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<150> 61/348,559 
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<160> 391 

<170> FastSE 	for Windows Version 4.0 

<210> 1 
<211> 	366 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 1 
caggtgoagc tggtgcagtc tgggggaggc ttggtccagc ctggggggtc cctgagactc 60 
tcctgtgcag cctetggatt cacctttaac acctatgcca taagctgggt ccgccaggct 120 
ccagggaagg ggctggaatg ggtctcaact attaccggta gtggttataa cacatactac 180 
gcagactccg tgaagggccg gttcaccatc tccagagaca attccaagaa cacactgtat 240 
ctacagatga gcagcctgag agccgaggac acggccgtat tttactgtgc gaaagactct 300 
cggtataact ggaattacgg aatttttgac tactggggcc agggaaccac ggteaccgtc. 360 
tcctca 366 

<210> 2 
<211> 122 
<212> PET 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 2 
Gin Val. Gin. Leu Val Gin Ser sly Sly Gay Den Va.]. Gin Pro Gly Giy 
1 	 5 	 10 15 

Ser Leu Arg Leo Ser Cys Ala Ala Ser Sly She Thr She Asn Thr Tyr 
20 	 25 30 

Ala Ile Ser Trp Val Arg Gin Ala. Pro Sly Lys Gly Leo Giu Trp Val 
35 	 40 .45 

Ser Thr Ile Thr Gly Ser sly Tyr Asn Thr Tyr Tyr Ala Asp Ser Val 
50 	 55 60 

Lys Cly Arg Phe Thr Tie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 	 70 	 75 80 
Leu Gin Met her Ser Leu Arg Aia Giu Asp Thr Ala Val Phe Tyr Cys 

85 	 90 95 
Ala Lys Asp Ser Arg Tyr An Trp Asn Tyr 511 Ile Phe Asp Tyr Trp 

100 	 105 110 
Gly Gin Sly Thr Thr Val Thr Val Ser Ser 

115 	 120 



<210> 3 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 3 
ggattcacct ttaacaccta tgcc 24 

<210> 4 
<211> 8 
<21.2> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 4 
Gly Phe Thr Phe Asn Thr Tyr Ala 

1 	 5 

<210> 5 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	.5 

attactggta gtggttataa cacti 24 

<210> 6 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 6 
Ile Thr Gly Ser Gly Tyr Asn Thr 
1 	 5 

<210> 7 
<211> 45 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 7 
gcgaaagact ctcggtataa ctggaattac ggaatttttg actac 45 

<210> 8 
<211> ls 

<212> PRT 



<213> Artificial Sequence 

<22G> 
<223> Synthetic 

<400> 8 
Ala Lys Asp Ser Arg Tyr Asn Trp Asn Tyr Gly Ile Phe Asp Tyr 
1 	 5 	 10 15 

<210> 9 
<211> 324 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	9 
gacatccaga tgacccagtc tccagccacc ctgtctgtgt ctccagggga aagagccacc 60 
ctctcctgca gggccagtca gagtgttag0 agcaacttag cctggtacca tcagaaacct 120 
ggccaggctc ccaggctcct catctatggt gtatccacca gggccactgg tatcccagcc 180 
aggttcagtg gcaatgggtc tgggacagag ttcactctca ccatcagcag cCtgCagtct 240 
aaagatttta cagtttatta ctgtcagcag cataataact ggccgctcac ttbcggcgga 300 
gggaccaagg tggagatcaa acga 324 

<210> 10 
<211> 108 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 1.0 
Asp Tie Gin Met Tht Gin Ser Pro Ala Thr lieu Ser Val Ser Pro Giy 
1 	 5 	 10 15 

Giu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser. Val Ser Ser Asn 
20 	 25 30 

Leu Ala Trp Tyr His Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu Ile 
35 	 40 45 

Tyr Gly Val Ser Thr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Giy 
SO 	 55 60 

Asn. Gly Ser Gly Thr Glu Phe Thr Leu Thr lie Ser Ser Leu Gin Ser 
65 	 70 	 75 RO 
Glu Asp Phe Ala Val Tyr Tyr Cys Gin. Gin His Asn Asn Trp Pro Leu 

85 	 90 95 
Thr Phe Giy Gly Gly Thr Lys Val Glu Tle Lys Arg 

100 	 105 

<210> 11 
<211> 18 
<212> DNA ' 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 11 
cagagtgtta gcagcaac 18 

<210> 12 
<211> 6 



<212> PRT 
<212> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 12 
Gln Ser Val Ser Ser Asn 
1 	 5 

<210> 13 
<211> 	9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 13 
ggtgtatcc 

<210> 14 
<211> 3 
<212> PRT 
<213> Artificial. Sequence 

<220> 
<223> synthetic 

<400> 14 
Gly Val Ser 

<210> 15 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 15 
cagcagcata ataactggcc gctcact 

<210> 16 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 16 
Gin Gin His Asn Asn Trc Pro Leu Thr 
1 	 5 

<210> 17 
<211> 	375 
<212> DNA 
<213> Artificial Sequence 

4 



<220> 
<223> Synthetic 

<400> 	17 
caggtgcagc tggtgcagtc gggcccagga ctggtgaagc ctteggagac ectgtcectc 60 
acctgoactg tctotggtgg ctccatcagc aatagtaatt actactgggg ctggatccgc 120 
cagcocccag ggaaggggct ggagtggatt gggactacct attatagtgg gaccacctac 180 
tacaacccgt ccotcaagag tcgagtcacc atatccgtag acacgtccaa gaaccagttc 240 
tccctgaagc tgagetctgt gaccgccgca gacacggotg tgtattaotg tqcgagagat 300 
tattatgata gtagtggtta ttattacaac tggttcgato cctggggcca gggaaccacg 360 
gteacogtot ectca 375 

<210> 18 
<211> 125 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 18 
Gin Val Gln Leu Val Gin Ser Gly Pro Gly Leu Val Lys Pro Ser Giu 
1 	 "--', 	 10 15 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gay Ply Ser Ile Ser Asn Ser 

20 	 25 30 
Asn Tyr Tyr Trp Ply Trp Ile Alp Gin Pro Pro Cly Lys Gly Luc Glu 

35 	 40 45 
Trp Ile Gly Thr Thr Tyr Tyr Set Gly Thr Thr Tyr Tyr Asti Pro Ser 

SO 	 55 60 
Leu Lys Ser.  Arg Vel Thr Ile Sex Val Asp Thr Set-  Lys Asn Gin Phe 
65 	 70 	 75 80 
Ser Leu Lys Leu Ser Set Val Thr Ala Ala Asp 

85 	 90 
Thr Ala Val Tyr Tyr 

cf: ...5 
Cys Ala Arg Asp Tyr Tyr Asp Ser Ser Gly Tyr Tyr Tyr Asn Trp Phe 

100 	 105 110 
Asp Pro Trp Ply Gin Gly Thr Thr Val Thr Val Ser Set 

115 	 120 125 

<210> 19 
<211> 30 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 19 
ggtggctcca tcagcaatag taattactac 30 

<210> 20 
<211> 10 
<212> PRT 
<213-> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 20 
Qly Gly Scr Ile Ser Asn Ser Asn Tyr Tyr 
1 	 5 	 10 

..:210> 21 

5 



< 	1 1> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 21 
acctattata gtgggaccac c 21 

<210> 22 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 22 
Thr Tyr Tyr 5cr Gay Thr Thr 
1 	 5 

<210> 	23 

<211> 51 
<212> DNA 
<213> Artificial Sequence 

<220> 
23> Synthetic 

<400> 23  
gcgagagatt attatgatag tagtggttat tattac 	ct ggttegatcc c 51 

<210> 24 

<211> 	1'7 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 24 
Ala Arg Asp Tyr Tyr Asp Ser Ser Gay Tyr Tyr Tyr Asn Trp Phe Asp 
I 	 5 10 15 
Pro 

<210> 25 
<211> 324 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Sync,hetic 

<400> 25 
gacatceagt tgacccagtc tccatcctcc ctgtctgcat ctgtaggaga cagagtcacc 60 
atcacttgec gggcaagtca ggacattaga aatgatttag gctggtatca gcagaaacca 120 
gggaaagccc ctaagcgcct gatctatqct gcatccagtt tgcaaagtgg ggtcccatca ISO 
aggttcagcg gcagtggatc tggaacagaa ttcaqtctca cactcagcag cctgcagcct 240 
gaagattttg caacttattt ctgtctacag catcatattt acccgtggac gttcggccaa 300 
gggaccaage tggaaatcaa acga 324 



<210> 26 
<211> 10B 
<21.2> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 26 
Asp Tie Gin Len Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Giy 
1 	 5 10 15 
Asp Arg Val Thr Ile Thr Cys Arg Ais Ser Gin. Asp lie Arg As Asp 

20 25 30 
Leu Gly Trp Tyr Gln Gin Lys Pro Giy Lys Ala Pro Lys Arg Lou Ile 

35 40 45 
Tyr Ala Ala Ser Ser Leu Gin Ser Gly Val Pro Ser Arq Phe Ser Gly 

SO 	 55 60 
Ser Gly Ser Gly Thr Glu 1-he. Ser Len Thr Len Ser Ser Leu Gin Pro 
65 	 70 75 BO 
Glu. Asp Phe Ala Thr Tyr The Cys Len Gin His His Ile Tyr Pro Trp 

85 90 95 
Thr The Gly Gin Gly Thr Lys Len Gin Ile Lys Arg 

100 10S 

<210> 27 
<211> 18 
<212> DNA 
<213> Artificial Sequence 

<2:)0> 

<223>  Synthetic 

<400> 27 
caggacatta gaaatgat 

<210> 28 
<211> 6 
<212> PTT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 28 
Gin Asp Ile Arg Asn Asp 
1 5 

<210> 29 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 29 
gctgcatcc 

<210> 30 
<211> 3 
<212> PRT 



<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 30 
Ala Ala Ser 
1 

<210> 31 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 31 
ctacagcatc atatttaccc gtggacg 27 

<210> 32 
<211> 	9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 32 
Leu Gin His His Ile Tyr Pro Trp Thr 
1 	 5 

<210> 33 
<211> 375 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 33 
caagttcago tagtqgagtc gggcccagga ctggtgaagc cttcagagac cctgtccetc 60 
acctacactg tctatgatga ctccatcagc agtggtaatt actactgggg ctggatccgc 120 
cagccccoag ggaagggact ggagtggatt gggactatct attatagtgg aagcgcctac 180 
tacaacccot coctcaaaaa tcgagtcacc atgtccgtag acacqtccaa gaaccagttc 240 
tocctgaaac tgagctotgt gaccgccgca gacacggctg tttattactg tgtgagagat 300 
tactatgata gtagtgatca Ltattacaac tggttcgacc cctggggcca gggaaccacg 360 
gtcaccgtct cctca 375 

<210> 34 
<211> 125 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> SYnthetie 

<400> 34 
Gin Val Gin Leu Val Gin Ser Gly Pro Gly Len Val Lys Pro Ser Glu 
1 	 5 10  15 

Thr Leu Ser Leu Thr. Cys Thr Val Tyr Gly Gly Ser Ile Ser. Ser Gly 
20 25 30 



Asn Tyr Tyr Trp Gly Trp Ile Arg Gin. Pro Pro Gly Lys Gly Leu Gin 
35 	 40 45 

Trp Ile Gay Thr Ile Tyr Tyr Ser Gly Ser Ala Tyr Tyr As n Pre Ser 
50 	 55 60 

Leu Lye ;per Arg Val Thr Met Ser Val Asp Thr Ser Lye Aen Gin Phe 
65 	 70 75 80 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr 

85 90 95 
Cys Val Arg Asp Tyr Tyr Asp Ser Ser Gly His Tyr Tyr Asn Trp Phe 

100 105 110 
Asp Pro Trp Gly Gin Gly Thr Thr Val Thr Val. Ser. Ser 

115 	 120 125 

<210> 35 
‹211› 30 
<212> DNA 
‹213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 35 
ggtqgctoca tcagcagtqg taat.tactac 

<210> 	36 
<211> 10 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 36 
Sly Gly Ser Ile Ser Ser Gly Ace Tyr Tyr 
1 	 5 10 

<210> 37 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	37 
atctattata gtggaagcgc c  

<210> 38 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 38 
Ile Tyr Tyr Ser Gay Ser Ala 
1 	 , J 

<210> 39 
<211> 51 

30 

21 



<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 39 
gtgagagatt actatgatag tagtggtcat tattacaact ggttcgaccc c 51 

<210> 40 
<211> 17 
<212> PRT 
<213> Artificial Sequence 

<2?0> 
<223> Synthetic 

<400> 40 
Val. Arg Asp Tyr Tyr Asp Ser Ser Gly His Tyr Tyr Asn. Trp Phe Asp 
1 	 5 	 10 15 

Pro 

<210> 41 
<211> 324 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 41 
gccatccaga tgacecagtc tccatcctcc ctgtetgeat ctgtaggaga cagagtcacc 60 
atcacttgcc gggeaagtca ggacattaga catgatttag gctqgtatca gcagaaacca 120 
gggaaagecc ctaagcgcct gatctatgpt gcatccagtt tgcaaagtgg ggteccatea 180 
aggttcagcg gcagtggatc tgagacagaa ttcactctca caatcagcag cetgcagoet 240 
gaagattttg caapttatta ctgtctacag cataatactt accegtggac gtteggcoaa 300 
gggaccaagg tggagatcaa acga 324 

<210> 42 
<211> 108 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 42 
Ala Ile Gin Met Thr Gin Ser Pro Ser Ser Lau Ser. Ala per Val Sly 
1 	 5 	 10 15 
Asp Arg Val Thr Ile Thr Cys. Arg Ala Per Gin Asp lie Arg His Asp 

20 	 25 30 
Len a!1 Trp Tyr Gin Gin Lys Pro Sly Lys Ala Pro Lys Arg Leu Ile 

35 	 40 45 
Tyr Ala Ala Ser Ser Leu Gin Ser. Sly Val Pro Ser Arg Phe Ser Sly 

50 	 SS 60 
Ser Sly.  Ser Sly Thr Glu Phe Thr Len Thr Ile Ser Ser Leu Gin Pro 
65 	 70 	 75 80 
Glu Asp She Ala Thr Tyr Tyr Cys Len Gin. His Asn Thr Tyr Pro Trp 

85 	 90 95 
ThrPhe Sly Gin sly Thr Lys Val Glu Ile Lys Arg 

100 	 105 

1 0 



<210> 43 
<211> 18 
<212> DMA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 43 
caggacatta gacatgat 

<210> 44 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 44 
Gin Asp 2 e Al, 	His Asp 

1 	 5 

<210> 45 
<211> 	9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 45 
gctgcatcc 

<210> 46 
<211> 3 
<21 2> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	4E, 
Ala Ala Ser 
1 

<210> 47 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 47 
ctacagcata atacttaccc qtggacg 

<210> 48 
<211> 
<212> PRT 
<213> Artificial Sequence 



<220-, 
<223> Synthetic 

<400> 48 
Leu Gin His Asn Thr Tyr Pro Trp Thr 

5 

<210> 49 
<211> 357 
<212> DNA 
<213› Artificial Sequence 

<220> 
<223> Synthetic 

<400> 49 
caggtgcagc tggtgcagtc tgggggaggc ctggtcaagc ctggggggtc cctgagactc 50 
tcctgtacag cctctggatt caccttcagt acctatagca tgaactgggt cc  gccaggct 120 
ccagggaagg ggctggagtg ggtctcatcc attagtagta gtagtagtta catatactac 180 
gcagactcag tgaacggccg attcaccatc tccagagaca acgccaagaa ctcactgtat 240 
ctgcaaatg 	aagectgag agcc3aggac a 	c acggctgtgt attactgtgc gagagatcgt 300 
ggatacacct ttggggttga ctactggggc cagggaacca cggtcaccgt ctcctea 357 

<210> 50 
<211> 119 
<212> PRT 
<213> Artificial Sequenre 

<220> 
<223> Synthetic 

<400> 50 
Gin Val Gin Leu Val Gin Ser Sly sly Sly Leu Val Lys Pro Sly Sly 
1 	 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Sly Phe Thr Phe Ser Ser Tyr 
20 25 30 

Ser Met Asn Trp Val Arg Gin Ala Pro Sly Lys Sly Leu Glu Trp Val 
35 	 40 45 

Ser Ser lie Ser Ser Ser Ser Ser Tyr Ile Tyr Tyr Ala Asp Ser Val 
50 	 55 60 

Lys Sly Arg Pte Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr 
65 	 70 75 80 
Leu Gin Met Asn Sex-  Leu Arg Ala Giu Asp Thr Ala Val Tyr Tyr Cys 

65 90 95 
Ala Arg Asp Arg Gly Tyr Thr Phe Sly Val Asp. Tyr Trp Sly Gin sly 

100 105 110 
Thr Thr Val Thr Val Ser.  Ser 

115 

<210> 51 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400› 51 
ggattcapct tcagtagcta tagc 24 

<210> 52 



<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 52 
Gly She Thr She Ser Ser Tyr Ser 
1 	 5 

<210> 53 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 53 
attagtagta gtagtagtta cata 

<210> 54 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 54 
Ile Scr Ser Ser Ser Ser Tyr Ile 
1 	 5  

<210> 55 
<211> 36 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	55 
gcgagagatc gtggatacac ctttggggtt gactac 

<210> 	56 	, 
<211> 12 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 56 
Ala Arg Asp Arg Gly Tyr Thr She Gly Val Asp Tyr 
1 	 5 110 

<210> 57 
<211> 324 
<212> DNA 
<213> Artificial Sequence 

13 



<220> 
<223> Synthetic 

<400> 57 
gccatccaga taacccagtc tccatcctcc ctgtctgcat ctgtaggaga cagagtcacc 60 
atcacttgcc gggcaagtca gggcattaga aatgatttag gctgqtatca geagaaacca 120 
gggaaagccc ctaagcgcct gatctatqct acatccagtt tgcaaagtgg ggtcccatca 180 
aggttcagcg gcagtgaatc tgggacagaa ttcactctca caatcagcag cctgcagoct 240 
gaagattttg caacttatta ctgtctacag cataatagtt acccgtacac ttttggccag 300 
gggaccaagg tggagatcaa acga 324 

<210> 58 
<211> 108 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic  

<-400> 	58 
Ala Ile Gln Met Thr Gin Ser Pro Ser Ser Len Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Arg Val Thr Tie Thr Cys Arg Ala Ser Gin Gly Ile Arg Asn Asp 
20 25 30 

Leu Gly Trp Tyr Gin Gin Lys Pro Gly Lys Ala. Pro Lys Arg Len Ile 
35 	 40 45 

Tyr Ala Ala Ser Ser Len Gin Ser Gly Val Pro Ser Arg She Ser Gly 
50 	 55 60 

Ser Gly Ser Gly Thr Gin She Thr Len_ Thr Iie Ser Oer Len Gin Pro 

65 	 70 75 80 
Gin Asp Phe Aia Thr Tyr Tyr Cys Len Gin His Ash Ser Tyr Pro Tyr 

85 90 95 
Thr She Gly Gin Gly Thr Lys Val Gin Ile Lys Arg 

100 105 

<210> 59 
<211> 18 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 59 
cagggcatta gaaatgat 18 

<210> 60 
<211> 6 
<212> PST 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 60 
Gin Gly Ile Arg Asn Asp 
1 	 5 

<210> 61 
<211> 9 
<212> 	;NA 

14 



<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 61 
gctgcatcc 9 

<210> 62 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 62 
Ala Ala Ser 
1 

<210> 63 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 63 
ctacagcata atagttaccc gtacact 27 

<210> 	64 
<211> 9 
<212> pRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 64 
Leu Gin His Asn Ser Tyr Pro Tyr Thr 

5 

<210> 65 
<211> 375 
<212> DNA 
<213> Artificial Seauence 

<220> 
<223> Synthetic 

<400> 65 
caggtgcagc tggtgcagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc 60 
acctgcactg tctctggtgg ctccatcatc acttatagtt actactgggg ctggatccgc 120 
cagcccccag ggaaggggct ggagtggatt gggactatcc atcatagtgg gagcacctac 180 
tacaacccgt ccctcaagag tcgagtcacc atatccgtag acacgtccaa gaaccagttc 240 
tccctgacac tgagttctgt gaccgccgca gacacggctg tgtattactg tgcgagagac 300 
tactatgata gtagtggtta ttattataac Lggttegacc cctggggcca gggaaccatg 360 
gtcaccgtct cctca 375 

<210› 66 
<211> 125 

1 5 



<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	68 
Gln Val Gin Leu Val Gin Ser Giy Pro Giy Leu Val. Lys Pro Ser Glu 

1 5 10 15 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser lie Ile Thr Tyr 

20 25 30 
Ser Tyr Tyr Trp Sly Trp Ile Arg Gin. Pro Pro Gly Lys Gly Leu Glu 

35 40 45 
Trp lie Gly Thr Ile His His Ser Sly Ser Thr Tyr Tyr Asn Pro Ser 

50 55 60 
Leu Lys Ser Arg Val Thr Ile Per Val Asp Thr Per Lys Asn Gin Phe 
65 70 75 80 
Per Leu Thr Leu Per Ser Val Thr Ala Ala Asp Thr Ala Val Tyr. Tyr 

85 90 95 
Cys Ala Axg Asp Tyr Tyr Asp Ser Ser sly Tyr Tyr Tyr Asn Trp Phe 

100 105 110 
Asp Pro Trp Gly Gin Gly Thr Met lal Thr Val Ser Ser 

115 120 125 

<210> 67 
<211> 30 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400>667 
ggtggctcca tcatcactta tagttactac 

<210> 68 
<211> 10 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic.  

