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DO{%} | D2{%} | D4{%) | D6(%} | D8{%} | DAR
1.4 8.8 85.5 8.7 8.6 4.6
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¥ Hinge sequence:
EPKDKTHTCPPCP
DO{3) | D2{%) | DA{%} | DB{%) | DB{%} | DAR
5.2 83 731 (420 8.4 4.0
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DO{%} (DZ{%} (Da{%} | DE{%} | DB{%} | DAR
1.0 118 82.5 4.7 a0 3.8
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885-16 Do | DZ | D4 | DB | D& | .o
FECHIRIE £ IR LAt IR 04
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Proguct Unconjugated HIC-DAR SEC-Purity HMW Fres drug residue Endotoxin
886-16-MIMAE 0.6% 4.0 100G $.6% <1.07% <0.65 Elifmg
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886-19 it} Pi D4 D& 28 DAR
(e} 1 (%) 1 {m) 1 () (%}
1.2 7.5 858 5.3 X3 39
Product Unconjugated HIC-DAR SEC-Purity HMW free drug residus Endotoxin
885-19-NMMAE 1.2% 3.8 100.0% 04.0% <1.18% <0.06 EU/mg
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Hinge sequence: b6
EPKSCSKYGPPCPPCP po b2 D8
tgG4-Fe e ma T
5 8 i 8 2 18 min| [TTT
885-17 o6 | Dz | D§ | D6 | DB | .o
S IR TR IR IR 1
©.4 3.2 9.8 3.8 3.8 4.1
Product Unconjugated HIC-DAR SEC-Purity HMW Free drug residue Endotoxin
236-17-MMAE 4% 41 89.6% D% <1.07% <805 EU/mg
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286-20 Do D2 DS D 12.5 15 7.5 26 225 minl
L8 (CIRRCC T
& 6.8 B85.2 &0 {84 3.0
Product Unconjugated HIC-DAR SEC-Pusity HMW free drug residue Endotoxin
886-20-MHVIAE 0.6% 4.0 99.6% 3.4% <1.40% <Q.07 Elfmg
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XTI R L A I
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Product Unconjugated HIC-DAR SEC-Purity HMW Free drug residue Endotexin
§86-18-MMAE 3% 4.1 100.0% 0.0% <1.35% <007 EWmg
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826-21 o 03 o4 Y o8 . 10 185 15 i7. 20 225 min
R0 TR o IR R s T s NI
87 174 1802 93 | 22 | 4%
Product Unconjugated HIC-DAR SEC-Purity HMW Free drug residue Endotoxin
886-21-MMAE 0.7% 41 19G.0% {.0% <1.31% <Q.07 Edimg
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Calis HCL1954 Raj H{CRZY
ADC 3R6-15-PAMAE 886-15-MIMAE RB6-17-MMAE 886-20-MMAE 886-18-MRAE 385-21-MIMAE
ICS0 8.036 0.026 .23 17 8017 0023
Max inhibition 5% Q4% $5% Q5% SQ% a0
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