glu Trp Ile

g?a cgg att tat ccg gga gat gg?a gat atc att tac aat g%;g aat ttc 192
Gly /ggg Ile Tyr Pro Gly ;sxgp Gly Asp Tle Ile 'g%r' Asn Gly Asn Phe

agg dac aag gtc aca ctg tct gca gac aaa tCccC tcc aac aca gcc tac 240
Jggg Asp Lys val Thr Ii{e)u Ser Ala Asp Lys %r‘ ser Asn Thr Ala ;%r‘

atg cag ctc agc age ctg acc tct gtg gac tct geg gtc tat Tttt tgt 288
Met GIn Leu Ser ggr' Leu Thr Ser va Sgp Ser Ala val Tyr g?e Cys

t¢g aga tgg g%g aca ttt acg ccg agt tti gac tat tgg g%;c caa g?c 336
ser Arg Trp go% Thr Phe Thr Pro ggr Phe Asp Tyr Trp glgé Gin Gly
5

acc act cte aca gtc tcc tca 357

Thr Thr Leu Thr val ser Ser
115

<210> 56
<21]> 119
<212> PRT
<213> Mus sp.
<400> 56

gs_'ln val 6In teu Gin GIn Ser Gly Pro Glu Leu val Arg Pro Gly Ala

Ser val Lys Ile Ser Cys Lys Thr Ser Gly Tyr Ala pPhe Ser Gly Ser
20 25 30

Trp Met ggn-Trp val Lys Gln ﬁ.gg Pro Gly Gln Gly L:gu Glu Trp Ile

Gly égg Ile Tyr Pro Gly égp Gly Asp Tle Iie 'gzr' Ash Gly Asn Phe

Arg Asp Lys Val Thr Leu Ser Ala Asp Lys Ser Ser Ash Thr Ala Tyr
65 70 75 80

Met GIn Leu Ser ggr Leu Thr ser val ggp ser Ala val Tyr glge Cys

ser Arg Trp Gly Thr Phe Thr Pro Ser pPhe Asp Tyr Trp Gly 61n Gly
100 105 110

Thr Thr Leu Thr val Ser Ser
115

<210> 57
<211> 351
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<212> DNA
<213> Mus sp.

<220
<221> DS
<222> (1)..(35D)

<400> 57
gac gtg aag ctg gtg gag tct g?g g?a g%c tta gtg aag cct g?a ggg 48
QSP val Lys Leu ga Glu Ser Gly Gly goy Leu val Lys Pro gsy Gly

tCc ctg aaa CtC tcc tght gaa geco tct g?a ttc act ttc agt agc tat 96
Ser Leu Lys égu Ser Cys Glu Ala ser Gly Phe Thr phe ggr ser Tyr
25

acc cig tct tgg gtt cgc cag act ccg gag acg agg ctg gag tgg gte 144
Thr Leu gsr Trp vVal Arg GIn Igr Pro Glu Thr Arg igu Glu Trp val

gca acc att agt att g?t g?t cge tac acc tat tat cca gac agt gt 192
Ala Egr Ile Ser Ile Gly gsy Arg Tyr Thr Tyr g%r Pro Asp Ser Va

gag g?c €ga trc acc atc tcc aga gac aat gcc aag aac acc ctg tac 240
ggu Gly Arg Phe Thr §5e Ser Arg Asp Asn ?ga Lys Asn Thr Leu ggr

Ctg caa atg aac agt ctg aag tct gag gac aca gcc atg tat tac tgt 288
Leu Gln Met Asn ggr Leu Lys Ser GIu Agp Thr Ala Met Tyr ggr Cys
9

aca aga gat trt aat g?t tac tct gac ttc tgg g?c caa g?c acc act . 336
Thr Arg Asp ;88 Asn Gly Tyr ser Qgg Phe Trp Gly Glin gl% Thr Thr

CIC aca gtc tcc tca 351
Leu Thr {i} Ser ser

<210> 58
<211 117
<212> PRT
<213> Mus sp.

<400> 58

?sp val Lys Leu ¥a1 Glu ser Gly Gly g&y Leu val Lys Pro g}y Gly

Ser Leu Lys Leu Ser Cys Glu Ala Ser Gly phe Thr Phe Ser Ser Tyr
20 25 30

Thr Leu ggr Trp val Arg Gln Egr Pro Glu Thr Arg keu Gly Trp val
5

Ala ggr Tle ser Ile Gly ggy Arg Tyr Thr Tyr Qyr Pro Asp Ser val

Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr
65 70 75 80

Let Gln Met Asn ggr Leu Lys ser Glu gsp Thr Ala Met Tyr ;gr Cys
0

Thr Arg Asp Phe Asn Gly Tyr Ser Asp Phe Trp Gly Gln Gly Thr Thr
100 105 p oy 110
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Leu Thr val ser Ser
115

<210> 59
<211> 360
<212> DNA
<213> Mus sp.