<400> 68  
Sly Gly Ser Ile. Ile Thr Tyr. Ser Tyr Tyr 
1 5 10 

<210> 69 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 69 
atccatcata gteggagcac C 

<210> 70 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

30 

21. 

16 



<220> 
<223> Synthetic 

<400> 70 
Ile His His Ser Gly Ser Thr 
1 	 5 

<210> 71 
<211> 51 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 71 
gcgagagact actatgatag tagtggttat tattataact ggttcgaccc c 51 

<210> 72 
<211> 17 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 72 
Ala Arg Asp Tyr Tyr Asp 	er Ser Gly Tyr Tyr Tyr Asn Trp Phe Asp 
1 	 5 	 10 15 
Pro 

<210> 73 
<211> 324 
<212> DNA 
<212> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 73 
gccatccaga tgacccagtc tccatcctcc ctgtctgcat ctgLaggaga eagagtcacc 60 
atcacttgcc gggcaagtca gggcattaga aatgatttag gctggtatca gcauaaacca 120 
gggaaagccc ctaagcgcct gatctatgct gcatccagtt tgcaaagtgg ggtcccatca 180 
aggttcagcg qcagtggatc tgggacagaa ttcactctca caatcagcag cccgcagcct 240 
gaagatnttg caat ctatta ctgtctacag cataatagtt ccccgtggac gttpggccaa 300 
ggqaccaagg tggagatcaa acga 324 

<210> 74 
<211> 108 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 74 
Ala Ile Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1 	 5 	 10 15 
Asp Arg Val Thr Ile Thr Cy s Arg Ala Ser Gin Gly Ile Arg Asn Asp 

20 	 25 30 

17 



Leu Gly Trp Tyr Gin Gin Lys Pro Gly  Lys Ala Pro Lys Arg Lou Ile 
35 	 40 45 

Tyr Ala Ala Ser Ser Leu Gin See Gly Val Pro Ser.  Arg Phe Ser Gay 
50 	 55 60 

Ser Gly Ser Gly The Glu Phe The Leu The lie See Ser Leu Gin Pro 
65 	 70 75 	 80 
Glu Asp Phe Ala The Tyr Tyr Cys Leu Gin His Asn Ser See Pro Trp 

85 90 	 95 
The Phe Gly Gin Gly Thr Lys Val Gin Ile Lys Arg 

100 105 

<210> 75 
<211> 	18 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 75 
cagggcatta gaaatgat 

<210> 76 
<211> 	6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 76 
Gin Gly Ile Arg Asn Asp 
1 	 5 

<210> 77 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 77  
gctgcatcc 

<210> 78 
‹21a› 3 
<21.2> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 78 
Ala Ala See 

<210> 79 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

18 

9 
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<220> 
<223> Synthetic 

<400> 	79 
ctacagcata atagttcccc gtggacg 27 

<210> 80 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	80 
Lou Gin His Asn Ser Ser Pro Trp Thr 
1 	 5 

<210> 81 
<211> 369 
<2.12> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 81 
caggtgcact tgaaggagtc tggtcctacg ctggtgaaac ccacacagac cctcacgctg 60 
acctgcacct tctctgggtt ctcactcagc actagtggag tgggtgtggg ctggatccgt 120 
cagcccccag gaaaggccct ggagtggctt gcactcattt attggaatga tgataagcgc 180 
tacagcccat ctctgaagag caggctcacc atcaccaagg acacctccaa aaaccaggtg 240 
gtccttacaa tgaccaacat ggaccctgtg gacacagcca catattactg tacacacacc 300 
tcccqttata actggcacta cggettcctt gactactggg gccagggaac cacggtcacc 360 
gtctcctca 369 

<210> 82 
<211> 123 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 82 
Gin Val His Lou Lys Glu Ser Gly Pro in Leu. Vol Lys Pro Thr Gin 

5 	 1 0 15 
Thr Leu Thr Leu Thr Cys Thr Phe Ser Gly Phe Ser Leu Ser Thr Ser 

20 	 25 30 
Gly Val Gly Val Gly Trp Ile Arg Gin Pro Pro Gly Lys Ala Leu Glu 

35 	 40 45 
Trp Leu Ala Leu Ile Tyr Trp Asn Asp Asp Lys A.L9 Tyr Ser. Pro Ser 

50 	 55 60 
Lou Lys Ser Arg Lou Thr Ile Thr Lys Asp Thr See Lys Asn Gin Val 
65 	 70 	 75 80 
Vol LouThr Met Thr Asn Met Asp Pro Val Asp Thr Ala Thr Tyr Tyr 

85 	 90 95 
Cys Thr. His Thr See Arg Tyr Asn Trp His Tyr Gly She Lou Asp Tyr 

100 	 105 110 
Trp Gly Gin Gly The The Val The Val See Ser 

115 	 120 
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<210> 83 
<211> 30 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 83 
gggttctcac tcagcactag tqqagtgggt 3C 

<210> 	84 
<211> 10 
<212> PRT 
<213> Artificial Sequence 

<220> 
<2237, Synthetic 

<400> 84 
Gly Phe Ser Leu Ser Thr Ser Gly Val Gly 
1 	 5 	 10 

<210> 85 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 85 
atttattgga atgatgataa g 21 

<210> 86 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 86 
Ile Tyr Trp Asn Asp Asp Lys 
1 	 5 

<210> 87 
<211> 45 
<21.2> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 87 
acacacacct cccgttataa ctggcactac ggettecttg actac 45 

<210> 88 
<211> 15 
<212> PRT 
<213> Artificial Sequence 

20 



<22.8> SynthetiC. 

<400> 88 
Thr His Thr Ser Arg Tyr Aso Trp His Tyr Gly She Leo Asp Tyr 
1 	 5 	 10 15 

<210> 89 
<211> 324 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 89 
gecatccags tgacccagtc tccatectca Ctgtctgcat ctgtaggaga cagagtcacc 60 

katcacttgto gggcgagtca gggcattagc aattatttag cctggtttca gcagaaacca 120 
gggaaagccc ctaagtccct gatctatgct gcatccagtt tgcaaagtgg ggtcccatca 180 
ao.qttcagcg gcagtggatc tgggacagat ttcactctca ccatcagcag cctgcagcct 240 
gaagattttg caacttatta ctgccaaeaa tataatagtt acccgctcac tttcggcgga 300. 
gggaccaagg tggaaatcaa acga 324 

<210> 90 
<211> 108 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	90 
Ala Ile Gln Met Thr Gin Ser Pro Ser Ser Leo Ser. Ala Ser Val Gly 
1 	 5 	 10 15 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gin Gly Ile Scr Ash. Tyr 
20 	 25 30 

Leu Ala Trp Phe Gin Gin Lys Pro Gly Lys Ala Pro Lys Ser Leo Ile 
35 	 40 45 

Tyr Ala Ala Ser Ser.  Leu Gin Ser Gly Val Pro Ser Lys She Ser Gly 
50 	 55 60 

Ser Gly Ser Gly Thr. Asp Phe Thr Leu Thr Ile Ser Ser Leu Gin Pro 
65 	 70 	 '75 80 
Coi 	Asp Phe Ala Thr Tyr Tyr Cys Gin Gin Tyr Asn Ser Tyr Pro Leu 

85 	 90 95 
Thr The Gly Gly Gly Thr Lys Val Gig: Ile Lys Arg 

100 	 105 

<210> 91 
<211> 18 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 91 
cagggcatta gcaattat 19 

<210> 	92 
<211> 6 
,-212> PIT 
<213> Artificial Sequence 
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<220> 
<223> Synthetic 

<400> 92 
Gin Gly Ale Ser Asn Tyr 
1 	 5 

<210> 93 
<211> 9 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Synthetic 

<400> 93 
qctgcatec 9-..:' 

<210> 
<2:11> 	3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<222> Synthetic 

<400> 94 
Ala Ala Ser 

1- 

<210> 99 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	95 
caacaatata atagttaccc gctcact 27 

<210> 96 
<211> 9 
<212> PRT 
<213> Artificial Sequel:ice 

<220> 
<223> Synthetic 

<400> 96 
Gin Gin Tyr Asn Ser Tyr Pro Leu Thr 

5 

<210> 97  
<211> 375 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

'70 



<400> 97 
gaggtgcagc tggtqcagtt gggcccagga ctggtgaagc cttcggagac cctgtocctc 60 
acctgcactg tctctggtgg ctocatcagc aatagtaatt actactgggg ctggatccgc 120 
cagcccccag gaaaggggot ggagtagatt gggactacct attatagtgg gaccacctac 180 
tacaaceegt ccctcaagaa tcgagtcacc atatccgtag acacgtccaa gaaccaattc 240 
tecctgaagc tgagctctgt gaccgccgca gacacggctq tgtattactg tgcgagagat 300 
tattatgata gtagtggt 	t ta tattacaao tggttcgatc cctggggcca gggaaccacq 360 
gtcaccgtct cc-Loa 375 

<210> 	98 
<211> 125 
<212> PAT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 98  
Giu Val Gin Leu Val Gin Leu Giy Pro Gly Leu Val L S Pro Ser Glu 
1 	 5 	 10 15 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly er Ile Ser Asn Ser 

20 	 25 30 
Asn Tyr Tyr Trp Giy Trp Ile Arg Gin Pro Pro Gly Lys Giy Leu Glu 

35 	 40 45 
Trp Ile Giy Thr Thr Tyr Tyr Ser Giy Thr Thr Tyr Tyr Ass. Pro Ser 

50 	 55 60 
Leu Lys Ser Arg Vai Thr Ile Ser Val Asp Thr Ser Lys Asn Gin Phe 
6.5 	 70 	 75 80 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr 

85 	 90 95 
Cys Ala Arg Asp Tyr Tyr Asp Ser Ser Gly Tyr Tyr Tyr Asn Trp Phe 

100 	 105 110 
Asp Pro Trp Giy Gin Gly Thr Thr Val Thr Val Ser Ser 

115 	 120 125 

<210> 99 
<211> 30 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 99 
ggtggctcca tcagcaatag taattac ac 30 

<210> 100 
<211> 10 
<212> PAT 
<213> Artificial Sequence. 

<220> 
<223> Synthetic 

<400> 	1.00 
Gay Gly Ser Ile Ser Asr Ser Asn Tyr Tyr 
1 	 5 	 10 

<210> 101 
<211> 21 
<212> DNA 
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<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	1.01 
acctattata gtgggaccae c 21 

<210> 102 
<211> 7 
<212> PRT 
<212> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 102 
Thr Tyr Tyr Sex' Gly Thr Thr 
1 	 5 

<210> 103 
<211> 51 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 103 
gcgagagatt at_tatgatag tagtggttat tattacaact ggttcgatcc c 51 

<210> 104 
<211> 17 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 104 
Ala Arg Asp Tyr Tyr Asp Ser Ser Gly Tyr Tyr Tyr Psn Trp Phe Asp 

1 	 5 10 15 
Pro 

<210> 105 
<211> 324 
<212> DNA 
<213> Artificial Sequence 

<220>  
<223> Synthetic 

<400> 105 
gccatccaga tgacccagtc tccatcctcc ctgtctgcat ctgtaggaga cagagtcacc 50 
atcacttgcc gggcaagtca ggacattaga aatgatttag gctggtatca gcagaaacca 120 
gggaaagccc ctaagcgcct gatctatgct gcatccagtt tgcaaagtgg ggtoccatca 180 
aggttcagcg gcagtggatc tgggacagaa ttcagtctca cactcagcag cctgcagcct 240 
qaagattttq caacttattt ctgtctacag catcatattt acccgtggac gttcggecaa 300 

gggaccaagg tggagatcaa acga 324 

<210> 106 
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<211> 108 
<212> PRT 
213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	106 
Ala Ile Gin Met Thr Gin Ser Pro Ser Ser Leu. Ser Ala Ser Val Giy 
1 5 10 15 

Asp Arg Val. Thr Ile Thr Cys Arg Ala Ser Gin l sjJ lie Arg Asn Aso 
20 25 30 

Leu Giy `n .p Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Arg Len Ile 
35 40 45 

Tyr Ala Ala Ser Ser Leu Gin Ser Gly Val Pro Ser. Arg Phe Per Giy 
50 55 60 

Ser Gly Ser Giy Thr Glu Phe Ser Leu Thr Leu Ser Ser Leu Gin Pro 
65 70 75 80 
Glu Asp Phe Ala Ti: Tyr Phe Cys Leu Cri His His Ile Tyr Pro Jrp 

85 90 95 
Thr Phe Gly Gin Gly Thr Lys Val Gin lie Lys Arg 

100 105 

<210> 107 
<211> 18 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 107 
caggacatta gaaatgat 

<210> 108 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	108 
Gin Asp Ile Arg Asn Asp 
1 5 

<210> 	109 
<211> 	9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 109 
gctgcatcc 

<210> 110 
<211> 3 
<212> PRT 
<213> Artificial Sequence 



<220> 
<223> Synthetic 

<400> 	110 
Ala Ala Ser 

<210> 111 
<211> 27 
<212> DNA 
<213> Artificial. 	Sequence 

<220> 
<223> Synthetic 

<400> 111 
ctaeagcatc atatttaccc gtggacg 27  

<210> 112 
<211> 9 
<212> PAT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 112 
Leu Gin His His Ile Tyr Pro Trp Thr 
1 	 5 

<210> 113 
<2.1> 	355 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 113 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc cr.gggaggtc cctgagactc GO 
tactgtgcag cctctggatt cacctteagt cgctatgaca ttcactgggt ccgccaggct 120 
ccaggcaagg ggctggagtg ggtgqctgtt atatcttatg atggaagtga tgaatactat J80 
gtagactocg tgaagggccg attcagcatc toccgaaaca attccaagaa cacgctttat 240 
ctacapatga acagtctgaa gcctgcggac tcggctgttt attactgtgt gaaaggagat 300 
ctggaacttg gttttgacta ctggggccag ggaaccctgg tcaccgtetc ctcaa 355 

<210> 114 
<211> 118 
<212> PAT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 114 
G. 	Val Gin Leu Val Glu Ser Gly Gly Gay Val Val Gin Pro Gay Arg 
1 	 5 10 15 

Ser Leu Arg Leu Ser 011 Ala Ala Ser Gly Fine Thr Phe Ser Arg Tyr 
20 25 30 

Gly Ile His lip Val Arg Gin Ala Pro Gly Lys Gly Leu Clu Trp Val 
35 	 40 45 

Ala Val Ile Ser Tyr Asp Giy Ser Asp Glu Tyr Tyr Val Asp Ser Val 



5,0 	 55 60 
Lys Gly FSrg She Ser Ile Sea Arg Asp Asn Sea Lys Asn Thr c.--u Tyr 
65 	 70 75 80 
Len Gin Met Asn Ser Len Arg Pro Ala. Asp Ser. Ala Val Tyr Tyr Cys 

85 90 95 
Val Lys Gly Asp Len Giu Leo Gly Phe Asp Tyr Tap Gly Gil Giy Thr 

100 	 105 110 
Len Val Thr. Val Ser Ser 

115 

<210> 115 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400:-, 	115 
ggattcacct tcagtcgcta tggc 

<210> 115 
<211> 8 
<212> PAT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 1 
Giy She Thr She Sea Arg Tyr Gly 
1 	 5 

<210> 117 
<211:1, 	24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 117 
atatcttata atggaagtga tgaa 

<210> 118 
<211> 	8 
<212> 	SRI` 
<213> ArtiEicia:1 	Sequence 

<220> 
<223> Synthetic 

<400> 118 
Ile Sea Tyr Asp Gly Sea Asp Gin 

5 

<210> 119 
<211> 33 
<212> DNA 
c213> Artit cial. Sequence 
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<220> 
<223> Synthetic 

<400> 	119 
gtgaaaggag atctggaact tggttttgac tao 33 

<210> 120 
<211> 11 
<212> PRT 
5213> Artificial Sequence 

<22 0> 
<223> Synthetic 

<400> 120 
Val Lys Gly Asp Leu Giu Leu Gly Phe Asp Tyr 
1 	 5 	 10 

<210> 	121 
<211> 337 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 121 
gatattgtga tgactcaggc tqcaccctct atacctgtca ttccaggaga gtcagtatcc 60 
atgtcctgca ggtctagtaa gagtctcctg tacaataatg gacatactta cgtgtattgg 120 
tttgtgoaga ggccaggcca gtctcctcag ctectgatat atcggatgtc caaccttgcc 180 
tcaggagtcc cagacaggtt cagtagcagt gggtcaggaa ctgctttcac actgagaatc 240 
agtagagtgg aggctgagga tgtgggtgtt tattactgta tgcaaaatct agaatttccg 300 
ctcacgttcg gtgctgggac caagctggag ctgaaac 337 

<210> 122 
<211> 112 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 122 
Asp Ile. Val Met Thr Gin Ala Ala Pro Ser Ile Pro  Val Ile Pro Gly 
.1 	 5 	 10 15 
Gin Ser Val Ser Met Ser Dye Arg Ser Ser Lys Ser Leu Leu. Tyr Ser 

20 	 25 	 30 
Asn Gly His Thr Tyr Val Tyr Tnp Phe Vaa Gln Arg Pro Gly Gin Ser 

35 	 40 	 45 
Pro Gin Leu Leu Ile Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 

SO 	 55 	 60 
Asp Arg Phe Ser Gly Ser Gly Ser Sly Thr Ala Phe Thr Leu Arg Ile 
65 	 70 	 75.  80 
Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Dye Met Gin Asn 

85 	 90 95 
Levi Giu Phe Arc Leu Thr Phe Gly Ala Giy Thr Lys Lena Glu Leu Lys 

100 	 105 	 110 

<210> 123 
<211> 33 
<212> DNA 
<213> Artificial Sequence 
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<220> 
<223> Synthetic 

<400> 123 
aagagtctcc tgtacaqtaa tggacatact tac 

<210> 124 
<211> 11 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	12.4 
Lys Ser Leu Leu Tyr Ser Asn Gly His Thr Tyr 
1 	 5 10 

<210> 125 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 125 
cggatgtcc 

<210> 126 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 126 
Arg Met Ser 
1 

<210> 127 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 127 
atgcaaaatc tagaatttec gctcacg 

<210> 128 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 128 

29 



Met. Gin Mil Leu Glu Phe Prc Len Thr 
1 

<210> 129 
<211> 355 
<212> DNA 
<21.3> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 129 
caggtgcagc tggtggaggc ggggggaggc gtggtccagc ctgggaggtc cctgagacto 60 
tcctgtgcag cctctggatt caccttcagt cgctatggca ttoactgggt ccgccaggct 1.20 
ccaggcaagg ggctggagtg gatagctgtt atatcttatg atggaactqa tgaatactat 100 
gcagactccg tgaagggocg attcaccatc tcccgagaca attacaagaa cacgctttat 240 
ctacaaatga acagtctgag acctgaggac tcggctgtat attactgtgc gaaaggagat 300 
ctggaacttg gttttgacta ctggggccag ggaaccctgg tcaccgtctc ctcaa 355 

<210> 130 
<211> 118 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 130 
Gin Val Gin Leu Val Clu Ala Gly Gly Gly Val Val Gin Pro Giy Arg 
1 	 5 	 10 15 

Ser Len Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arq Tyr 
20 	 25 30 

C]. 	Ile 	is Trp Val. Arg Gln Ala Pro Gly Lys Gly Len Gin Trp Val 
35 	 40 45 

Ala Val Ile Ser Tyr Asp Gly Thr Asp Gin Tyr Tyr Ala Asp Ser Val 
50 	 55 60 

Lys Gly Arg Phe. Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Len Tyr 
6.5 	 70 	 75 80 
Len. Gin Met Asn Ser Leu Arg Pro Ala Asp Ser Ala Val Tyr Tyr Cys 

85 	 90 95 
Ala Ly 	Gary Asp Len Glu Len. Gly Phe Asp Tyr Trp Gly Glh Gly Tar 

100 	 105 110 
Len Val Thr Val Ser Ser 

115 

<210> 131 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	131 
ggattoacct tcagtcgcta tggc 24 

<210> 	1.32 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
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<223> Synthetic 

<400> 132 
Gly the Thr Phe Ser ....r.-  Tyr Gly 
1 	 5 

<210> 133 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 133 
atatcttatg atggaactga tgaa 

<210> 134 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	134 
Ile Ser Tyr Asp Gly Thr Asp Glu 
1 
	

5 -) 

<210> 135 
<211> 33 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 135 
gcgaaaggag atctggaact tggttttgac tac 

<210> 136 
<211> 11 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 136 
Ala Lys Gly Asp Leu Giu Leu Gly Phe Asp Tyr 
1 	 5 10 

<210> 137 
<211> 322 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 137  
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gCcatCcggt tgacccagtc tccatcttcc gtgtctgcat ctgtaggaga cagagtcacg 60 
atcacttgtc gggcgagtca ggatattagt atttggttag cctgatatca gcagagtcca 120 
gggaaagccc ctaaactcct gatcaatatt gcatcccgtt .4gcaaagtgg ggtcccatca 180 
aggttcagcg gcagtggatc tgggacagat ttcactctca ccatcaacgg tctgcagcct 240 
gaagattt.tg taacttacta ttgtcaacag gctaacagtt tCccgatcac cttcggccaa 300 
gggacacgac tggcgaccaa ac 322 

<210> 138 
<211.?. 	107 
<2125 PRT 
<213> Artificial Sequence 

<2205 
<2235 Synthetic 

<400> 138 
Ala Ile Arg Leu Thr Gin Ser Pro Ser Ser Val Ser Ala Ser Val. Giy 
1 	 5 10 15 

Asp Arg Val Thr Ile Tht Cys Arg Ala Ser Gin Asp Ile Ser lie Trp 
20 25 . 30 

Leu Ala T,t.p Tyr Gin. Gln Ser. Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Asn Val Ala Ser Arg Leu Gln Ser Gly Val Pto Ser Ara Phe Ser Gly 
50 	 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Asn Gly Leu Gln Pro 
65 	 70 75 80 
Glu Asp Phe Val Thr Tyr Tyr Cys Gin Gin Ala. Asn Ser the Pro Ile 

85 90 95 
Thr Phe Gly Gin Gly Thr Arg Leu Ala Thr Lys 

100 105 

<210> 139 
<2115 18 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 139 
caggatatta gtatttgg 18 

<210> 140 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 140 
Gin. Asp Iie Ser fl.e Trp 
1 	 5 

<210> 141 
<2115 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 
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<400> 141 
gttgcatcc 

<210> 142 
<211> 3 
<212> PRT 
<213> Artificial Se uence 

<220> 
<223> Synthetic 

<400> 142 
Val Ala Ser 
1 

<210> 	143 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 143 
caacaggcta acagtttecc gatcacc 27 

<210> 	144 
<211> 	9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 144 
Gln Gin Ala ?sn Ser Phe Pro rie hr 
1 

<210> 145 
<211> 358 
<212> DNA 
<213> Artificial S ..a ence 

<220> 
<223> Synthetic 

<400> 145 
caggtgcagc tggtgcagtc tgggggaggc ctggtcaagc ctggggggtc cctgagactc 60 
tcctgtgcag cctctggatt catcttcaat acctatacca tgaattgggt ccgccaggct 120 
ccagggaagg ggctggagtg gcltctcatcc atcactagtc gtggtactta tatattctac 180 
tcagactcac ttaagggccg attcaccatt tccagagaca acgccaataa ctcactgttt 240 
ctgcaaatga acagcctgag agtcgaagac acagctgttt attactgttc gagagatcgt 300 
ggatacacct ttggtcctga ctactggggc cagggaaccc tggtcaccgt ctettcag 358 

<210> 146 
<211> 	119 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 
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<400> 146 
Gin Val Gin Leu Val Gin Sex Gly Ply Gly Leu Val A,1s Pro G_ Gly 
1 5 10 15 

Ser Len Arg Leu Ser CVs Ala Ala Ser Gly Phe Ile Phe Asn Thr Tyr 
20 25 30 

Thr Met Asn Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Giu Trp Val 
35 40 45 

Ser Ser Ile Thr Ser Arg Gly Thr Tyr. Ile Phe Tyr Per Asp Ser Leu 
50 55 60 

Lys G:L 	Arg Phe Thr Ile Per Arg Asp Asn Ala Asn Asn Ser Leu Phe 
65 70 75 80 
Leu Gi 	Net Asn. Ser Leu Arg Val Giu Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 
Ser Arg Asp Arg Cl' Tyr Thr Phe Gly Pro Asp Tyr Trp Gly Glh Gly 

100 105 110 
Thr Leu Val Thr Val Per Per 

115 

<210> 147 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 147 
ggattcatct tcaataccta tace 

<210> 148 
<212> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 148 
Gly Phe Ile Phe Asn Thr Tyr Thr 
1 5 

<210> 149 
<211> 24 
<212> DNA 
<213> Artifi 	al Sequence 

<220> 
<223> Synthetic 

<400> 149 
atcactagtc gtgggtactta tate 

<210> 	150 
<211> 	8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 150. 
lie Thr Ser Arg Ply Thr Tyr Ile 

24 

24 
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5 

<210> 151 
<211> 36 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 151 
tcgagagatc gtggatacac ctttggtcct gactac 36 

<210> 152 
<211> 12 
<212> OPT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	152. 
Ser Arg Asp Arg Gly Tyr Thr Phe Gly Pro Asp Tyr 
1 	 5 10 

<210> 153 
<211> 322 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 153 
gacatccaga tgacccagtc tccatcctcc ctgtctgcat ctataggaga cagagtcacc 60 
atcacttgcc gggcaagtca agacattaga aatgatttag gctggtatca gcagaaacca 120 
gggaaagccc ctaagggOct gatctatgct gCatccagtt tgcaaagtgg ggtcccatca 180 
aggttcagcg gcagtggatc tgggacagaa ttcactctca caatcagcag cctgcagcct 240 
gaagattttg caacttatca ctgtctacat tatgattttc atcctcg9ac gttcggccaa 300 
gggaccaagg tggaaatcaa gc 322 

<210> 	154 
<211> 107 
<212> PRT 
<213> Artificial Seauence 

<220> 
<223> Synthetic 

<400> 154 
Asp Ile Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Ara Val Thr Ile Thr Cys Ara Ala Ser.  Gin Asp Ile Arg Asn Asp 
20 25 30 

Len Gly Trp Tyr Gist Gin Lys Pro Gly Lys Ala Pro Lys Gly Leu lie 
35 	 40 40 

Tyr Ala Ala Ser Ser Leu Gin Ser Gly Val Pro Ser Ara Phe Ser fly 
50 	 SS 60 

Ser Gly Seer Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gin Pro 
65 	 70 75 80 
Giu Asp Ph€  Ala Thr Tyr His Cys Leu His Tyr Asp Phe His Ps 	Arg 

85 90 95 

35 



Thr She Cly Gin Gly 'hr Lye Val Gin Ile Lye 
100 	 105 

<210> 155 
<211> 	18 
<212> DNA 
<213> Artificial Sequence 

<220. > 
<223> Synthetic 

<4300> 	155 
caggacatta gaaatgat. 

<210> 156 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 156  
Gin Asp Ile Arq Asn Asp 
1 	 5 

<210> 157  
<211> 	9 
<212.> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<4007, 	157 
gctgcatcc 

<210> 158 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	158 
Ala Ala Ser 

<210> 159 
<211> 27 
<212> DNA. 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 159 
ctacattatg attbbcatcc tcggacg 

<210> 160 
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<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 160 
Leu His Tyr Asp Phe His Pro Arg Thr 
1 	 5 

<210> 161 
<211> 391 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 161 
caggtgcaac tggtggagtc tgggggaggc gtggtccagc ctgggaggte cctgagaetc 60 
tectgtgcag cgtctggatt caccttcagt agetatgcca tgcactgggt ccgccagget .20 
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg atggaactaa ttattactat 180 
gcagactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat 240 
ctacaaatga acagcctgag agccgaggac acggctgtgt attactgtgc gaaagatccc 300 
ctatattacg atattttgac tgattattce cccgactact actacggtat agacgtetqa 360 
ggccaaggga ccacggtcac cgtetcctca g 391 

<210> 162 
<211> 130 
<212> PRT 
<213> Artificial Sequence 

< 22 0> 
<223> Synthetic 

<400> 162 
Gin Val Gin Leu Val Gin Ser Gly Gly Sly Val Val Gin Pro Gly Arg 
1 	 5 	 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Sly Phe Thr Phe. Ser Ser Tyr 
20 	 25 30 

Ala. Met His Trp Val Arg Gln Ala Pro Gay Lys Gly Leu Giu Trn Val 
35 	 40 45 

Ala Val Ile Trp Tyr Asp Sly TAr Ash Tyr Tyr Tyr Ala. Asp Ser Val 
50 	 55 60 

Lys Div Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn TAr Leu Tyr 
65 	 70 	 75 80 
Leu Gin Met Asn Ser Leu Arg Ala Giu Asp Thr Ala Val Tyr Tyr Cys 

35 	 90 95 
Ala Arg Asp Pro Leu Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Pro Asp 

100 	 105 110 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gin Sly Thr Thr Val Thr Val 

115 	 120 125 
Ser Ser 

130 

<210> 163 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 



<223> Synthetic 

<400> 	163 
qgattcacct tcagtagcta tgcc 24 

<210> 164 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 164 
Gly Pile Thr She Ser Ser Tyr Ala 
1 	 5 

<210> 165 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 165 
atatggtatg atggaactaa t:-at 24 

<210> 166 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 166 
Ile Trp Tyr Asp Gly Thr Asn Tyr 
1 	 c, 

<210> 167 
<211> 69 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 167 
gcgagaqatc ccctatatta cgatattttg actggttatt eccccgacta ctactacggt. 60 
atggacgtc 69 

<210> 168 
<211> 23 
<212> PAT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 168 
Ala Arg Asp Pro Len Tyr Tyr Asp Ile Leu Thr Gly Tyr. Ser Pro Asp 
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1 	 5 	 10 15 
Tyr Tyr Tyr Gly met Asp Val 

20 

<210> 169 
<211> 	322 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	169 
gaaatagtga tgacgcaatc tccagccacc ctgtctgtgt ctccaggaga aagagccacc 60 
ct:ctcctgca gggccagtca gacttttagc agcaacttag cctggtacca gcagaaacct 120 
ggccaggctc ccaggetoct catctatggt gcatccacca gggccactgg tatcccagcc 180 
aggttcagtg gcagtgggtc tgggacagag ttcactctca ccatcagcag cotgcagtct 240 
gaagattttg cagtttatta ctgtcagcag tataataagt ggccgctcac ttteggcgga 300 
gggaccaagg tggagatcaa ac 322 

<2.10> 	170 
<211> 107 
<212> PIT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	170 
Giu Ile Val Met Thr Gin Ser Pro Ala Thr Len Ser Val Ser Pro Gly 
1 	 5 	 10 15 

Giu Arg. Ala Thr Leu Ser Cys Arg Ala Ser Gin Thr Phe Ser Ser Asap .  
20 	 25 	 30 

Leu Ala Trp Tyr Gin Gin Lys Pro Sly Gin Ala Pro Arg Leu Leu Ile 
35 	 40 	 45 

Tyr Sly Ala Ser Thr Asp Ala Thr Sly Ile Pro Ala Arg Phe Ser Gly 
50 	 55 	 60 

Ser Gly Ser Gil Thr Giu Phe Thr Leu Thr Ile Ser Ser Leu Gin Ser 
65 	 70 	 75 80 
Clu Asp Pte Ala Val Tyr Tyr Lye Gin. Gin Tyr Asn Lys Trp Pro Leu 

85 	 90 95 
Thr Phe Sly Gly Gly Thr Lys Val Giu Ile Lye 

100 	 105 

<210> 171 
<211> 18 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<4 0'0 >> 	171 
cagaotttta gcagcaac 18 

<210> 172 
<211> 6 
<212> PR' 
<213> Artificial Sequence 

<220> 
<223> Synthetic 
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<400> 172 
Gin Thr Phe Ser Ser Asn 
1 

<210> 173 
<211> 9 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Synthetic 

<400> 173 
ggtgcatcc 

<210> 174 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 174 
Gly Ala Ser 

<210> 175 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 175 
cagcagtata ataagtggcc gctcact 

<210> 176  
<211> 	9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 176 
Gin Gin Tyr Asn Lys Try. Pro Leu Thr 
I 	 r: 

<210> 177 
<211> 367 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 177 
gaggtgcagc tgteggagtc tgggggaggc ttagtccagc ctggggagtc cctgagactc 60 

27 

40 



tcctgtacag cctctggatt cacctttagc aactatgcca tgaactgggt ccgccaggat 120 
ccagggaagg ggctggagtg gatctcaact atcagtggta gtggtggtta tatatactac 180 
gcagactccg tgaagagccg gttcaccatc tccagagaca attccaagaa cacgctgtat 240 
ctgcaaatga acagcctgag agccgaagac acggccgtat atttctgtgc gaaagattcc 300 
aggtataact ggaactacgg caattttgac tactagggcc agggaaccct ggtcaccgtc 360 
tcctcag 367 

<210> 178 
<211> 122 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	178 
Glu Val. Gin Leu Leu Gin Ser Gly Gly Gly Leu Val Gin Pro Gly Giu 
1 	 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Sex Gly Phe Thr Phe Ser Ser Tyr 
20 25 30 

Ala Met Asn Trp Val Arg Gin Ala Pro Oly Lys Gly Leu Glu Trp Val 
35 40 45 

Ser Thr Ile Ser Gly Ser Gly Gly Tyr Ile Tyr Tyr Ala Asp Ser Val. 
50 	 '::,c 60 

Lys (31y Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 	 70 75 80 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Phe Cys 

85 90 95 
Ala Lys Asp Sec Ara Tyr Asn Trp Asn Tyr Gly Asn. Phe Asp Tyr Trp 

J  100 105 110 
Gly Gin Gly Thr Leu Val Thr Val Ser Ser 

115 120 

<210> 	179 
<211> 24 
<212> DNA 
<213'> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 179 
ggattcacct ttagcagcta tgcc 24 

<210> 	180 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 180 
Gay the Thr Phe Ser Ser Tyr Ala 
1 	 5 

<210> 181 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
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<223> Synthetic 

<400> 181 
atcagtggta gtggtggtta tata 24 

<210> 182  
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 182 
Ile Ser Gly Ser Gly Gly Tyr Ile 
1 	 5 

<210> 183 
<211> 45 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	183 
gcgaaagatt ccaggtataa ctggaactac ggcaattttg actac 45 

<210> 184. 
<211> 15 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 184 
Ala 1ys Asp Ser Arg Tyr Asn Tsp Asn Tyr Gly Asn She Asp Tyr 
1 	 5 	 10 15 

<210> 185 
<211> 322 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223-> Synthetic 

<400> 185 
gaaatagtaa tgacgcagtc tccaaccacc ctgtctgtgt ctccagggga aagaaccacc 60 
ctctcctgca gggccagtca gaatgttagc agcaacttag cctg5aacaa gcagaaacct 120 
ggecaggctc ccagactcct catctatgct acatccacca gggccactgg tgtcccagcc 180 
aggttcagtg ccagtgggtc tgggacagac ttcgctctca ccatcaacaq cctgcagtct 240 
gaagattttg cagtttatta ctgtcagcag tataataact ggcctctcac tttcggcgga 300 
gggaccaagg tggagatcaa ac 322 

<210> 186 
<211> 107 
<212> PRT 
<213> Artificial Sequence 

<220> 
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<223> Synthetic 

<400> 186 
Gin Ile Val Met Thr Gln Ser Pro Ala Thr Len Per Val Ser Pro Gly 
1 5 10 15 
Giu Arg Ala Thr Len Ser Cys Arg Ala Ser Gin Asn Val Ser Per Asn 

20 25 30 
Lou Ala Trp Asn Lys Gin Lys Pro Giy Gin Ala Pro Mg Len Len Ile 

35 40 45 
Tyr Ala Thr Per Thr Arg Ala Thr Giy Pal Pro Ala Arg Phe Per Ala 

50 5c 60 
Ser Gly Ser Giy Thr Asp Phe Ala Lei. Thr Ile Asn Per Lou Gin Per 
65 70 75 80 
Gin Asp Phe Ala Pal Tyr Tyr Cys Gin Gin Tyr Asn Asn Trp Pro Len 

85 90 95 
Thr She Giy Gly Gly Thr Lys Pal Gin Ile Lys 

100 105 

<210> 187 
<211> 18 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 187 
cagaatgtta gcagcaac 

<210> 188 
<211> 6 
<212> PAT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 188 
Gin Ace Val Ser Sea Asn 
I  5 

<210> 169 
<211> 9 
<212> DNA 
<212> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 189 
gctacatcc 

<210> 190 
<211> 3 
<212> PAT 
<213> Artificial Secluence 

<220> 
<223> Synthetic 

<400> 190 
Ala Thr Ser 

18 
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1 

<210> 191 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	191 
cagcagtata ataactggcc tctcact 27 

<210> 192 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 192 
Gin Gin Tyr Aan Asn Trp Pro Leu Thr 
1 	 5 J 

<210> 	193 
<211> 367 
<212> DNA 
<213> Artificial Sequence 

<220> 
‹223› Synthetic 

<400> 193  
gaggtgcaac tqttggaatc tgggggaggc ttagtacagc ctggggggtc cctgagactc 60 
tcctgtgtag cctctcgatt caccttcagc agcaatgcca tgagttqggt ccgccaggct 120 
ccagggacgg ggctggagtg ggtctcagct attactggta gtggtagtag gacatactac 180 
gcagactccg tgaagggccg gttcaccatc tccagagaca atbccaagaa cacgatgtat 240 
ctgcaaatga acagcctgag aggcgaggac acggccgtat attactgtgc gaaagatcaa 300 
gggggtacct ggaactacgg agattttgac tactggggcc agggaaccct ggtcaccgtc 360 
tcctcag 367 

<210> 194 
<211> 122 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 194 
Gin Val Gin Len Leu Glad Ser Gly Gly Gly Leu Val Gin Pro Gly 'Sly 

5 	 10 15 
Ser Leu Arg Leu Ser Cys Val Ala Ser Arg Phe Thr Phe Ser Ser An:. 