<220>
<221> CDS
<222> (1)..(360)

<400> 59
aat gta cag ctg gta gag tct g?g gga ggc tta gtg cag cct g%a g%g 43
ésn val GTn Leu ga1 Giu ser Gly Gly goy Leu Val GIln Pro gsy Gly

tcc cgg asa ctc tcc tgt gca gec tet g?a ttc act ttc agt aac ttt 96
Ser Arg Lys Egu ser Cys Ala Ala ger Gly phe Thr phe ggr Asn phe
5

g%a aty cac ‘tgy gtt cgt cayg gct cca gag aag g?t ctg gag tgg gic 144
Gly Met ggs Trp Val Arg Gln ﬁga Pro Giu Lys Gly hgu Glu Trp val

gca tac att cgt agt g%c agt g%t acc atc tac tat tca gac aca gt 192
Ala g%r Tle Arg Ser Gly ggr Gly Thr Ile Tyr ggr ser Asp Thr va

aag g?c cga ttc acc atc tcc aga gac aat cec aag aac acc ctg ttce 240
égs Gly Arg Phe Thr %3e ser Arg Asp Asn ;go LysS Asn Thr Leu gge

Ctg caa atg acc agt cta agg tct gag gac acg gcc atg tat tac togt 288
Leu Glh Met Thr ggr Leu Arg Ser Glu ggp Thr Ala Met Tyr ggr cys

gca aga tcc tac tat gat ttc g%g gcc tgg ttt gct tac tgg g%c caa 336
Ala Arg Ser I%S Tyr Asp phe Gly é&g Trp Phe Ala Tyr Igg Gly GlIn

g?g act ctg gtc act gtc tct gea 360
Gly Thr Leu val Thr val ser Ala
115 120

<210> 60
<211> 120
<212> PRT
<213> Mus sp.

<400> 60

Ash val GIn Leu val Glu Ser Gly Gly Gly Leu val Gin Pro Gly Gly
1 5 10 i5

ser Arg Lys ggu Ser Cys Ala Ala ggr Gly Phe Thr Phe ggr Asn Phe

Gly Met ggs Trp val Arg Gin ﬁ?)a Pro Glu Lys Gly htsau Glu Trp val

Ala g%r ITe Arg ser Gly Egr Gly Thr Ile Tyr ggr Ser Asp Thr val

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Pro Lys Asn Thr Leu Phe
65 70 75 30
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Leu Gln Met Thr ggr Leu Arg

Ala Arg Ser Tyr Tyr Asp Phe
100

Gly Thr Leu val Thr val Ser
115

<210
<211>
<212>
<213>

<220>
<221>
<222>

<400>

gat
Asp
1

gat
Asp

gtt
val

tac
Tyr

tct
ser
65

aa
g?u

act
Thr

atc
Ile

cct
Pro

ct
gTa

tca
Ser
50

aly

gac
Asp

ttc
Phe

<210>
<211>
<212>
<213>

<400>

?sp ITe val met Thr

61
324

DNA

Homo sapiens

CDS
(1)..(3248)

6l
gta
val

gt
va

=
35

gca
Ala

CcT
g1a

ctg
Leu

&ty

62
108
PRT

62

atg
Met

tca
ser
20

tat
Tyr

tca
Ser

3ty

gecc
Ala

gga
chy

acc
Thr
5

atc
Tle

cag
Gin

tac
Tyr

aca
Thr

gt
vVa
85

ggg
Gly

Homo sapiens

5

Asp Pro val Ser Ile
20

val Ala ;Ep TYr Gln

Tyr Ser Ala Ser Tyr
50 Y

ser Gly Ala Gly Thr

cag
Gln

act
Thr

cag
Gin

<ot
Arg

gat
70

tac
TYr

act
Thr

Gln

Thr

Gln

Arg

Asp

tcc
Ser

tgc
Cys

aag
Lys

tac

Tyr
55

ttc
Phe

tac
Tyr

aag
Lys

Ser

Cys

Lys

Tyr

55

rhe

FR2006-043.5T25.txt

ser Glu Asp Thr Ala Met Tyr Tyr Cys
a0 95

Gly Ala Trp Phe Ala Tyr Trp Gly Gln
105 B4 118

Ala
120

cac
His

aag
Lys

€ce
Pro
40

atc
Ile

acc
Thr

tgc
cys

ctc
Leuy

His

Lys

Pro

40

Ile

Thr

ctg
Leu

gcc
25

&
&

Tttt
Phe

cag
Gin

gaa
105

Leu
Ala
25

Gly

Gly

Phe

agt
sSer
10

tca
Ser

caa
Gin

gt
Va

aca
Thr

cag
Gln
90

atc
Ile

Ser
10

Ser
Gln

val

Thr

atg
Met

cag
Gain

tca
Ser

cct
Pro

att
Ile
75

cac
His

daa
Lys

Met

Gin

ser

Pro

agt
ser

gat
Asp

cce
Pro

gac
As
60p

agt
ser

tac
TYrP

cgt
Arg

Ser

Asp

Pro

Asp
60

acc
Thr

gt
va

aga
AP
45g

cga
Arg

tce
Ser

agt
sar

Thr

val

Arg

45

Arg

Tle Sar ser
Page 19

tce
Ser

agc
ser
30

cgt
Arg

ttt
Phe

gtc
val

ccC
Pro

Ser

Ser

30

Arg

Phe

val

ctg
Leu
15

acc
Thr

ctc
Leu

act
Thr

cag
GlIn

cca
Pro
95

Leu

15

The

Leu

Thr

Glin

gga
Gly

gtc
val

atc
Ile

aly

gee
80

tac
Tyr

Gly
val
Ile
Gly

Ala

48

96
144
192
240
288

324



65

70

FRZ%&?-O43.ST25.tXt

80

Glu Asp Leu Ala §§1 Tyr Tyr cys Gln g&n His Tyr Ser Pro Pro Tyr
95

Thr Phe Gly Gly Gly Thr Lys Leu Glu ITe Lys Arg
100 105

<210>
<211>
<212>
<213>

<220>
<221>
<222

<400>

gac
AsSp
1

gat
Asp

gtt
val

tac
Tyr

agt
ser
65

gaa
Glu

aca
Thr

att
Ile

cct
Pro

gca
Ala

tca
Ser
50

3y

gac
Asp

ttc
Phe

<210>
<211>
<212>
<213>

<400>
Asp Ile val Met Ala
1 5

63
324
DNA

Homo sapiens

CDS
L..G24)

63
gtt
val

gt
va

i
35

gct
Ala

gce
Ala

ctg
Leu

&y

64
108
PRT

atg
met

tcc
Ser
20

tat
TYIP

tct
Sar

&

ca
g1a

a1y
100

gct
Ala
5

atc
Ile

caa
Gln

tac
Tyr

act
Thr

gta
val
85

&

Homo sapiens

64

Asp Pro val Ser Ile
20

val Ala ggp Tyr Gln

Tyr Ser Ala Ser Tyr
50

ser Gly Ala Gly Thr
os y Y

caa
Gln

act
Thr

cag
Gin

cga
Alrg

gac
Asp
70

tat
Tvr

act
Thr

Gln

Thr

Gln

Arg

Asp
70

agc
ser

tgc
cys

aag
Lys

tac

TYr
53

ttc
Phe

tac
Tyr

aag
Lys

Ser

Cys

Lys

Tyr

55

Phe

cat
His

aaa
Lys

cca
Pro
40

atc
ile

act
Thr

tgc
Cys

ctg
Leu

His

Lys

Pro

40

Ile

Thr

cty
Lel

gce
Ala
25

&ty
&y

Tttt
Phe

cag
Gln

gaa
105

Leu
Ala
25

Gly

Gly

Phe

tct
ser
10

agt
Ser

ca
&in

gtc
val

act
Thr

caa
Glin
20

att
Ile

Ser

10

Ser

G1n

val

Thr

atg
Met

caa
Gin

tca
Ser

cct
Pro

atc
Ile
75

cat
His

aaa
Lys

Met

Gin

Ser

Pro

agce
ser

gac
Asp

cCce
Pro

gac
Asp
60

tca
Ser

tat
Tyr

cat
Arg

Ser

Asp

Pro

Asp
60

aca tct
Thr ser

gtg tct
val ser
30
aga cgg
Arg Arg
45
aga Lttt
Arg Phe

tee gta
Ser val
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