20 	 25 30 
Ala Met Ser Trp Val Arg Gin Ala Pro Gly Thr Gly Leu Gin Trp Val 

35 	 40 45 
Ser Ala Ile Thr Gly Ser Sly Ser Arg Thr Tyr Tyr Ala Asp Ser. Val 

50 	 55 60 
Lys Gay Arg Phe. Thr Ile Ser Arg Asp Asn Ser Lys Ann Thr Val Tyr 
65 	 70 	 75 80 
Leu Gin Met Ann Ser Leu Arg Gly Gin Asp Thr Ala Val Tyr Tyr Cys 
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85 90 	 95 
Ala Lys Asp Gln Gly Gly Thr Trp Ash Tyr Gly Asp She Asp Tyr Trp 

100 105 	 110 
Gly Gin Gly Thr Leu Val Thr Val Ser Ser 

115 1-20 

<210> 195 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 195 
cgattcacct tcagcagcaa tgcc 

<210> 	196 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 196 
Arg Phe Thr Phe Ser Ser Asat Ala 
1 	 5 

<210> 197 
<211> 24 
<212> DNA 
<213:' Artificial Sequence 

<220> 
<223> Synthetic 

<400> 197 

attactggta gtggtagt g gaca 

<210> 198 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 198 
Ile Thr Gly Ser Gly Ser Arg Thr 
1 	 5 

<210> 199 
<211> 45 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 199 

24 
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gcgaaagatc aagggggtac ctggaactac ggagattttg actac 45 

<210> 200 
<211> 15 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 200 
Ala Lys Asp Gin Gly Gly Thr Trp Asn Tyr Gly-  Asp ?he Asp Tyr 
1 	 5 10 15 

<210> 201  
<211> 322 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic, 

<400> 201 
gaaatagtga tgacgcagtc tccagccacc ctgtctgtgt ctccaggqga aagagccacc 80 
ctctcctgca qggccagtca gagtgttagc agcaacttag cctggtacca gcagaaacct 120 
ggccaggctc ccaggctcct catctatggt qcatccacca gggccactgg tctcccagcc 180 
aggttcagtg gcagtgggtc tgggacagac ttcactctca ccatcagcag cctgeagtct 240 
gaagattttg cagtttatta ctgtcagcag tataataact ggcctctcac tttoggcgga 300 
gggaccaagg tggagatcaa gc 322  

<210> 202 
<211> 107 
<212> PRT 
<213> Artificial Se_uence 

<220> 
<223> Synthetic 

<400> 202 
Glu Ile Val Met Thr Gin Ser Pro Ala Thr Leu Ser Val Ser Pro Gly 
1 	 5 10 15 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Sept; Val Ser Ser Asn 

20 26 30 
Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu Ile 

35 	 40 45 
Tyr Gly Ala Ser Thr Arg Ala Thr Gly Len Pro Ala. Arg Phe Ser Gly 

50 	 55 60 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gin Ser 
65 	 70 75 80 
Gin Asp Phe Aia Val Tyr Tyr Cys Gin Gin Tyr Asn Asn Trp Pro Leu 

85 90 95 
Thr Phe Gly Gly Gly Thr Lys Val Gin lie Lys 

100 105 

<210> 203 
<211> 	1.8 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 
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<400> 203 
cagagtgtta gcagcaac 	 18 

(210> 204 
<211> 6 

<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 204 
Gin Ser Val,user Ser Asn 
1 	 5 

<210> 205 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<22 .0> 
<223> Synthetic 

<400> 205 
ggtqcatcc 

<210> 206 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 206 
Gly Ala Ser 
1 

<210> 207 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 207 
caqcagtata ataactggcc tctcact 

<210> 208 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 20.8 
Gin Gin Tyr Asn Asn Trp Pro Leu Thr 

5 

9 

27 
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<210> 209 
<211> 373 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 209 
caggtgcagc tggtggagto tgggggagac gtggtccagc ctgggaggtc cctgagacte 60 
tcctgtacag ectotggatt caccttcagt agttatggca tgoactgggt ccgrcaggct 120 
ccaggcaggg gqctgaagtg ggtggcagtt atatcatttg atggaaaaaa Laaatactat 180 
gcagactccg tgaagggccg attcaccgtc tccagagaca attccaagaa cacgctgttt 240 
ctgcaaatga acagcctgag agctgaggac acggctctat attactgtgc gaaaaggata 300 
gcagcaactg gttactacta cttctacggt ttggacgtct ggggccaagg gaccacggtc 3G0 
accgtctcct cag 373  

<210> 210 
<211> 124 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 210 
Gin Val Gin Leu Val Gin Ser Sly Sly Asp Val Val Sin Pro Sly Arg 
1 	 5 	 10 15 

Ser Len Arg Leu Ser Cys Thr Ala Ser Sly Phe Thr Phe Ser Ser Tyr 
20 	 29 30 

Sly Met His Trp Val. Arg Gin Ala Pro Say Arg Gly Len Sin Trp Val 
35 	 40 45 

Ala Val Ile Ser Phe Asp Sly Lys Asn Lys Tyr Tyr Ala Asp Ser Val 
50 	 55 60 

Lys Sly Arg Phe Tbr Val Ser. Arg Asp Asn Ser• Lys Asn Thr Leu Phe 
65 	 70 	 75 30 
Len Sin Met Ash Ser Len Arg Ala Sin Asp 12r  Ala Len Tyr Tyr Cys 

85 	 90  95 
Ala Lys Arg Ile Ala Ala Thr Gly Tyr Tyr Tyr Phe Tyr Sly Len Asp 

100 	 105 110 
Val Trp Sly Sin. Sly Thr Thr Val Thr Val Ser Ser 

115 	 120 

<210> 211 
<211> 24 
<212> DNA. 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 211 
ggattcacct tcagtagtta tggc 24 

<210> 212 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 212 
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Gly Phe Thr Phe ger Ser Tyr Gly 
5 

<210> 213 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<2?0> 
<223> Synthetic 

<400> 213 
atatcatttg atggaaaaaa taaa 24 

<210> 214 
‹2aa› 	8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 214 
Ile Ser She Asp Gly Lys Asn Lys 
1 	 5 

<210> 215 
<211> 51 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 215 
gcgaaaagga tagcaq- ac tggttactac tacttctacg gtttggacgt c 51 

<210> 216 
<211> 17 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 216 
Ala Lys Arg Ile Ala Ala Thr. Gly Tyr Tyr Tyr Phe Tyr Gly Leu Asp 
1 	 5 10 15 
Val 

<210> 217 
<211> 322  
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 217 
gaaataatga tgacgca9tc tccagccacc ctqtctgtgt ctccagggga aagaggcacc 60 
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ctotcctaca gggccagtca gagtgttagt agcaacttag Cctggtacea gcagaaacct 120  
ggccaggctc ccaggctect catctatggt gcatccacca gggccagtgg tatcccagcc 180 
aggttcagtg gcaqtggstc tgqqacagag ttcactctca ccatcagcag cctgcagtct 240 
gaagattttg cagtttatta ctgtcagcag tataataact ggccgctcac tttcggcgga 300 
gggaccaagg tagagatcaa ac 322 

<210> 218 
<211> 107 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 218 
Glu Ile Met Met Thr 	Ser Pro Ala Th Thr Leu Leu Ser Val Ser Pro Gly 
1 	 5 10 15 
Glu Arg Gly The Leu Ser Cy: Arg Ala Ser Gin See Val See Ser Asn 

20 25 30 
Leu Ala Trp Tyr Gin Gin Lys 

35 

Pro  

40 
Gly Gin Ala Pro Arg, 

45 
Leu Leu Ile 

Tyr Gly Ala See The Arg Ala Ser Giy Ile Pro Ala Arg Phe See Gly 
50 	 55 60 

Ser >Gly Ser Gly The Glu Phe Thr Lei: Thr Val Ser Ser Leu Gin per 
65 	 70 75 80 
Glu Asp Phe Ala Val Tyr Tyr Cys Gin Girt Tyr. Asn Asn Trp Pro Leu 

85 90 95 
The Phe Gly Gly Gly The Lys Val Giu Ile Lys 

100 105 

<210> 219 
<211> 18 
<212> DNA 
<213-> Artifi ial Sequence 

<220> 
<223> Synthetic 

<400> 219 
cagagtgtta gtagcaac 18 

<210> 220 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 220 
Gin Ser.  Val Ser See Asn 
1 	 5 

<210> 221 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400-,  221 



ggtgcatcc 9 

<210> 222 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 222 
Gly Ala Ser 
1 

<210> 223 
<211> 27 
<212> DNA 
<213> Artificia1 Sequence 

<220> 
<223> Synthetic 

<400> 223 
cagcagtat:a ataactggcc gctcact 27 

<210> 224 
<211> 9 
<212> PST 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 224 
Gin Gin Tyr Asn. Asn Trp Pro Leu Thu 

1 	 5 

<210> 225 
<211> 367 
<212> DNA 
<213> ArtifiCial Sequence 

<220> 
<223> Synthetic 

<400> 225 
gaggttcagc tgttggagtc tgggggaggc ttggtacagc cgggggggtc cctgagactc 60 
tcctgtgcag cctctgaatt cacctotatc acctatgcca tgagctgggt ccaccaggct 120 
ccaaggaagg ggctggagtg ggtctcagct attagtgtta gtggtactaa tacatactac 180 
gcagactecg taaaaggcca gttcaccatc tccagagaca agtccaagaa catgctgtat 240 
ctgcaaatga acagectgag agccgagaac acggccgtgt attactgtgc gaaagatctc 300 
Clacataact ggaaatacgg gacttttgat atctgaggec aagggacaat ggtcaccgtc 360 
tcttcag 367 

<210> 226 
<211> 122 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 
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<400> 226  
Giu Val Gin Leu Leu Gin Ser Gly Gly Gly Leu V-1 Gin Pro GlyGly 
, 

Ser Leu Arg. Len 
5 

Ser Cys Ala Ala Ser 
10 
Gly Phe Thr Ser Ile 

15 
Thr Tyr 

20 25 30 
Ala Met Ser Trp Va1 Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 

35 40 45 
Ser Ala Ile Ser Val Ser Gly Thr Asn Thr Tyr Tyr Ala. Asp Ser Val 

50 55 60 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Lys Ser Lys Asn Met Len Tyr 
65 70 75 80 
Leu Gin Met Asn Ser Leu Arg Ala Gin Asp Thr Ala Val Tyr Tyr Dye 

85 90 95 
Ala Lys Asp Leh Leu His Asn Trp Lys Tyr Gly Thi Phe Asp Ile Trp 

100 105 110 
Gly Gin Gly.  Thr Met Val Thr Val Ser Ser 

115 120 

<210> 227 
<211 > 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 227 
ggattcacct etat (7:eta tgcc 

<210> 228 
<211> 8 
<212> PRT 
<213> 	:Arta ficia=1. Sequence 

<220> 
<223> Synthetic 

<400> 228 
Gly Phe Thr Ser lie 	- 	Tyr Ala 

L,  

<210> 229 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 229 
attagtgtta gtggtactaa taca 

<2107,  230 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 230 
lie Ser Val Ser Gly Thr Asn Thr 

24 

24 
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<210> 231 
<211> 45 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 231 
gcgaaagatc tcctacataa ctggaaatac gggacttttg atatc 45 

<210> 222 
<211> 15 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 232 
Ala Lys Asp Len Leu His Asn Trp Lys Tyr Gly Thr She Asp Ile 
1 	 5 	 10 15 

<210> 233 
<211> 322 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 233 
gaaatagtga tgacgcagtc tccagccacc ctgtctgtgt ctccagggga aagagccacc 60 
ctetcctgca gggccagtca gagtgttgac agcaacttag tctggtacca acaaaaacct 120 
ggccaggttc ccaggctcct catctatggt gcatccacca gggccaCtgg tatcccagcc 180 
aggttcagtg gcaqtgggtc tgggacagag ttcactctca ccatcagcaq cctgcagtct 240 
gaagattttg cagtttatta ctgtcagcag tataataagt ggccgctcac tttcggcgga 300 
gggaccaagg tggagatcaa ac 322 

<210> 234 
<211> 107 
<212> PRT 
<213> Artificial Sequence 

<2)0> 
<223> Synthetic 

<400> 234 
Giu Ile Val Met Thr pin Se_ 	Pro Ala Thr Len Ser Val Ser Pro Gly 
1 	 5 	 1 0 15 
Gin Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Asp Ser Asn 

20 	 25 30 
Leu Va.l Trp Ty:r Gin Gin Lye Pro Gly Gin Val Pro Arg Len Leu Ile 

35 	 40 45 
Tyr Gly Ala Ser Thr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly. 

50 	 '5 60 
Se: Gly Ser Gly Thr Gin .the  Thr Leu Thr Ile Ser Ser Len Gin Ser 
65 	 70 	 75 80 
Gin Asp She Ala Val Tyr_ Tyr Cys Gin Gin Tyr Asn Lys Trp Pro Leu 

85 	 90 95 
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Thr Phe 	Gly Gay Thr Lys Val Gin Tic Lys 
1.00 	 105 

<210> 235 
<211> la 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 235 
cagagtgt.tg acageaac 

<210> 236 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

_22 J; 
<223> Synthetic 

<400> 236 
Gin Ser Val Asp Ser Asn 
1 	 5 

<210> 237 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 23? 
ggtgcatcc 

<210> 	238 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 238 
Gly Ala Ser 
1 

<210> 239 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 239 

cagcagtata ataagtgqcC gcteact 

<210> 240 

54 



<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 240 
Gin Gin Tyr Asn Lys Trp Pro Leu Thr 
1 	 P 

<210> 241 
<211> 367 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 241 
gaggttcagc tgttggagtc tgggggaggc ttggtacagc aggqggqgtc cctgagaetc 60 
tectgtgcag cctctggatt cacctctatc acttatgcca tgagctgggt ccgccaggct 120 
ccagggaagg ggctggagtg ggtctcagct attagtgtta gtggtactaa tacatactac 180 
gcagactccg tgaagggccg qttcaccatc tccagagaca agtccaagaa catgetgtat 240 
ctgcaaatga acagcctgag agccgaggac acggccgtgt attactgtgc gaaagatctc 300 
ctacataact ggaaatacgg gacttttgat atctggggcc aagggacaat ggteaccgtc 360 
tcttcag 367 

<210> 	242 
<211> L22 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 242 
Giu Val Gin Leu. Leu Giu Ser Gly Gly Gly Leo Val Gin Prr Gly Ply 
1 	 5 	 10 15 

Ser Leu Arg Leu Ser cy,s Ala Ala Ser Gly Phe Thr Ser Ile Thr Tyr 
20 	 25 30 

Ala Met Se/ Trp Val Arg Gin Ala Pro Gly Lys Gly Len Glu Trp Val 
25 	 40 46 

Ser Ala IleSex_ Val Ser Gly Thr Asn Thr Tyr Tyr Ala Asp Ser Val 
50 	 55 60 

Lys Gly erg Phe Thr Ile Ser Arg Asp Lys Ser Lys Asn Met Len Tyr 
70 	 75 80 

Len Gin Met Asn Ser Len Arg AIa Gin Asp Thr Ala Val Tyr Tyr Cvs 
85 	 90 95 

Ala Lys Asp Leu Leu His Asn Trp Lys Tyr Gly Thr Phe Asp Ile Trp 
100 	 105 110 

Gly Gin Gly Thr Met Val Thr Val Ser Ser 
115 	 120 

<210> 243 
<211> 24 
<212> DNA 
<22.3> Artificial Sequence 

<220> 
<223> Synthetic 
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<400> 243 
ggattcacct ctatcaccta tqcc 
	 24 

<210> 244 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<22.0> 
<223> Synthetic 

<400> 244 
Gly Phe Thr Ser lie Thr Tyr Ala 
1 	 S 

<210> 245 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 245 
attagtgtta gtggtactaa taca 24 

<210> 246 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<4 00> 246  
Ile Ser Val Ser Gly Thr Asri Th/- 
1 	 5 

<210> 247 
<211> 45 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	247 
gcgaaagatc tcctacataa ctggaaatac gagacttttg atatc 45 

<210> 248 
<211> 15 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 248 
Ala Lys Asp Leu Leu His Aen Tip Lys Tyr Sly Thr.  Phe Asp Ile 

1 	 5 10 15 
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<210> 249 
<211> 325 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 249 
gaaatagtaa tgacgcagtc tccagccacc ctgtctgtgt ctccagggga aagaaccacc 50 
ctctectgea gggccagtca. gagtgttagc agcaacttaa cctggaacca gcagaaacct 120 
ggccaggctc ccaggctect catctatggt gcatccacca gggccacggg tatcccagcc 180 
aggttcagtg goagtgggLc tggaacagag ttcactotca ccatcagcag cctgcaqtet 240 
gaagattttg cagtttatta ctgtcagcag tataacaact ggoccatgta cacttttggc 300 
caggggacca agctggagat caaac 325 

<210> 250 
<211> 108 
<212> PRA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 250 
Giu Ile Val Met Thr Gin Ser Pro Ala Thr Leu Ser Val Ser Pro Gly 
1 	 5 	 10 15 
GiU Arg Ala Thr Len Ser Cys Arg Ala Ser Gin Ser Val Ser Se 	Asn 

20 	 25 30 
Len Ala Tap Asn Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Len Ile 

35 	 40 45 
Tyr Gly Ala Sea Thr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly 

50 	 55 60 
Sea Giy Ser Giy Thr Giu Phe Thr Len Thr Ile Ser. Ser Len Gin Ser 
65 	 70 	 75 . 80 
Giu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Asn Aan `i'i ) Pro Met 

85 	 90 
Tyr Thr She Gly Gin Gly Thr Lys Leu Giu Ile 

..,7) o r -,,,  

Lys 
100 	 105 

<210> 251 
<211> 18 
<212> DNA. 
<2.13> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 251 
cagagtatta gcagcaac 18 

<210> 252 
<211> 
<212> PAT 
<213> Artificial Seauence 

<220> 
<223> Synthetic 

<400> 252 
Gin Ser Val Sea Ser Asn 
1 	 5 
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<210.› 	253 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 253 
ggtgcatcc 

<210> 254 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 254 
Gly Ala Ser 

<210> 255 
<211> 30 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 255 
cagcagtata acaactggcc catgtacact 30 

<210> 256 
<211> 10 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 256 
Gin Gin Tyr Asn Asn Trp Pro Met Tyr Thy 
1 	 5 	 10 

<210> 257 
<211> 361 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 257 
caggtgcagc tggtagagto tggaggaggc gtggtccagc ctgggaggtc cctgagactc 60 
tcctgtgaag cctctggatt caccttcagt agttctqgca tgcactaggt ccgccaggct 120 
ccaggcaagg ggctgcagtg ggtggctgtt atatcatatg atggaaataa taaattttat 1.80 
gaagactccg tgaagggccg attgaccatt tccagagaca attccaacaa cactctgtgg 240 
ctgcaaatga acagcctgag agttgaagac acggctgttt attactgtgc gaaatcagga 300 
ggtagagtgg gagccacctt tgcctactgg ggccagggaa ccctggtcac cgtctcctca 360 
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<210> 258 
<211> 120 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 258 
Gin Val Gin Len Val Gin Ser Gly Giy Gly Val Val Gln Pro Gly Arg 
1 5 10 15 
Ser Leu Arq Leu Sen Cys Glu Ala Ser Gly Phe Thr She Ser Ser Ser 

20 25 30 
Gly Met Ilia Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Gin Trp Val 

35 40 45 
Ala Val Ile Ser Tyr Asp Gly Acu Ace Lys Phe Tyr Giu Asp Sen Val 

50 55 60 
Lys Gly Arg Leu Thr Ile Ser Arg Asp Asn per Asia Asn. inn Len Trp 
6.5 70 75 80 
Len Gin Met Asn Ser Leu Arq Val Glu Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 
Ala Lys Ser Gly Gly Arq Val Gly Ala Ala Phe Pin Tyr Trp Gly Gin 

100 105 110 
Gly Thr Len Val Thr Val Ser Ser 

115 120 

<210> .259 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 259 
ggattcacct tcagtagttc tggc 

<210> 260 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 260 
Gly She Thr Phe Ser Ser Ser Gly 
1 5 

<210> 261 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 261 
atatcatatq atggaaataa taaa 

361 

24 

24 
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<210> 262 
<211> 8 
<212> PRT 
<213> ArtIficial Sequence 

<220> 
<223> Synthetic 

<400> 262 
Ile Ser Tyr Asp Sly Asn Asil Lys 
1 	 5 

<210.;, 	263 
<211> 39 
<212> DNA. 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<40.0> 	263 
gcgaaatcag gaggtagagt gggagccacc ttt cctac 39 

<210> 264 
<211> 13 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 264 
Ala Lys Ser. Gly Sly Arch Val fly Ala Ala Phe Ala Tyr 
1 	 5 10 

<210> 265 
<211> 337 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 265 
gatattgtga acactcagtc tccactctct ctgcccgtca cccctggaga gccggcctcc 60 
atctcctgca ggtctagtca gagcctcctg tatggtaatg gatacaacta tttggattgg 120 
tacctgcaga agccagggca ctctccacag ctectgatct atttgggttc taatcggggc 180 
tqcggggtcc ctgacaagtt cagtggcagt ggatcaggca cagattttac actgaagatc 240 
agcagagtgg aggptgaaga tgttagcatt tattactgca tacaaactot acaaactcca 300 
ttcactttcg gocctggaac caaaatcjtat atcaaaC 337 

<210> 266 
<211> 112 
<212> PAT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 266 
Asp Ile Val Asn Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro ply 
1 	 5 10 15 
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Gil Pro Ala Ser Ile Ser Cys Arg Ser Ser Gin Ser Leu Len Tyr Sly 
20 25 30 

&sp. Gly Tyr Asn Tyr Len Asp Trp Tyr Len Gin Lys Pro Sly His Ser 
35 40 45 

Pro Gin Leu Len Ile Tyr Leu Gly Ser Aen Ara Gay Ser Sly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Sly Ser Sly Thr Asp Phe Thr Len. Lys Ile 
65 70 75 80 
Sere Arg Val Glu Ala Gin Asp Val Sly Ile Tyr Tyr Cys Met Gin Thr 

85 90 95 
Leu Gin Thr Pro Phe Thr Phe Sly Pro Gly Thr Lys Met Tyr Ile Lys 

100 105 110 

<210> 267 
<211> 33 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 267 
cagagcctcc tgtatggtaa togatacaac tat 

<210> 268 
<211> 11 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 268 
Gin Ser Len Len Tyr Sly Aen Sly Tyr Asu Tyr 
1 5 10 

<210> 269 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 269 
ttgggttct 

<210> 270 
<211> 3 
<212> PRT 
<213.:,  Artificial Sequence 

<220> 
<223> Synthetic 

<400> 270  
Len Gly Ser 
1 

<210> 271 
<211> 27 
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<212> DNA 
<213> Artificial Sequence 

<220> 
<223> SynthetiC 

<400> 271 
atgcaaactc tacaaactcc attcact 27 

<210> 	2'72 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 272 
Met Gin Thr Len Gin Thr Pro Phe Thr 
1 	 5 

<210> 273 
<211> 376 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 273 
gaggtgcagc tgttggagtc tgggggaggc ttggtacagc ctggggggtc cctgagactc 60 
tcctgtgcag gctctggaat eacctttagc agetatgcca tgagctgggt ccgccaggct 120 
ccagggaagg ggctggagtg ggtctcagct attagtggta atggtggtac cacaaactac 180 
gcagactccg tgaagggccg gttcaccatc tecagagaca actccaagaa cacgctgtat 240 
ctgcaaatga acagcctgag agecgaggac acggccgtat attactgtgc gaaagaaaga 300 
atccttacca gcagctggac gaggtacggt attatggacg tctggggcca agggaccacg 360 
gtcaccgtet cctcag 376 

<210> 274 
<211> 1?5 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 274 
Gln Val Gln Len Len Sin Ser ,,ly Gly Gly Leu Val Gin Pre Gly Gly 
1 	 5 	 10 15 

Ser Len Ar_, Len Ser Cys Ala Giy Ser Gly Ile Thr Phe Ser Ser Tyr 
20 	 25 3.0 

Ala Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Len Glu Trp Val 
35 	 40 45 

Ser Ala Ile Ser Giy Asn Gly Gly Thr Thr Asn Tyr Ala Asp Ser Val 
50 	 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Len Tyr 
65 	 70 	 75 80 
Len Gin Met Asn Ser Len Arg Ala Gin Asp Thr. Ala Val Tyr Tyr Cys 

85 	 90 95 
Ala Lys Glu Arg Ile Len Thr Ser Ser Trp Thr Arg Tyr Gly Ile Met 

100 	 105 110 
Asp Val Trp Gly Gin Gly Thr Thr Val Thr Val Ser Ser 

115 	 120 125 
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<210> 275 

<211> 24 
<212> DNA. 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 275 
ggaatcacct ttagcagcta tgcc 74 

<210> 276 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 276 
Gly Ile Thr She Ser Ser Tyr Ala 
1 	 5  

<210> 277 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 277 
attagtggta atg-gtagtac caca 24 

<210> 278 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 278 
Ile Ser Gly Asn Gly Gly Thr Thr 
1 	 5 

<210> 279 
<211> 54 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 279 

gcgaaagaaa gaatccttac cagcagctgq  acgaggtacg gtattatqga cgtc 54 

<210> 	280 
<211> 	18 
<212> PRT 
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<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 280 
Ala Lys Giu Arg Ile Leu Thr Ser Ser. Trp Thr Ara Tyr sly Ile Met 
1 	 5 10 15 

Asp Val 

<210> 281 
<211> 222 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 281 
gaaatagLga tgacgcagtc tccagccacc ctatctatgt ctccagggqa aagagccacc 60 
ctctoctgca ggqccagtca qagtgttagc agcaacttaa cctggtacca gcagaaacct 120 
ggccaggetc ccaggctect catctatggt gcatccacca gggccaCtgg tatcccagcc 180 
aggttcagtg gcagtaggtc tagaacagag ttcactctca ccatcagcag cctgcagtct 240 
aaagattttg cagtttatta ctgtcagcag tataataact ggcctctcac tttcggcgga 300 
gggaccaagt 	agagateaa ac 322 

<210> 282 
<211> 107 
<212> PAT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 282 
Giu Ile Val Met Thr Gin Ser Pro Ala Thr Len :per Met Ser Pro Gly 
1 	 5 10 15 

Gin Arg Ala Thr Len Ser Cys Ara Ala Ser Gin Ser Val Ser Ser Asn 
20 25 30 

Leu Aia Trp Tyr Gin Gin Lys Pro sly Gin Ala Pry, Arg Leu Len Ile 
35 	 40 45 

Tyr Gly ALa Ser. Thr Arg Ala Thr Gly Ile Pro kla Arg Phe Ser Gly 
50 	 55 60 

Per Gly Per Sly Thr Gin Phe Thr Leu Thr Ile Ser Ser Len Gin Sex 
65 	 70 75 80 
Gin Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Asn Asn Trp Pro Len 

85 90 95 
Thr Phe Gly Gly Gly Thr Lys Len Giu Ile Lys 

100 105 

‹210> 283 
<211> 18 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 283 
cagagtgtta gcagcaac 18 
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<210> 284 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 284 
Gin Ser Val Ser Ser Asn 
1 	 5  

<210> 285 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 285 
ggtgcatcc 

<210> 286 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 286 
Sly Ala Sep' 
1 

<210> 287 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 287 
cagcagtata ataactggcc tctcact 

<210> 288 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 288 
Gin Gin Tyr Asn. Asn Trp Pro Leu Thr 
1 	 5 

<210> 289 
<211> 358 
<212> DNA 



<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 289 
caggtgcaac tacagcagtg gggcgcagga ctgttgaagc cttcggagac cctgtccctc 60 
acctgcgctg tctatggtgg gtecttcagt ggttactact ggagctggat ccgccagccc 120 
ccagagaagg ggctggagtg gattggggaa atcaatcata gtggaaacac caactacaac 100 
ccgtccctca agagtegagt caccatatca gtagacacgt ccaagaacca gttctccctg 240 
aaactgaact ctgtgaccgc cgoggacacg gctatgtatt actgtgcgag aagagaggct 300 
acagtaactc catactttga ctactggggc cagggaaccc tggtcaccgt ctoctcag 358 

<210> 290 
<211> 119 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 290 
Gin Val Gin Leu Gin Gin Trp Gly Ala Gly Leu Leu Lys Pro Ser Glu 
1 	 5 10 15 

Thr Len Ser Leu Thr Cys Ala Val Tyr Gly Gly Set Phe Ser Gly Tyr 
20 25 30 

Tyr Trp Ser Trp Ile At 	Gin Pro Pro Gly Lys Gly Leu Giu Trp Ile 
35 	 40 45 

Gly Glu Ile Asn His Ser Gly Asn Thr Asn Tyr Asn Pro Ser Leu Lys 
50 	 55 60 

Ser Arg Val Thr Tie Ser Val Asp Thr Ser Lys Asn Gln She Set Leu 
65 	 70 75 80 
Lys Len Asn Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala 

85 90 95 
Arg Arg Glu Ala Thr Val Thr Pro Tyr She Asp Tyr Trp Gly Gin Gly 

100 105 110 
Thr Leu Val Thr Val Ser Ser 

115 

<210> 291 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223› Synthetic 

<400> 291 
gatgggtcct tcagtggtta ctac 24 

<2101,  292 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 292 
Gly.  Gly Ser Gly Ser Gly Tyr Tyr 
1 	 5 
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<210> 293 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

z400> 293 
atcaatcata gtggaaacac c 21 

<.210> 	294 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 294 
Ile Asn His Sex' Gly Asn Thr 

5 

<210> 295 
<211> 39 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	295.  
gcgagaagag aggctacagt aactccatac ettgactaC 39 

<210> 296 
<211> 13 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 296 
Ala Arg Arg• Glu Ala Thr Val Thr Pro Tyr Phe Asp Tyr 
1 	 S 1.0 

<210> 297 
<211> 32.2 
<212> DNA 
<.213> Artificial. Sequence 

<220> 
<223> Synthetic 

<400> 297 
gacatccagt tgacccagtc tccatccttc ctgtctgcat ctgtaggaga cagagtcacc 60 
atcacttgct qggccagtca gggcattagc agttatttag cctggtatca gcaaaaacca 120 
gggaaagccc ctaagctcct gatctatgct gcatccactt tgoaaagtgg ggfcccatca 180 
aggttcagcg gcagtggatc taggacagaa ttcactctca caatcagcag cctgcagcct 2<0 
gaagattttg caacttatta ctgtcaacag cttaatagtt atccgctcac tttcggcgga 300 
gggaccaagg tggagatcaa ac 322 
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<210> 298 
<211> 107 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 298 
Asp Ile Gin Len Thr Gin Ser Pro Per Phe Leu Per Ala Ser Val Sly 
1 5 10 15 
Asp Arg Val Thr Ile Thr Cys Trp Ala Ser Gin Sly Ile Ser Ser Tyr 

20 25 30 
Len Ala Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Lett Len Ile 

35 40 45 
Tyr Ala Ala Ser Thr Leu Gin Ser Gly Val. Pro Ser Arg Phe Per Gly 

50 55 60  
Ser Gly Ser Gly Thr Gin She Thr Leu Thr Ile Ser Ser Leu Gli Pro 
65 70 75 80 
Giu Asp Phe Ala Thr Tyr Tyr Cys Gin Gin Leu Asn Ser Tyr Pro Len 

85 90 95 
Thr Phe Gly Gly Sly Thr Lys Val Giu Ile Lys 

100 105 

<210> 299 
<211> 18 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 299 
cagggeatta gcagttat 

<210> 300 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<790> 
<223> Synthetic 

<400> 300 
Gin Sly Ile Per Ser Tyr 
1 5 

<210> 301 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	301 
gctgcatcc 

<210> 302 
‹211›, 	3 
<212> PRT 
<213> Artificial Sequence 
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<220> 
<223> Synthetic 

<400> 302 
Ala Ala Ser 
1 

<210> 303 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 303 
caacagctta atagttatcc gctcact 27 

<210> 304 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 304 
Gtr: Gin Len Asn Sea Tyr Pro Leu Thr 
1 	 5 

<210> 305 
<211> 355 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 305 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctaggaggtc cctgagactc 60 
toctutgtag tctctggatt caacttcagt aggaatggca tacactgggt ccgccaggct 120 
ccaggcaagg ggctggaatg ggtggcagtt atatcatatg atggaagaaa taaattttat 180 
gtagagtccg tgaagggccq attcaccatc tccagagaca attccaagaa cacgcLgtat 240 
ctgcaaatga acagtctgag agttgaggac acggctgtat attactgtgc gaaatcctca 300 
attgaagggt tttttgaata ctggggccag ggaaccctgg tcaccgtctc ctcag 355 

<210> 306 
<211> 118 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 306 
Gin Val Gin Len Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 

5 	 10 15 
Sea Lou Arg Lou Ser Cys Val Val Ser Ply Phe Asn Phe Sea Arg Asn 

20 	 25 30 
Ply Ile His Tap Val Arg Gin Ala Pro Gly Lys Ply Lou Gin Tap Val 

35 	 40 44 5  
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Ala. Val Ile Ser Tyr Asp Sly Arg Asn Lys Phe Tyr Val Glu Ser Val 
50 	 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp,  Ash Ser Lys Asn Thr Lea Tyr 
65 	 70 75 	 80 
Deli Gin Met Aen Ser Lea Arg Val Giu Asp Thr Ala Val Tyr Tyr Cys 

85 90 	 95 
Ala Lys Ser Ser Ile Sly Say The Phe Giu Tyr Trp Gly Gln Gly Thr 

100 108 	 110 
Deu Val Thr Val Ser Ser 

115 

<210> 307 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 307 
ggattcaaet tcagtaggaa tggc 

<210> 308 
<211> 8 
<212> PIT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400~> 	308 
sly The Aen The Ser Arg Ash Sly 
1 	 5 

<210> 309 
‹21a› 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 309 
atateatatg atggaagaaa taaa 

210> 310 
<211> 8 
<212> PIT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 310 
Ile Ser Tyr Asp Gly rAr-g Aen Lys 
1 	 5 

<210> 311 
<211> 33 
<212> DNA 
<213> Artificial Sequence 
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<220> 
<223> Synthetic 

<400> 311 
gogaaateet oaattgaagg gtttttt4a4 ta0... 33 

<2.10> 312 
<2,11 	1. 
2.12> PRI 
<212.›.. Artificial Sequence 

,.c220›. 
<223> Synthetic. 

<400> 312 
AI .a Lys Ser Ser. Ile Gly G 	r.  Phe.  Phe Glu. Tyr 
1 	 5 	 10 

<210› 	.313. 

<21.1> 	337 
<212> 'DNA 
<2.13> Artificial. Sequence 

<22.0›• 
,- 2.23.› Synthetic 

<400›. 313 
gatattgtga tgactcagtc tccactetto cOgCcoatca ctcctggaga gocggectec CO 
atctcctgca ggtctagtca gagcctcotg.  oataqtaatg •gatacaacta tttggattgg 120 
tacctgcaga agccaggaca gtctccacaa otcatgatot atttsggttc tcateggget 1.80 
tecsgggtcc ctqacaggtt cagtggcagt ggatoaggoa.. cagattttac•actgaaaatc 240 
agcagagtes agectgagga tgttagagtc tattactgca ttcaagttca acaaactccg 300 
atcacottcg gccaagggac acggctggag attaaac 337 

<'2.1 0> 	314 
<2I  I> .112 
<2. 1› PRT 
,.;:21 	ArtifeIal $0.<4u.sence 

220.› 
<223> Synthetic 

,,..-.400›.,3a4 
Asp Ile. Vol Met Thr Gin Sew' Pro Leo Ser Leu Pro Val. Thr Pro Gly 
1 	 5 	 10 .15  
Glu.  Pro Ala Ser Ile Ser .0 y0 Arg Ser 8.en Gin Ser. Leu Lei,' is Her 

20 	 25 	 30 
Asn. Gly Tyr. Aen Tyr•Leu Asp Trp Tyr Lau Gin Lys. Pro Gly Gin Her 

35 	 40. 	 45..  
Pro din.. T. e.I.1 Met. Ile Tyr Len G1.y Ser• His .Ayg.  Ala Her Gly Val Pro 

50 	 SS• 	 60 
Asp Aro-, Phe. Ser Gly Ser Gly Her Sly Thr Asp ..Phe •Thr. Lev Lys Ile. 
65 	 70 	 75 80.  
Set Arg Val G' u. Ala Gly .Asp Val dly Val Tyr Tyr .dys. 11e. Gln Ve:1 

65 	 50.  95 
G...r Gln Thr•PrO Ile.  Mr Phe Giy pin :31y-  •Thr : Atg Lp..14. Giu lie Lys 

100 	 105 	 110 

.2110...› 	315 
<2 1> 33 
<2:12> DNA 

7 



<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 315 
caaagcctcc tgcatagtaa tggatacaac tat 

<210> 316 
<211> 11 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 316 
Gin Ser Leu Leu His Ser Asn Gly Tyr Asn Tyr 

5 10 

<210> 317 
<211> 9 
<212> DNA. 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 317 
ttgggttct 

<210> 318 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 318 
Leu Gly Ser 
1 

<210> 319 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 319 
attcaagttc aacaaactcc gatcacc 

<210> 320 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

72 



<400> 320 
Ile Gin Val Gin Gin Thr Pro Ile Thr 
I 	 5 

<210> 321 
<211> 	337 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 321 
gatattgtga tgactcagac tccactctcc tcacctgtca cccttggaca gccggcctcc 60 
atctcctgca ggtctagtca aagcctcgta cacagtgatg gaaacaccta cttgagttgg 120 
cttcagcaga ggccaggcca geotccaaga ctcctaattt acaagatttc taaccggttc 180 
tctggggtcc cagacagatt cagtggcagt ggagcaggga cagatttcac actgaaaatc 240 
agcagggtga aagctgagaa tgtcggggtt tatttctgca tgcaagctac acaatttccg 300 
tacacttttg gcclaggggac caagctggag atcaaag 337 

<210> 322 
<211> 112 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 322 
Asp Ile Val Met Thr Gin Thr Pro Len Ser Ser Pro Val Thr Leu Gly 
1 	 5 	 10 15 
Gin Pro Ala Ser Tie Ser Dye Arg Ser Ser,  Gin Ser Len Val His Ser 

20 	 25 30 
Asp Giy As 	Thr Tyr Len Ser Tip  Len Gin Gin Arg Pro Gly Gln Pro 

35 	 40 45 
Pro Arg Levi Leu Ile Tyr Lys Ile Ser Aen Arg Phe Ser Gly Vale Pro 

50 	 05 60 
Asp Arg Phe Ser Giy Ser Gly Ala. Gly Thr Asp Phe Thr Len Lys Ile 
65 	 70. 	 75 80 
Ser Arg Val Gin Ala Gin Asp Val Giy Val Tyr Phe Dye Met Gin Ala 

85 	 90 95 
Thr Gin Phe Pro Tyr Thr Phe Gly Gin Gly Thr Lys Leu Gin Ile Lys 

100 	 105 110 

<210> 323 
<211> 33 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 323 
caaagcctcg tacacagt:ga tggaaacacc tac 33 

<210> 	324 
<211> 11 
<212> PRT 
<213> Artificial Sequence. 

<220> 
<223> Synthetic 
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<400> 324 
Gin Ser Leu Val His Ser Aso Gly Asn Thr Tyr 
1 	 5 10 

<210> 325 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<22> Synthetic 

<400> 	325 
aagatt tct 

<210> 	326 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 326 
Lys Ile Ser 

1 

<210> 327 
‹2a1› 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	32'7 
atgcsageta cacaatttcc gtacact 

<210> 328 
‹21a› 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	328 
Met Gin Ala Thr Gin Phe Pro Tyr. Thr 
1 	 5 

<210> 329 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<220> 
<221> VARIANT 

7/4 



<222> 	(1)...(1) 
<223> Xaa = Gly 

<220> 
<221> VARIANT 
<222> 	(2)...(2) 
<223>. Xaa = Phe 

<220> 
<221> VARIANT 
<222> 	(3),..(3) 
<223> Xaa - Thr 

<220> 
<221> VARIANT 
<222> 	(4)...(4) 
<223> Xaa = Phe 

<220> 
<221> VARIANT 
<222> 	(5)...(5) 
<223> Xaa --- Ser 

<220> 
<221> VARIANT 
<222> 	(6) ... (6) 
<223> Xaa = Ala or Ser 

<220> 
<221> VARIANT 
<222> 	C7)...(7) 
<223> Xaa e.--- Phe or Tyr 

<220> 
<221> VARIANT 
<222> 	(8)...(8) 
<223> Xaa = Gly or Ala 

<400> 329 
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
1 5 

<210> 330 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 	/nthe ... 

<220> 
<221> VARIANT 
<222> 	(1)...(1) 
<223> Xaa = Ile 

<220> 
<221> VARIANT 
<222> 	(2)—(2) 
<223> Xaa = Gly or ger 
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<220> 
<221> VARIANT 
<222> 	(3)...(3) 
<223> Xaa = Tyr or Gly 

<220> 
<221> VARIANT 
<222> 	(4)..,(4) 
<223> Xaa = ,per or Asp 

<220> 
<221> VARIANT 
<222> 	(5)„.(5) 
<223> Xaa = Gly 

<220> 
<221> VARIANT 
<222> 	(6)...(6) 
<223> Xaa :-. Gly 

<220> 
<221> VARIANT 
<222> 	(7),..(7) 
<223> Xaa . Se r or Asn 

<220> 
<221> VARIANT 
<222> 	(8)—(8) 
<223> Xaa - Ala or Glu 

<400> 330 
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
1 5 

<210> 331 
<211> 	13 
<212> ART 
<2:13> Artificial Se uence 

<220> 
<223> Synthetic 

<220> 
<221> VARIANT 
<222> 	(1)...(1) 
<223> Xaa = Ser or Ala 

<220> 
<221> VARIANT 
<222> 	(2)—(2) 
<223> Xaa = Thr or Lys 

<220> 
<221> VARIANT 
<222> 	(3).„(3) 
<223> Xaa - Asp or Ile 

<220> 



<221> VARIANT 
<222> (4)...(4) 
<223> Xaa = Gly or Ser 

<220> 
<221> VARIANT 
<222> (5)—(5) 
<223> Xaa = Ala or His 

<220> 
<221> VARIANT 
<222> (6)—(6) 
<223> Xaa = Trp or Tyr 

<220> 
<221> VARIANT 
<222> (7),..(7) 
<223> Xaa = Lys or Asp 

<220> 
<221> VARIANT 
<222> (8)—(8) 
<223> Xaa = Met or Ile 

<220> 
<221> VARIANT 
<222> (9)—(9) 
<223> Xaa = Sex-  or Leu 

<220> 
<221> VARIANT 
<222> (10)—(10) 
<223> Xaa = Gly or per 

<220> 
<221> VARIANT 
<222> (11)—(11) 
<223> Xaa = Leu or Gly 

<220> 
<221> VARIANT 
<222> (12)_(12) 
<223> Xaa = Asp or Met 

<220> 
<221> VARIANT 
<222> (13)::..(13) 
<223> Xaa = Val or Asp 

<220> 
<221> VARIANT 
<222> (14)—(14) 
<223> Xaa = Val or absent:. 
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<400> 331 
Xaa Xaa Xaa Xaa Xaa Xaa Xa 	Xaa Xaa Xaa. Xaa Xaa Xaa a 

5 10 

<210> 332 
<211> 6 
<212> PRJ. 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<220> 
<221> VARIANT 
<222> 	(1).„(1) 
<223> Xaa = Gln 

<220>  
<221> VARIANT 
<222> 	(2)...(2) 
<223> Xaa = Asp or Gly 

<220> 
<221> VARIANT 
<222> 	(3)_.() 
<223> Xaa = Iie 

<220> 
<221> VARIANT 
<222> 	(4)...(4) 
<223> Xaa = Ser 

<220> 
<221> VARIANT 
<222> 	(3) 	(5) 
<223> Xaa = Asp or Asn 

<220> 
<221> VARIANT 
<222> 	(6)...(6) 
<223> Xaa -= Tyr or Trp 

<400> 332 
Xaa Xaa Xaa Xaa Xaa Xaa 
1 

<210> 333 
<211> 3 
<212> ART 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<220> 
<221> VARIANT 
<222> 	(1)—(1) 
<223> Xaa . Thr or Ala 

<220> 
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<221> VARIANT 
<222> 	(2) ... (2) 
<223> Xaa = Thr or Ala 

<?')0> 
<221> VARIANT 
<222> 	(3) .„. (3) 
<223> Xaa = Ser 

<400> 	333 
Xaa Xaa Xaa. 
1 

<210> 334 
<211> 9 
<212> PRT 
<213> Artificial Sequence.Seta 

<220> 
<223> Synthetic 

<220> 
<221> VARIANT 
<222> 	(1) .., (1) 
<223> Xaa = Gin 

<220> 
<221> VARIANT 
<222> 	(2) . , , (2) 
<223> Xaa = Lys or Gln 

<220> 
<221> VARIANT 
<222> 	(3) ... (3) 
<223> Xaa ,- Ala or Tyr 

<220> 
<221> VARIANT 
<222> 	(4) ... (4) 
<223> Xaa = Asp or 	,sn. 

<220> 
<221> VARIANT 
<222> 	(5) „ , . (5) 
<223> Xaa = Ser 

<220> 
< 2 2 1 > V_AR:CANT 
<222> 	(6) „ , (6) 
<223> Xaa = Ala or Phe 

<220> 
<221> VARIANT 
<222> 	(7)...(7) 
<223> Xaa = Pro 

<220> 
<221> VARIANT 
<222> 	(8) , „ (8) 
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<223> Xaa Leu 

<220> 
<221> VARIANT 

< 222 > ( 9  — )(9 ) 
<223> Xaa = Thr 

<400> 	334 
Xaa Xaa Xaa Xaa. Xaa Xaa Xaa Xaa Nan 
1 5 

<210> 335 
<211> 330 
<212> PRT 
5:213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 335 
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leo Ala Pro Ser Ser Lys 

5 10 15 
Ser Thr Ser sly Gly Thr Ala Ala Leu Gly Cys Leo Val Lys Asp Tyr 

20 25 30 
Phe Pro Glo Pro Val Thr Val Ser Trp Asn Ser Gly Ala Len Thr Ser 

35 40 45 
Gly Val His Thr Phe Pro Ala Val Len Gin Ser Ser Sly Leu Tyr Ser 

50 55 60 
Leo Ser Ser Val Val Thr Val Pro Ser Ser Ser Leo Gly Thr Gin Thr 
65 70 75 00 
Tyr Ile Cys Asn Val Asn His Lys Pro Ser Aso Thy Lys Val Asp Lys 

85 90 95 
Lys Val Gin Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys 

100 105 110 
Pro Ala Pro Giu Leu Len Gly Gly Pro Ser Val Phe Leo Phe Pro Pro 

115 120 125 
Lys Pro Lys Asp Thr Leo Met Ile Ser Arg Thr Pro Glu Val Thr Cys 

130 135 140 
Val Val Val Asp Val Ser His Gio Asp Pro Giu Val Lys Phe Asn Trp 
145 150 155 160 
Tyr Val Asp Gly Val Gio Val his ,use Ala Lys Thr Lys Pro Arg Giu 

1 65 170 175 
Glo Gin Tyr Asn Ser Thr Tyr Arg Val. Vaa-Ser Val Leo Thr Val Leo 

180 185 190 
His Gin Asp Trp Leo Asn sly.  Lys Gin Tyr Lys Cys Lys Val Ser Ash 

195 200 205 
Lys Ala Len Pro Ala Pro Ile Giu Lys Thr Ile Ser Lys Ala Lys Gly 

21 0 215 220 
Gin Pro Arg Gio Pro Gin Val Tyr Thr Leu Pro Pro Sex Arg Asp Giu 

225 230 235 240 
Leo Thx.  Lys Asn Gan Val Ser Lela Thr Cys Leu Val Lys Gly Phe Tyr 

245 250 255 
Pro Ser Asp Ile Ala Val Giu Trp Giu Ser Asn Gly Gan Pro Giu Ace 

260 265 270 
Asn Tyr Lys. Thr Thr Pro Pro Val Leo Asp Ser Asp Gay Ser Phe Phe 

275 
Leo. Tyr Ser Lys Leu Thr Val 

280 
Asp Lye Ser Arg Trp 

28u,  
Gin Gan Sly Asn 

290 295 300 
Val Phe Ser Cys Sec Val. Met His Giu Ala Len HIS As His Tyr Thr 
305 310 315 320 
Gin Lys Ser Leo Ser Leo Sec Pro Sly Lys 

325 330 
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<210> 	336 
<211> 327 
<212> PRT 
<213> Artificiai Sequence 

<220> 
<223> Synthetic 

<400> 336 
Ala Ser Thr Lys Cly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg 
1 5 10 15 

Ser Thr Ser Gin Per Thr Ala Ala Len Gly Cys Len Val Lys Asp Tyr 
20 25 30 

Phe Pro Giu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Len Thr Ser 
35 40 46 

Gly Val His Thr Phe Pro Ala. Val Leu Gin Ser Ser Gly Len Tyr Ser 
50 60 

Len Per Per Vai Val Thr Val Pro Ser Ser Ser Len Gly Thr Lys Thr 
65 70 75 80 
Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys 

85 90 95 
Arg Val Gin Per, Lys Tyr Gly Pie Pro Cys Pro Ser Cys Pro Ala Pta 

100 105 110 
Gin Phe Leu Gly Gly Pro Per Val Phe Leu Phe Pro Pro Lys Pro Lys 

115 120 125 
Asp. Thr Leu Met Ile Ser Arq Thr Pro Giu Val Thr Cys Val. Val. Val 

130 135 140 
Asp Val Ser Gin Glu Asp Pro Gin Val Gin Phe. Aso Trp Tyr Val Asp 
145 150 155 160 
Ply Val Glu Val His Asa Ala Lys Thr Lys Pro Ara Glu Gin Gin Phe 

165 170 175 
Asa Ser Thr Tyr Arg Val Val Per Val Leu Thr Val Len His Gin. Asp 

180 185 190 
Tip Len Asa Gly Lys Gin Tyr Lys Cys Lys Val Se:t: Asn Lys Gly Len 

195 200 205 
Pro Per Per Ile. Gin Lys Thr Ile Per Lys Ala Lys Ply Gin Pro Arg 

210 215 220 
Gin Pro Gin Val Tyr Thr Len Pro Pro Ser-  Gin Glu Gin Met Thr Lys 
225 230 235 240 
Asia Gin Val Ser Lea Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp 

245 250 255 
Ile Ala Val Gin Trp Gin Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys 

260 265 270 
Thr Thr Pro Pro Val Ten Asp Ser Asp Gly Ser Phe Phe Len Tyr Ser 

275 280 285 
Arg Leu Thr Val Asp Lys Ser Arg Trp Gin Giu Gly Asn Val Phe Ser 

290 295 300 
Cys Ser Val Met His Gin Ala Len His Asa His Tyr Thr Gin Lys Ser 
305 310 315 320 
Leu. Ser Len Ser Len Gly Lys 

325 

<210> 337 
<211 > 	327 
<212-, PRT 
<213> Artificial Sequence 

<270> 
<223> Synthetic 

<400> 337 
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Ala Ser Thr Lys Gly Pro Ser Val She Pro Leu Ala Pro Cys Sex' IArg 
1 	 5 10 15 

Ser Thr Ser Glu Ser Thr Ala Ala Lou Gly Cys Leu Val Lys Asp Tyr 
20 25 30 

Phe Pro Glu Pro Val Thr Val Set Trp Asn. Ser Sly Ala Leu Thr Sex- 
35 	 40 45 

Gly Val His Thr Phe Pro Ala Val Leu Gln S r Set Sly Leu Tyr Ser. 
50 	 55 60 

Leu Ser Set Val Val Thr Val Pro Ser Sex-  Ser Lou Gly Thr Lys Thr 
65 	 70 75 80 
Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys 

85 90 95 
Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro 

100 105 :1 10 
Glu Phe Lou Gly Sly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys 

115 	 120 125 
Asp Thr Leu Met Ile Ser Arg Thr Pro Gau Val Thr Cys Val Val Vai 

130 	 135 140 
Asp Val Set Gin Glu Asp Pro Gin Val Gln Phe Asn Trp Tvr Val Asp 
145 	 150 155 160 
Gly Val Sir Val His Asn Ala. Lys Thr Lys Pro Arg Glu Gin Gin Phe 

165 170 175 
Aso Se:r Thr Tyr Arg Val Val Ser Val Lou Thr Val Leu His Gin Asp 

180 185 190 
Trp Leu Asn Gly Lys Giu Tyr Lys Cys Lys Val Set Asn Lys Gly Leu 

195 	 200 205 
Pro Ser Ser. Ile G. 	Lys Thr lie Ser Lys Ala Lys Sly Gin Pro Arg 

210 	 215 220 
Glu Pro Gin Val Tyr Thr Leu Pro Pro Set Gin Glu Gift Met Thr Lys 
225 	 230 235 240 
Asn Gin Val Ser Leu Thr Cys Leo Val Lys Sly She Tyr Pro Ser Asp 

245 250 255 
Ile :Ala Val Glu Trp Giu Ser Asn Gly Gln Pro Gin Asn Asn Tyr Lys 

260 265 270 
Thr Thr Pro PrO Val Leu Asp Set Asp Sly Ser She She Leu Tyr Ser 

275 	 280 285 
Ara Leu. Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Sex.  

290 	 295 300 
Cys Sex Val Met His Glu Ala Leu His Asn His Tyr Thr Gar Lys Set 
305 	 310 315 320 
Lou Ser Leu Ser Leu Gly Lys 

325 

<210> 338 
<211> 1128 
‹212=,  DNA 
‹213› Homo sapiens 

<400> 	338 
atgcaaaaac tgcaactctg tgtttatatt tacctgttta tgctgattgt tgctggtcca 60 
gtggatctaa atgagaacag tgagcaaaaa gaaaatgtgg aaaaagaggg gctgtgtaat 120 
gcatgtactt ggagacaaaa cactaaatct tcaagaatag aagccattaa gatacaaatc 180 
ctcagtaaac ttcgtctgga aacagctcct aacatcagca aagatgttat aagaoaaott 240 
ttacccaaag ctcctccact ccgggaactg attgatcagt atgatgtcca gagggatgac 300 
agoagcgatg gctctttgga agatgacgat tatcacctcta caacggaaac aatcattaec 360 
atgcctacag agtctgattt tctaatgcaa gtggatggaa aaccoaaatg ttgettottt 420 
aaatttagct ctaaaataca ataoaataaa gtagtaaagg cccaactatg gatatatttg 480 
agacccgtcg agactcctac aacagtattt gtgcaaatcc taagactcat caaacctatg 540 
aaagacggta caaggtatac tygaatccga tctctgaaac ttgacatgaa cccaggcact 600 
ggtattLggc agaacattga tgtgaaaaca gtgttgcaaa attggctcaa acaacctgaa 660 
tccaacttag gcattgaaat aaaagcttta gatgagaatg gtcatgatct tgctgtaacc 720 
ttcccaggac caggagaaga tgggctgaat ccgtttttag aagtcaaggt aacagacaca 780 
ccaaaaagat ccagaaggga ttttggtctt gactgtgatg ageactoaac agaateacga 840 
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tgctatcgtt accctctaac tgtggatttt gaagcttttg gatgagattg gattatcgct 900 
cctaaaagat ataaggccaa ttactgctct ggagagtgtg aatttgtatt tttacaaaaa 960 
tatcctcata ctcatceggt acaccaagca aaccccagag gttcagcagg cccttgetgt 1020 
actcecacaa agatgtctcc aatnaatatg ctatatttta atggcaaaga acaaataata 1080 
tatgggaaaa ttccagcgat ggtagtagac cgctgtgggt gctcatga 1128 

<210> 339 
<211> 375 
<212> PRT 
<213> Homo sapiens 

<4002, 	329 
Met Gin Lys Leo Gin Leo Cys Val Tyr Ile Tyr Leo Phe Met Leo Ile 
1 5 10 15 

Val Ala Gly Pro Val Asp Leo Asn Glu Asn Ser.  Glo Gin Lye Gin. ASn 
20 25 30 

Val Glu Lys Glu Gly Leo Cys Asn Ala Cys Thr Trp Arg Gin Asn Thr 
35 40 45 

Lys Ser Ser Ara Ile Glo Ala Ile Lys Ile Gin Ile Leu Ser Lys Leo 
50 55 60 

Arg Leo Gio The Ala. Pro Asn ..1e Her Lys Asp Val Ile Aeg Gin Leo 
65 70 75 80 
Leu Pro Lys Ala Pro Pro Leo Arg Glu Leo Ile Asp Gin Tyr Asp Val 

85 90 95 
Gln Arg Asp Asp Ser Her Asp Gly Her Leo Glu Asp Asp Asp Tyr His 

100 105 110 
Ala The' Thr Glu The Ile Ile Thr Met Pro Thr Glu See Asp Phe Leu 

115 120 125 
Met Gin Val Asp Gly Lys Peo Lys Cys Cys Phe Phe Lys Phe Ser Ser 

130 135 140 
Lys Ile Gin Tyr Asn Lys Val Val Lys Ala Gin Leo Trp lie Tyr Leo 
145 150 155 160 
Aeg Pro Val Glu Thr Pro The Thr Val Phe Val Gin Ile Leo Arg Leu 

165 171) 175 
Ile Lys Pro Met Lys Asp Gly Thr Arg Tyr The Giy Ile Arg Ser Leu 

180 185 190 
Lys Leo Asp Met Asn Pro Gly Thr Gly lie Trp Gin See Ile Asp Val 

195 200 205 
Lys Thr Val Leo Gln Asn Trp Leo Lys Gin Pro Glo Her Asn Leo Gly 

210 215 220 
lie Glu Ile Lye Ala Leo Asp Glu Asn Giy His Asp Leo Ala Val The 
225 230 235 240 
Phe Pro Gly Pro Gly Gio Asp Gly Leo Asn Pro Phe Leo Glu Val Lys 

Val Thr.  ASP 

'45 
The Pro Lys Arg See Arg 

250 
Aeg 

, 
Asp Phe Gly Leu 

255 
Asp Cys 

260 265 270 
Asp Glu His Ser The Gio Ser Arg Cys Cys Arg Tyr Pro Leo Thr Val 

275 280 285 
Asp Phe Glu Ala. Phe Gly Trp Asp Trp Ile Ile Ala Pro Lys Arg Tyr 

290 295 300 
Lys Ala Asn Tyr Cys Her Gly Glu Cys Glo Phe Val Phe Leo Gln Lys 
305 310 315 320 
Tyr Pro His Thr His Leo Val His Gln Ala Asn Pro Aeg Gly Ser Ala 

325 330 335 
Giy Pro eye Cys The Pro The Lys Met See Pro Ile Asn Met Leu Tyr 

240 345 350 
Phe Asn Gly Lys Glo Gin Ile lie Tyr Giy Lys Ile Pro Ala Met Val 

355 360 365 
Val Asp Arg Cys Gly Cys Ser 

370 375 

<210> 340 
<211> 109 
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<212> PRT 
213> Homo sapiens 

<400> 340 
Asp Phe Gay Leu Asp Cys Asp G1 His Ser Thr Giu Ser Arg Cys Cys 
1 5 10 15 

Arg Tyr Pro Len Thr Val Asp Phe Gln Ala Phe Gly Trp Asp Trp Ile 
20 25 30 

Ile Ala Pro Lys Arg Tyr Lys Ala Asn Tyr Cys Per Gly Gin Cys Gin 
35 40 45 

Phe Val Phe Leu Gln Lys Tyr Pro His Thr His Len Val His Gan Ala 
50 55 60 

Asn Pro Arg Gly Ser Ala Gly Pro 'Sys Cys Thr Pro Thr Lys Met Ser 
65 70 75 80 
Pro Ile Asn Met. Lou Tyr Phe 4& Gly Lys Giu Gin Ile Ile Tyr Gly 

85 90 95 
Lys Ile Pro Ala Met Val Val Asp Arg Cys Gly Cys Ser 

100 105 

<210> 341 
<211> 1224 
<212> DNA 
<213> Homo sapiens 

<400> 341 
atggtgctcg cqgccecgct gctgctgggc ttcctgctcc tcgccctgga gctgcgqccc 60 
cggggggagg cggccgaggg ccccgcggcg gcggcggcgg cggcggcggc ggcggcagcg 120 
gcqggggtcg ggggggagcg ctccagccgg ccagccccgt ccgtggcgcc cgagccggac 180 
ggctgccccg tgtgcgtttg gcggcagcac agccgcgagc tgcgcctaga gagcatcaag 240 
tcgcagatct tgagcaaact acageLcaag gaggcgccca acatcagccg cgaggtggtg 300 
aagcagctgc tgcecaaggc gccgccgctg cagcagatcc tggacctaca cgacttccag 360 
ggcgacgcgc tgcagcccga ggacttcctg gaggaggacg agtaccacgc caccaccgag 420 
accgtcatta gcatggccpa ggagacgaac ccagcagtac agacagatgg cagccctctc 480 
tgctgccatt ttcacttcag ceccaaggtg atgttcacaa aggtactgaa ggcccagctg >'0 
:gggtgtacc tacggcctgt accccgccca gccacagtct acctgcagat cttgcgacta 600 
aaaoccetaa ctggggaagq gaccgcaggg ggagggggca gaggccgqcg tcacatccgt 660 
atccgctcac tgaagattga gctgcactca cgctcaggcc attggcagag catcgacttc 720 
aagcaagtgc tacacagctg gttccgccag ccacagagca actggggcat cgagatcaac 780 
gcctttgatc ccagtggcac agacctggct gtcacctccc tggggccggg agccgagggg 840 
ctgcatccat tcatggagct tcgagtocta gagaacacaa aacgttcccg gcggaacctg 900 
ggtctggact gcgacgagca ctcaagcgag tcccgctgct gccgatatcc cctoacagtg 960 
gactttgagg ctttcqgctg ggactggatc atcgcaccta agcgctacaa ggccaactac 1020 
tgctccggcc agtgcgagta catgttcatg caaaaatatc cgcataccca tttggtgcag 1080 
caagccaatc caagaggctc tgctgggccc tgttgtaccc ccaccaagat gtccccaatc 1140 
aacatgctct acttcaatga caagcagcag attatctacg gcaagatccc tggcatggtg 1.200 

gtggatcgct gtggctgctc ttaa 1224 

<210> 342 
<211> 407 
<212> PRT 
<213> Homo sapiens 

<400> 342 
Met Val Len Ala Ala Pro Len Leu Len Gly Phe Leu Leu Lou Ala Len 
1 5 10 

Glu Lou Arg Pro Arg Gly Gin Ala Ala Gin Gly Pro Ala Ala Ala Ala 
20 25 30 

Ala Ala Ala Ala Ala Ala Ala Ala Ala Gly Val Gay Gly Glu Arg Per 
35 40 45 

Per Arg Pro Ala Pro Ser Val. Ala Pr-) Glu Piro Asp Gly Cys Pro Val 
50 55 60 

Cys Val Trp Arg Gin 	s 	r Se 	Arg Hi
70 

Glu.. Leu Arg Len 	lu Ser G
5 

Ile Lys 
65 7 80 
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Ser Gin Ile Len Per Lye Len Arg Lou Lys Giu Ala Pro Asn Ile .Ser 
85 90 95 

Arg Glu Val Val Lys Gin Len Leo Pro Iys Ala Pro Pro Len Gin Gin 
100 105 110 

Ile Lou Asp Leu His ASp Phe Gln Ply Asp Ala Leu. Gin Pro Gin Asp 
115 120 125 

Phe Lou Gin Giu Asp Gin Tyr His Ala. Thr Thr Glu Thr Val Ile Ser. 
130 135 140 

Met Ala Gin Gin Thr Asp Pro Ala Val Gin Thx Asp Ply Ser.  Pro Len 
145 150 155 160 
Cys Cys His Phe His Phe Ser Pro Lye Val Met Phe Thr Lys Val Len 

1(y; 170 175 
Lys Ala Gin Len Trp Val Tyr Len Arg Pro Val Pro Arg Pro Ala Thr 

180 185 190 
Val Tyr Lou Gin Ile Len Arg Len Lye Pro Len Thr Gay Giu Gly. Thr 

195 200 205 
Ala Gly Gly Gly Gly Gly Gly Arg Ara His Tie Arg Ile Arg Ser Len 

210 215 220 
Lys Ile Giu. Len His Ser Arg Ser Gly His Trp Gln Ser Ile Asp Phe 
225 230 235 240 
Lys Gin Val Len His Ser Trp She Axg Gin Pro Gin Ser Asn Trp Ply 

245 250 255 
Ile Gin Ile hen Ala Phe Asp Pro Ser Ply Thr Asp Len Ala Val Thr 

260 265 270 
Ser Lou Gly Pro Gay Ala Gin Giy Len His Pro She Met Gin Len Arg 

275 280 285 
Val Len Giu. Asn Thr Lys Arg Ser Arg Arg Asn Leu Gly Lou Asp Cys 

290 295 300 
Aso Gin His Per Per Gin Per Arg Cys Cys Arg Tyr Pro Leu Thr Val. 
305 310 315 320 
Asp Phe Gin Ala Phe Clv Trp Asp Trp Ile Ile Ala Pro Lys Arg Tyr 

325 330 335 
Lys Ala Asn Tyr Cys Ser Ply Gin Cys Giu. Tyr Met Phe met Gin Lys 

340 345 350 
Tyr Pro His Thr HiS Len Vai Gin Gin Ala Asn Pro Arg Ply Ser Ala 

355 360 365 
Ply Pro Cys Cys Thr. Pro Thr Lys Met Per Pro Ile hen Met Len Tyr 

370 375 380 
She Asn Asp Lye Gin Gin lie Ile Tyr.  Gly Lys Ile Pro Gly Met Val 
385 390 395 400 
Val Asp Asp Cys Gly Cys Ser 

405 

<210> 343 
<211> 109 
<212> PAT 
<213> Homo sapiens 

<400> 	343 
Asn Len Giy Lou Asp Cys Asp Gln His Per Ser Glu Ser Arg. Cys Cys 
1 5 10 15 

Arg Tyr Pro Leu Thr Val Asp She Gin Ala Phe Ply Trp Asp Trp Ile 
20 25  30 

Ile Ala Pro Lys Arg Tyr Lys Ala Asn Tyr Cys Ser Gly Gln Cys Gin 
35 40 45 

Tyr Met Phe Met Gin Lys Tyr Pro His Thr His Len Val Gin. Gin Ala 
50 55 60 

Ass Pro Arg Gly Ser Ala Ply Pro Cys Cys Th7n-  Pro Thr Lys Met Ser 
65 70 75 80 
Pro Tie Asn Met Len Tyr She Asn Asp Lys Gin Gln Ile Ile Tyr Ply 

85 90 9. 
Lys Iie Pro Ply Met Val Val Asp Asp Cys Ply Cys Ser 

100 105 
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<210> 344 
<211> 1503  
<212> DNA 
<213> Homo spiens 

<400> 344 
atgagactcc ccaaactcct cactttcttg ctttggtacc tggcttggct ggacctggaa 50 
ttcatctgoa ctgtgttggg tgcccctgac ttgggccaga gaccccaggg gaccaggcca 120 
ggattggcca aagcagaggc caaggagagg ccccccctgg cccggaacgt cttcaggcca 180 
gggggtcaca gctatggtqg gggggccacc aatgc:caatg ccagggcaaa gggaggcacc 240 
gggcagacag gaggectgac acagcccaag aaggatgaac ccaaaaagct gccgcccaga 300 
ccgggcggcc ctgaacccaa gccaggacac cctecccaaa caaggcaggc tacagcccgg 360 
actgtgaccc caaaaggaca gotteccgga ggcaaggcac coccaaaagc aggatctgtc 420 
cccagctcct tcotactgaa gaaggccagg gagcccgggc ccccacgaga gcccaaggag 480 
ccgtttcgcc caccccccat cacaccccar gagtacatgc tctcgctgta caggacgctg 540 
tccgatgctg acagaaaggg aggcaacagc agcgtgaagt tggaggctgg cctggccaac 600 
accatcacca gctttattga caaagggcaa gatgaccaag gtcccgtggt caggaagcag 060 
aggtacgtgt ttgacattaa tgccctggag aaggatgggc tgctgggggc cgagctgcgg 720 
atcttacgga agaagccctc ggacacggcc aagccagcgg cccooggaga cgggcgggct 780 
gcccagctga agctgtccag ctgacccagc ggccggcagc cggcctectt gctggatgtg 840 
cgctccgtgc caggcctgga cggatctagc tgggaggtgt tcgacatcta gaagctcttc 900 
cgaaacttta agaactcggc ccagctgtgc ctggagctgg aggcctggga acggggcagg 960 
gccgtggacc tccgtggcct gggcttcgac cgcgccgccc ggcaggtcca cgagaaggcc 1020 
ctgttcctag tgtttggccg caccaagaaa cgggacctgt tctttaatga gattaaggcc 1080 
cgctctggcc aggacgataa gaccgtgtat gaqtacctgt tcaaccagcg gcgaaaacgg 1140 
cgggccccac tggccactcg ccagggcaag cgacccagca agaaccttaa ggctcgctgc 100 
agtcggaagg cactgcatgt caacttcaaa gacatggact gggacgactg gatcatcgca 1260 

ccocttgagt acgaggcttt ccactgcgag gggctgtgcg agttcocatt gcgctcccac 1320 
ctggaaccca cgaatcatgc agtcatccag accctgatga actccatgga ccccgaatcc 1380 
acaccaccca cctgctgtqt gcocacgcgg ctgagtccca. tcagcatcct cttcattgac 1440 
tctgccaaca acgtggtgta taagcagtat gaggacatgg tcgtggagtc gtgtgqctgc 1500 
agg 1503 

<210> 345 
<211> 501 
<212> ORT 
<213> Homo sapiens 

<400> 	345 
Met Arg Lou Pro Lys Leu Leu Thr Phe Lou Lou Trp Tyr Lou Ala Trp 

5 10 15 
Lou Asp Leu Glu. Phe Tic Cys Thr Val Leu Gly Ala Pro Asp Lou Sly 

20 25 30 
Sin Aug Pro Gin Gly Thr Arg Pro Gly Lou Ala Lys Ala Giu Ala Lys 

35 40 45 
Glu Arg Pro Pro Lou Ala Arg Asn Val Phe Arg Pro Gly Gly His Ser 

50 55 50 
Tyr Cly Gly Gly Ala Thr Asn Ala Asn Ala Arg Ala LysCl.y Gly Thr 

65 70 75 80 
Gly Gin Thr Gly Gly Lou Thr Gin Pro Lys Lys Asp Glu Pro Lys Lys 

85 90 95 
Lou Pro Pro Arg Pro Gly Gly Pro Glu Pro Lys Pro Glv His Pro Pro 

100 105 110 
Gin Thr Arg Gin. Ala Thu Ala Arg Thr Val Thr Pro Lys Sly Gin Leu 

115 120 125 
Pro Gly Sly Lys Ala Pro Pro Lis Ala Sly Ser Val Pro $or  Ser Phe 

130 135 140 
Lou Leu Lys Lys Ala Aug Glu Pro Gly Pro Pro Arg Glu Pro Lys Giu 
145 150 155 160 
Pro Phe Aug Pro Pro Pro :re Thr Pro His Glu Tyr Met Leu Ser Lou 

165 170 175 
Tyr Arg Thr Lou Ser Asp A1a Asp Arg Lys Gly Giy Asn Ser Ser Val 
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180 188 19.0 
.Lys Leu Git Ala Sly Leo Ala Ash Thr Ile Thr Ser Phe tie Asp• Lys. 

195 200 205. 
ply Glix. Asp Asp  Arg: Gly .PkQ. Val Val Arg Lys car.., Ar'g Tyr Val. Phe. 

210 215 220 
Asp lie Ser Ala Leo Glu. Lys. Asp  .G2..y. Leo Lett Giy Ala Gin Lou. Arg 
225 230 235 249: 
:le Leu. Arg: -Lys Lys Pro Sex Asp Thr Ala LyS• Pro Ala Ala Pre Gly 

245 250. 255 
Gly Gay: Arg-Ala Ala Gin Let Lys Let Ser Sex Cys Pro Sex Gay Arg 

260: 265 270 
Gin Pro Ala Ser :Let Let Asp Val Arg Ser. On Pro Gly  .Lou Asp Gly: 

275 280 285. 
SOT Sly Trp. Glu Val Phe. Asp Ile. tXp Lys Leo Phe Arg Ass Phe Lye 

290 295 300 
Ass Sex Ala 
305 

Gin Leu Cys 
310 

Leu G._-, teuGao. Ala 
315 

Trp Glu.Axg Gly Arg 
320 

Ala Val Asp Leo. Arg Gly Leo Giy Phe Asp Arg Ala Ala Arg Gin Val. 
325 330 335 

His Glu Lys Ala Let. Phe Leu Val one sly Ara Thr Lys. Lys' Arg Asp 
340 345 35.0. 

Leo Phe Phe ASh Glu. Tie. Lye Ala Arg Ser Gly Gin Asp Asp Lys Thr• 
355 •360 365 

Val. Tyr GIU TyX Leu: Phe Ser Gin Arg Arg Lys Arg Arg Ala Pro Leo 
370 375. 390 

Ala. Thr Arg Gin G-Iy LyS .Arg Pro Set Lys Ass Lell. Ly8 Ala.  Arg Cys 
3.85 390 395 400 
Sex Arg Lys Ala Leo His Val Asn.. Phe• Lys Asp :Mot. Sly' Trp. Asp Asp. 

4.08 40 415 
Trp lie lie Ala Pro Leu Sir Tyr Gin Ala. Phe His. Cys Sir Gly Leo. 

420 425 430 
Cys Sir Pho. Pro. Leo Arg Ser Hs.• too Gat Pro Thr Ass His. Ala Val 

435 446: 445 
lie Gin. Thr Leu Met Asn Set...Met...Asp Pro Gin Ser Thr Pro Pro Thy. 

450 455 450 
Cys Cys Val Pro Thr Arg h. c.u, 8:er Pr.°. TM Ser Ile Leo.. Phe lie Asp 
465. 470 478 480 
SeX• Ala Asst Ass Val Val 

485 
Tyr Lye Gan Ty., 	:7411. 

490 
Asp Met Val, Val 

495. 
Gill 

;sex Cys G.:1.Y  Cys  :,4r4 
600 

<210> 346 
<211> 126 
<212> 	P.1 ..t 
<213> :Homo sapiens  

<400> 346 
Ala Pro Leu • Ala. Thr: Arg Gln Sly Lys Arg Pro. Sox Lys Ast Leu Lys 
1 5 10 .18 

Ala Arg Gys: Set Arg Lys Ala Let His Val Ass_ Phe. Lys Asp. Met •Gly.  
2.0 28 3.0 

Trp Asp Asp TXp. Ile lie Ala Pro Leo.; Glu Tyr GIu. Ala Pho Sis CyS. 
35 40 45. 

Glo. Gly Let CyS. Gib. phe. Pro LeU Arg ..Sr His Leu G1-0. Piro The Ass 
50. 55 50 

His Ala Val tle Gin Thr Leo Met Ash Ser Met ASP Pro Glu Sex' Thr 
65 70 75 .80• 
Pre Pre Tht Cys Cys Val Pro Thr Arg Lou. sc.;.c Pro. Tie Her Ile. LOU 

85 90 95 
Phe Tie. Asp Sox Ala Ass.: Aen Val Val. Tyr Lys.  Gin Tyr G14 Asp Met 

100 105 110 
Val. Val. Gila.. Sex cys Sly Gys Arg 
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115 
	

120 

<210> 347 
<211> 107 
<212> ART 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	347 
Gin Ala Lys His Lys Gin Arg Lys Arg Leo Lys Ser Ser Cys Arg Tyr 
1 	 5 10 15 

Pro Len Thr Val Asp Pile. Gin Ala Phe Gly Trp Asp Trp Ile Ile Ala 
20 25 30 

Pro Lys Arg Tyr Lys 
qc 

Ala Asn Tyr 
40 

Cys Ser Gly Glu Cys 
45 

Gin Phe Val 

Phe Leu Gin Lys Tyr Pro His Thr His Len Val His Gin Ala Asn Pro 
50 55 60 

Arg Gly Ser Ala Gly Pro Cys Cys Thr Pro The Lye Met See Pro Ile 
65 70 75 80 
Asn Met Len Tyr Phe Asn Gly Lys Gln Gin Ile Ile Tyr Gly Lys Ile 

85 90 95 
Pro Ala Met Val Val Asp Arg Cys Gly Cys See 

100 105 

<210> 348 
<211> 109 
<212> PRT 
<2.13> Artificial Segnence 

<220> 
<223> Synthetic 

<400> 348 
Ate Len Asp The Asn Tyr Cys Phe Ser Ser The Gin Lye Asn Cys Cys 
1 	 5 10 15 

Arg Tyr Pro Len Thr Val Asp Phe. Glu Ala Phe Gly Trp Asp Trp Ile 
20 25 30 

Ilea Ala Pro Lys Arg Tyr Lys Ala Asn Tvr Cys Ser Gly Glu Cys Glu 
35 40 45 

Phe Val Phe Leu Gin Lys Tyr Pro His Thr. His Len Val His Gln Ala 
50 55 60 

Aen Pro Arg Gly See Ala Gly Pro Cys Cys Thr Pro The Lys Met. See 
65 70 75 80 
Pro Tie Ace Met Len Tyr Phe Asn Gly Lys Giu Gin Ile Ile Tyr Gly 

85 90 95 
LJye Ile Pro Ala Met Val Val Asp Arg Cys Gly Cys Ser 

100 105 

<210> 349 
<211> 111 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 349 
Asp Phe Gly Len Asp Cys Asp Gin His Ser The Giu Ser Arg Cys Cys 

„. 5 10 15 
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Lys ATc-,4. H..iePrp Len. Tyr Val .Asp Phe. sOr. Asp Val Ply .Trp P,.sh. Asp 
20. 25 2. 01. 

Trp Ile. Val. Ala Pto Pro Sly Tyr His Ala Pile Tyr:  Cyr S'S# Sly Gb 
35 40 45 

Cys Gin Phe Val. Phe Len Gin Lye Tyr Pro. His Thr His Leh Val His 
50 55 60. 

GIn Ala Asn Pro Arg Gly Set.  Ala Sly Pro cys. Cys Thr Pro Thr LyS 
615.. ?0 .7.5 8.0 
Met Ser Pro Ile Asn Met Leo Tyr Phe Asn Gay Lys Giu Gin. Ile lie. 

85.• 90 95 
Tyr Sly Lys rte. Pro Ala Met Val Val Asp Arg Cys Sly  Cys. Her 

10.6. 105 110. 

<210> 350 
<211> 	110 
c..'.212>. 	ppT 
<21.3> Artifioal. Sequence 

<220> 
..e223> Synthetic 

=,:4.00.> 	350 

Asp Phe Gay Leu Asp Cys Asp Giu is Ser.  Thr Gin.  Set Arg Cys Cys 
1 	 S. 10 .15 

Val Arg .Gin Leu Tyr Ile. Asp Phe Arg Lys Asp Leu Sly Trp Lys Trp 
20 25 30 

Tie His GIn Pro. Lys Gly Tyr His Ala ..Asn. Phe Cys Ser Gly Gas. Cys 
3:S: 40 4.5.  

Gill Inc. Val Inc Leu 
50 

GIn Lye. Tyr. 
55 

Pro His Thr His• 
tO 

Leo. Val His Gin 

Ala Asn Pro Arg sly 
E35 

.Ser 
70 

Ala Gly Pro Cys Cys, 
75 

Thr Pro Thr Lys. Met 
$.0 

Her pro Ile Asa Plt. Leu Tyr Phu ASh Gly Lys Glu Gin Inc. Ile Tyr 
85 90.  95' 

Gly Lys Ile Prb Ala. Met. Val. Val. ..Asp Arg cyS Gly cy:J 	s.1.7. 
10.0 105 110 

<210> 351 
<211> 	114 
..-.:.212> 	PRT 
‹213'› Artificial Sequence 

<22.0.> 
...2.2..3> 	Synthetic 

‹.400›. 351 
Asp Phe sly Len Asp 
1 	 5 

Cys Asp Glu 1--Ts, Ser 
10 

Thr Gin. Her Arg Cys Cys 
15 

1s, g. Tyr Pro Let Thr 
20. 

i'll Asp 	pb_c,-1, Gl.1 
25 

Ala. Phe Ply Trp Asp 
30 

Trp 'Ile 

Ile Ala Pro Lys Arg Tyr Lys .Ala Aen Tyr C,:-..,. Ser.  slycan Cys Pro 
35 40 45. 

She Pro Leo Ala ASP His Leo. Asn Set.  Thr hen His Ala Ile Val Gin 
50 .5.5. 60. 

Thr -Leu. Val Asn Set Val. Asm Ser. Lys :Ile Pro Lye Ala Cys Cys Thr 
65 70 75. 80 
Pro Thr Lys Met Her. Pro Ile Asn Met: Len Tyr Phe Ass Gly.  Lys Git 

85 90 95 
Gln.J_. le Ile Tyr sly 

1.0'.0 

Lys Ile. Pro Ala 
la s.  

Met 'Val. Val. Asp. Arg 
110. 

Cys Sly 

Cys• Ser 
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<210> 352 
<211> 112 
<212> PAT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 352 
Asp Phe Gly Leu Asp Cys Asp Giu his Ser Thr Glu Ser Arg CyS Cys 
1 5 10 1.5 

Arg Tyr Pro Leu Thr Val Asp Phe Glu Ala Phe Gly Trp Asp Trp Ile 
20 25 30 

Ile Ala Pro Lys Arg Tyr Lys Ala Asn Tyr Cys Ser Gly Giu Cys Pro 
35 40 45 

Tyr Ile Trp Ser Leu Asp Thr Gin Tyr Ser. Lys Val Lea. Ala Lea Tyr 
50 55 60 

Asn Gin His Asn Pro Gly Ala Ser Ala Ala Pro Cys Cys Thr Pro Thr 
65 70 75 80 
Lys Met Ser PTO Ile Asn Met Lea Tyr She Asn Gly Lys Glu Gin Ile 

05 90 —.., ci-:- 

Ile Tyr Gly Lys Ile Pro Ala Met Val Val Asp Arg Cyc Gly Cys Ser 
100 105 110 

<210> 353 
<211> 109 
<212> PAT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 353 
Asp Phe Gly Leu Asp Cys Asp Glu His Ser Thr Giu Ser. Arg Cys Cys 
1 5 10 15 
Arg Tyr Pro Lea Thr Val Asp She Giu Ala She. Gly Trp Asp Trp Ile 

20 25 30 
Ile Ala Pro Lys Arg Tyr Lys Ala Ash Tyr Cys Ser Gly Glu Cys Giu 

35 40 45 
She Val She Leu Gin Lys Tyr Pro His Thr His Lela val His Gln Ala 

50 55 60 
Asn O'er Val Asn Ser lye Ile Pro Cys Cys Thr Pro Ter Lys Met Ser 
65 70 75 80 
Pro lie Asa Met Leu Tyr Phe Asn Gly Lys Gla Gin Ile Ile Tyr Gly 

85 90 95 
Lys Ile Pro Ala met Val Val Asp Arg Cys Gly Cys Ser 

100 105 

<210> 354 
<211> 109 
<212> PAT 
<213> Artificial. Sequence 

<220> 
<22;3> Synthetic 

<400> 354 
Asp Phe Gly Lev Asp Cys Asp Giu His Ser Thr Cui Ser: Arg Cys Cys 
1 5 10 15 

Arg Tyr Pro Leu Thr Val Asp Phe Giu Ala Phe Gly Trp Asp Trp Ile 

90 



20 25 30 
Ile Ala Pro Lys Arg Tyr Lys Ala.  Asn Tyr Cys Ser Gly Gin Cys Gin 

35 40 45 
Phe Val Phe Leu Gin Lys Tyr Pro His Thr His Len Val His Gin Ala 

50 	 55 60 
Aen Pro Sly Ala Ser Ala Ala Pro Cys CYs Thr Pro Thr Lys Met Ser 
65 	 70 75 80 
Pro Ile Asn Met Leu Tyr Phe Aen Gly Lys Gln Gin Ile Ile Tyr. Gly 

85 90 95 
Lys liee Pro. Ala Met Val Val Asp Arg Cys Gly Cys Ser 

100 105 

<2i0> 355 
<211> 109 
<212> PAT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 355 
Asp Phe Gly Len Asp Cys Asp Gin His Ser.  Thr Gin Ser Arg Cys eye 
1 	 5 10  15 

Arg Tyr Pro Leu Thr Val Asp Phe Gin Ala Phe G.1,. Trp Asp Trp Ile 
20 25 30 

Ile Ala Pro Lys Arg Tyr Lys Ala Aso. T 	- Cys Ser Sly Glu Cys Gin 
35 40 45 

Phe Val Phe Len Gin Lys Tyr Pro His Thr His Leu Val His GinAla 
50 	 55 60 

Asn Pro Arg Gly Ser Ala Gly Pro Cys Cys Val Pro Thr Gin Len Ser 
65 	 70 75 80 
Ala lie Ser Met Len Tyr Len Asp Glu Asn Gin Lys Val Val Len Lys 

85 90 95 
Aen Tyr Gin Asp Met Val Val Gin Gly Cys Gly Cys Ser 

100 105 

<210> 356 
<211> 108 
‹212› PAT 
<213> Art 	S 	c ificial 	-anene 

<220> 
<223> Synthetic 

<400> 356 
Asp Phe Gay Len Asp Cys Asp Giu His Ser Thr Glu Ser Arg Cys Cys 
1 	 5 10 15 

Arg Tyr Pro Len Thr Val Asp Phe Gin Ala Phe Gly Trp Asp Trp Ile 
20 25 30 

Ile Ala Pro Lys Arg Tyr Lys Ala Asn Tyr. Cys Ser Gly Gin Cys Gin 
35 40 45

.  

Phe Val Phe Len Gin Lys Tyr Pro His Thr His Leu Val His Glu Ala 
50 	 55 60 

Act Pro Arg Sly Ser Ala Sly Pro Cys Cys Val Pro Gln Ala Len Glu 
65 	 70 75 80 
Pro Len Pro Ile Val Tyr Tyr Val Sly Arg Lys Pro Lys Val Gin Gin 

85 90 95 
Len Ser Act Met Ile Val Arg Ser Cys Sly Cys ,-._ 

100 105 

<2-10> 357 



<211> 109 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 357 
Asp Phe Gly Leu Asp Cys Asp Glu His Ser Thr Glu Per Arg Cys dye 
1 	 5 10 15 
Arg Tyr Pro Leu Thr Val Asp Phe Glu Ala Phe Gly Trp Asp 'Trp Ile 

20 25 30 
Ile Ala Pro Lys Arg Tyr Lys Ala Asn Tyr dye Set Gly Glu Cys Glu 

35 	 40 45 
Phe Val Phe Leu Gin Lys Tyr Pro His Thr His Leu Val His Gin Ala 

50 	 55 60 
Asn Pro Arg Gly Ser Ala Gly Pro Cys Cys Tir Pro Thr. Lys Met Ser 
65 	 70 ,..-- 7 80 
Pro Ile Asn Met Le,,1 15 	Phe Asn G. 	Lys Glu Sys Val Val Lei Lys 

SS 90 95 
Asn Tyr_ Gin Asp Met Val Val Glu Gly Cys Gly Cys Ser 

100 105 

<210> 358 
<211> 108 
<212> PRT 
<213> Artificial Sequence 

<220>  

<223> Synthetic 

<400> 358 
Asp She Gly Leu Asp Cys Asp GIu His Per Thr Glu Ser Arg Cys Cys 
1 	 5 10 15 

Arg Tyr Pro Leu Thr Val Asp She Giu Ala Phe Gay Trp Asp Trp Ile 
20 25 30 

Ile Ala Pro Lys Arg Tyr Lys Ala Asn Tyr Cys Ser Gay Glu Cys Glu 
35 	 40 45 

Phe Val She Leu Gin Lys Tyr Pro His Thr His Leu Val His Gin Ala 
SO 	 55 60 

Asn Pro Arg Gly Per Ala Gly Pro eye Cys Thr Pro Thr Lys Met Set 
65 	 70 75 80 
Pro Ile Asn Met Leu Tyr Phe Asn Ply Lys Lys Pro Lys Val Glu Gin 

85 90 95 
Leu Per Aun Met Ile Val_ Arg Ser dye Gly Cys Per 

100 105 

<210> 359 
<211> 360 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 359 
gaggtgcagg tgttggagtc tgggggagac ttggtacagc ctggggggtc c:ctgagactc 60 
tectgtgcag cctctggatt cacetttagt goctatgcca ngacctgqgt ccgccaggct 120 
ccagggaagq ggctggagtg ggLetcaget attagtggta gtggtggtag cgcatactac 180 
gcagactecq tgaagggccg gttcaccato tccagagaca attccaagaa cacggtatat 240 
ctgcagatga acagcctgag agccgaggac acgaccgtat attactgtgc gaaagatggg 300 
gectggsaaa tgtcaggttt ggacgtctgg ggccaaggga coaoggtcat cgtctcctca 360 

99 



<210> 360 
<211> 120 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 360 
Glu Val Gin Val Len Giu Ser Gly Gly Asp Len Val Gin Pro Gly Gly 
1 5 10 15 
Ser Leu Arg Len Ser Cys Ala Ala Ser Giy Phe Thr Phe Ser Ala Tyr 

20 25 30 
Ala Met Thr Trp Val Arg Gin Ala Pro Gly Lys Sly Len Gin Trp Val 

35 40 45 
Ser Ala Ile Ser Sly Ser Sly Gly Ser Ala Tyr Tyr Ala Asp Ser Val 

50 55 60. 
Lys 01 	Arg Phe Thr Ile Ser Arg Asp Asn Ser Lye Asn Thr Val Tyr 
65 70 75 80 
Len Gin Met Asn Ser Leu Arg Ala Gin Asp Thr Ala Val T r Tyr Cys 

85 90 95 
Ala Lys Asp Gly Ala Trp Lys Met Ser Sly Len Asp Val Trp Giy Gln 

100 105 110 
Gly Thr Thr Val Ile Val Ser Ser. 

115 120 

<210> 361 
<211> 24 
<212> DNA 
<212> Artificial. Sequence 

<220> 
<223> Synthetic 

<400> 361 
ggattcacct ttagtgccta tqce 

<210> 362 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 362 
Sly She Thr Phe Set Ala Tyr Ala 
1 5 

<210> 363 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<222> Synthetic 

<400> 353 
attagtggta gtggtIggtag cgca 

24 

24 
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<210> 364 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 364 
Ile Ser Gly Ser Gly Gly Ser Ala 
1 	 5 

<210> 365 
<211> 39 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 365 
gcgaaagatg ggacctggaa aatgtccggt ttggacgtc 39 

<210> 	366 
<211> 13 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 366 
Ala Lys Asp Gly Ala Trp Lys Met Ser Gly Leu Asp Val 
1 	 5 10 

<210> 	367 

<211> 321 
<212> DNA. 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 367 
gacatccaga tgacccagtc tecaacctcc ctgtctgcat ctgttggaga cagagtcacc 60 
atcacttgtc gggcgagtca ggacattagc gattatttag cctggtatca gcagaaacca 120 
ggaaaaattc ctaggctcct gatctatact acatecactt tgcaatcagg 3gtcccatct 180 
cggttccgta gcagtgagtc tgggacaaat ttcactctca ccatcagcag cctgcagcct 240 
gaagatgttg caacttatta ctgtcagaag tatgacagtg cocegctcac tttcggcgga 300 
gggaccaagg tggagatcaa a 321 

<210> 368 
<211> 107 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 368 
Asp Ile Gin Met Tb 	...An Ser Pro Ala Sep" rut: Ser Ala Ser Val Gly 
1 	 5 10 15 
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Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Ser Asp 'Tyr 
20 "25 30 

Len Ala Trp Tyr Gin Gin Lys Pro Sly Lys Ile Pro Arg Leu Leu Ile 
35 40 45 

Tyr Thr Thr Ser Thr Len Gin Ser Gly Val Pro Ser Arg Phe Ara 1 
50 	 55 60 

Ser Gly Ser. Gly Thr Asp Phe Thr Leu Thr lie Ser Ser.  Len Gin Pro 
65 	 70 75 60 
Gin Asp Vai Ala Thr Tyr Tyr Cys Gin Lys Tyr Asp Ser Ala. Pro Len 

85 90 95 
Mx She Sly Gly Gly Thr Lys Jai Gin Iie Lys 

100 105 

<210> 369 
<211> 18 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 369 
caggacatta gcgattat 

<210> 370 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 370 
Gin Asp Tie Ser Asp Tyr 
1 	 5 

<210> 371 
<211> 	9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 371 
actacatcc 

<210> 372 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 372 
Thy. Thr Sel 
1 

<21.0> 373 
<221> 27 

18 



<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 373 
cagaagtatg acagtgcccc gctcact 27 

<210> 374 
<211> 9 
<212> PAT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 374 
Gin Lys Tyr Asp Set A a Pro Leu Thr 
1 	 5 

<210> 375 
<211> 363 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 375 
caggtgcagc tggtggagtc tgggggaggc gtggtecago ctgggaagtc cctgcgactc 60 
tcctgtgcag cgtctggatt caccttcagt agttttggcs tgcattgggt ccgccaggct 120 
ccaggcaagg ggctggaatg ggtggcagtt attgggtatg atggaggtaa tgaatactat 180 
gccgactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgaat 240 
ctgcaaatga gcagcctaag agccaaagac acggcLgtgt attattgttc gactataagt 300 
cattacgata ttttgagcgg tat 	tggggccgag ggaccacggt caccgtotcc 360 
tca 363 

<210> 376 
<211> 121 
<212> PAT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	376 
Gin Val Gin Leu Val Glu Ser Gly Sly Gly Val Val Gin Pro Gly Lys 
1 	 5 	 10 15 

Set Leu Arg Leu Set Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Phe 
20 	 25 30 

Sly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 	 40 45 

Ala Vai Ile Oly Tyr Asp Gly Gly Asn Gin Tyr Tyr Ala. Asp Ser Val 
50 	 55 60 

Lys Sly Arg inc TAr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Asn 
65 	 70 	 75 80 
Leu Gan Met Ser Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

85 	 90 95 
Ser Thr Ile :per His Tyr Asp Ile Len Ser sly Met Asp Val Trp Gly 

100 	 10.5 110 
Arg Gly Thr TAr Val Thr Val Set Ser 

115 	 120 
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<210> 377 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 377 
ggattcacct tcagtaattt tgge 24 

<210> 	378 
<212›. 	8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 378 
Gly Phe Thr Phe Ser Ser Phe Gay 
1 	 5 

<210> 379 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 379 
attgggtatg atgaaggtaa tgaa 24 

<210> 380 
<211> 8 
<212> PRT 
<213> Artificial Spquence 

<220> 
<223> Synthetic 

<400> 380 
Ile Gly Tyr Asp Gay Gly Asu Gin 
1 	 5 

<210> 381 
<211> 42 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 381 
tcgactataa gtcattacga tattttgage ggtatggaca tc 42 

<210> 382 
<211> 14 
<212> PRI 
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<213> Art.3ficial Sequence 

<220> 
<223> Synthetic 

<400> 382 
Ser Thr Ile Ser His 	'r Asp Ile Len Ser Gly Met Asp Val 
1 	 5 10 

<210> 383 
<211> 324 
<212> DNA 
<213> Artific 	l Sequence 

<220> 
<223> Synthetic 

<400> 383 
gaeatocaga tgacccagtc tccatcttoc gtgtctgcat ctgtaggaga cagagtcaco 60 
atcacttgtc gggcgagtca aggtattagc aactggttag cctggtatca gcagaaacca 120 
ggaaaagace ctaagctcct gatetttgat qcatccagtt tgcaaagtgg ggteccatca 180 
cggttcagcg gcagtgcatc tgqgacagat ttcactctca ccatcaacag cctgcagcct 240 
gaagattttg caacttacta ttgtcaacag gctaacagtt teccgctcac tttcggcgga 300 
gggaccaagg tggagatcaa acga 324 

<210> 384 
<211> 108 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 384 
Asp Ile Gin Met Thr Gin Ser Pro Ser Ser Val Ser Ala Ser Val Gly 
1 	 5 10 15 
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Giy Ile Ser Asn Trp 

20 25 30 

Len Ala Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Len Len Ile 
35 	 40 45 

Phe Ala Ala Ser Ser Len Gin Sex Gly Val Pro Ser Arg PLc  Ser Gly 
SO 	 55 60 

aer Ala Ser Gly Thr Asp Phe Thr Len Thr Ile Ann Ser Leu Gin Pro 
65 	 70 75 80 
Gin Asp she Ala Thr Tyr Tyr Cys Gin Gin Ala Asn S r PLc Pro Leu 

85 90 95 
Thr :'he C 	Cl]. iv Thr Lys Val ulu Ile Lys Arg 

100 105 

<210> 385 
<211> 18 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 385 
cagggtatta gcaactgg 18 

<210> 386 
<211> 6 
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<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 386 
Gin Gly Ile Scr Asn Trp 
1 	 5 

<210> 387 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 387 
qctgcatcc 

<210> 388 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 	38. 8 
Ala Ala Ser 
I 

<210> 389 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 389 
caacaggeta acagtttcce gctca t 

<210> 390 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 390 
Gin Gin Ala Asn Ser She Pro.. :eu Thr 
1 	 5 

<210> 391 
<211> 340 
<212> PRT 
<213> Artificial Sequence 
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<220-> 
,:223> Synthetic 

<400> 391 
Glu Ala Gin Thr Arg Gin Cys Tie Tyr Tyr Asn Ala Asn Trp Giu Len 
1 5 10 15 

Gin. Arg Thr Ass Gln Ser Gly Len Clu Arg Cys Giu Gay Gin Gin Asp 
20 25 30 

Lys Arg Len His Cys Tyr Ala Ser Trp Ala A8n Ser Ser Sly Thr Ile 
35 40 45  

Gin Len Val Lys Lys Gly Cys Trp Len Asp Asp Phe Asn Cys Ty Asp 
50 55 60 

Arg Gin Gin Cys Val Ala Thr Gin Gin Asn Pro Gin Val Tyr Phe Cys 
65 70 75 80 
Cys Cys Gin Sly Asn Phe Cys Asn Gin Arg Phe Thr His Len Pro Gin 

85 90 95 
Ala Gly Gly Pro Gin Val Thr Tyr Gin Pro Pro Pro Thr Ala Pro Ser 

100 105 110 
Gly Asp Lys 

us; 
Thr His Thr Cys Pro 

120 
Pro Cys Pro Ala Pro 

125 
Gin. Lou Leu 

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Len 
130 135 140 

Met Tie Ser Arg Thr Pro Glu Val. Thr Cys Val. Val Val Asp Val Ser 
145 150 155 160 
His Gin Asp Pro Gin Val Lys Phe Asn Trp Tyr Val Asp Gly kTal Gin 

165 170 175 

Val His Ash Ala Lys Thr Lys Pro Arg Gin Gin Gin Tyr Asn Ser Thr 

180 185 190 
Tyr Arg Val Val Ser Val Len Thr Val Len His Gin Asp Trp Len Asn 

195 200 205 
Gly Lys Gin Tyr.  Lys Cys Lys Val Ser Asn Lys Ala Len Pro Ala Pro 

210 215 220 
Ile Gln Lys Thr Ile Ser Lys Ala Lys Giy Gin Pro Arg GIn Pro Gin 
225 230 235 240 
Val Tyr Thr Len Pro Pro Ser Arg Asp Gin Leu Thr Lys Asn Gin Val 

245 25.0 255 
Ser Len Thr Cys Len Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val 

260 265 270 
Gin Trp Sin Ser Asn Gly Gin Pro Gin Ass As Tyr Lys Thr Thr Pro 

275 280 285 
Pro Val Len Asp Ser Asp Gly Ser Phe Phe Len Tyr Ser Lys Len Thr 

290 295 300 
Val Asp Lys Ger Arg Trp Gin Gin Gay Asn Vai Phe Ser Cys Ser Val 
305 310 315 320 
Met His Gin Ala Len His Asa His Tyr Thr Gin Lys Ser Len Ser Leu 

325 330 335 
Ser Pro Sly Lys 

340 


