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<160>
<170>
<210>
<21i>
<212>
<213>
<220>
<221>

<222>
«223>

<400>
His
1
Leu
Leu
lL.eu
Arg
65
val
Giu
Thr
Ala
Ile
145
Gly
Gin
Pro
His
Cys
225
Cys
Ser
Gly
Pro
Leu

305
Ile

Ley
Thr
Gin
Ser
50

val
Ile
Met
Ary
Thr
130
val
Thr
Phe
Thr
ser
210
val
Pro
Phe
Cys
Ser
290
Gly

ASp
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Epshtein, Oleg Iliich
New Invention Title
22
Bissap 1.0

1

735

PRT

Homo sapiens

SOURCE

1..735 !
/mol_type="protein”
/organism="Homo sapiens"

1

Pro Gly Glu val

5.
H1s

Tyr Cys

Lay Glu Leu Glu

20
Leu

Arg

Ile Met Phe
35

Phe

Leu Lys

40
Ite Met
55

ser

Pro Lys Leu
Glu
70

Arg

Tyr Gly Leu Leu

Gly ser Phe
85

i.eu

Arg Leu

His Glu Leu
100

ser

val Lys
Glu
120
Ile

Gly val Ile
115

Ile

Arg

Asp Trp Ser Arg

; 135
Ley Asn Lys ASp
150

Ala Gly Lys Thr Asn
165

ATg

Lys

Glu
180
Cys

val Cys Trp Thr
tle
195
Glu

Lys

Cys Leu

215

Asn Phe
230

Tyr His

Ala Cys Arg

Pro Pro Tyr

245 )
GIn Asp Leu His
260

GIn

Cys
His val Ile
275
Gly

Tvyr

Thr Met Asn

295

Tyr

Pro Cys Pro

310
Thr

ser val

Pro
Asn

25
Thr
Iie
Lys
phe

Gly

105

Lys

Leu

Asp Ash Glu-

Cys

His

185
ser His Gly Cys Thr
200

Gly
10
cys
Arg
Thr
ASD
ASH
90
Leu
ASD
Asp
Glu

Pro

Met.

Ser
Pro
Asp
Leu

75
Tyr
Tyr
Ash
ser
Cys

155
Ala

170

s5er

Gly Asn Cys Ser Gin
Tyr Leu Asp
Phe Glin Asp

25

His
Ala
Pro

Gly
235

Tp
0
His Lys Cys Lys

265 ‘
His Asn Asn Lys

280

ser Ser Asn Leu

Lys val Cys His Leu teu

315

ser Ala GIn Glu Leu Arg
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Asp Ile Arg Asn Asn

Glu His
30
Phe

val Ile Gly

Glu Asp AsD
45

Leu

Arg

Tyr Leu Leu Phe

60
Phe Pro Thr

Asn lLeu

Ile Phe
95

ASnN

Ala teu val

; Met Tle
110

Cys

ASTH

Glu Leu Leu

125
Glu

Tyr

val
140
Gly

AsSD Asn Tyr

Ile Pro
160
Gly

ASp cys

Thr val Ile Asn

175
GIn Lys val Cys
190

Leu

Cys
Glu Gly
205
ASD

Cys Cys

Asp Pro Thr Lys

220

Arg Thr
240

rhe

Cys val Glu

val Asn
255

Arg

Arg Cys

Asn Ser Arg Gin

270
Ile Pro Glu
285

Cys

Cys Cys

Leu Ther Pro

300
clu

cys

Thr
320
ile

Gly GTu Lys

Gly Cys Thr val
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325 330
Asn Gly Ser Leu Ile Ile Asn Ile Arg Gly Gly Asn Asn Leu Ala Ala
340 34 350
Glu Leu Glu Ala Asn Leu Gly teu Ile Glu Glu Ile Ser Gly Tyr Leu
355 360 365
Lys Ile Arg Arg Ser Tyr Ala Leu val Ser Leu Ser pPhe Phe Arg Lys
370 375 380
Leu Arg Leu Ile Arg Gly Glu Thr Leu Glu Ile Gly Asn Tyr Ser Phe
385 390 395 400
Tyr Ala Leu Asp Asn Gln Asn Leu Arg GIn Leu Trp Asp Trp Ser Lys
405 410 415
His Asn Leu Thr Ile Thr GIn Gly Lys Leu Phe Phe His Tyr Asn Pro
420 425 430
Cys Leu Ser Glu Ile His Lys Met Glu Glu val Ser Gly Thr
435 440 445
Lys Gly Arg G1n Glu Arg Asn Asp Ile Ala Leu Lys Thr Asn Gly Asp
450 455 460 .
Gln Ala Ser Cys 6lu Asn Glu Leu Leu Lys Phe Ser Tyr I'le Arg Thr
465 470 475 480
ser Phe Asp Lys Ile Leu Leu Arg Trp Glu Pro Tyr Trpg Pro Pro Asp
485 490 495
phe Arg Asp Leu Leu Gly Phe Met Leu Phe Tyr Lys Glu Ala Pro Tyr
500 505 510
clin asn val Thr Glu phe Asp Gly Glin Asp Ala Cys Gly Ser Asn Ser
515 ' 520 525
Trp Thr val val asp Ile Asp Pro Pro Leu Arg Ser Ash Asp Pro Lys
530 . 535 540
Ser GIn Asn His Pro Gly Trp Leu Met Arg Gly Leu Lys Pro Trp Thr
545 550 555 560
GIn Tyr Ala Ile phe val Lys Thr Leu val Thr Phe Ser Asp Glu Arg
565 570 575
Arg Thr Tyr Gly ala Lys Ser Asp Ile ITe Tyr val GIn Thr Asp Ala
580 585 590
Thr Asn Pro Ser val Pro iteu Asp Pro Ile Ser val Ser Asn Ser Ser
595 600 605
ser GIn Ile Ile Leu Lys Trp Lys Pro Pro Ser Asp Pro Asn Gly Asn
610 615 620
Ile Thr His Tyr teu val Phe Trp Glu Arg GIn Ala Glu Asp Ser Glu
625 630 635 640
Leu Phe Glu Leu Asp Tyr Cys Leu Lys Gly Leu Lys Leu Pro Ser Arg
645 650 655
Thr Trp Ser Pro Pro Phe Glu Ser Glu Asp Ser GIn Lys His Asn Gln
660 665 670
ser Glu Tyr Glu Asp Ser Ala Gly Glu Cys Cys Ser Cys Pro Lys Thr
675 680 . 685
Asp Ser Gln Ile Leu Lys Glu Leu Glu Glu Ser Ser rhe Arg Lys Thr
690 695 700
phe Glu Asp Tyr Leu His Asn val val phe val Pro Arg Lys Thr Ser
705 710 715 720
ser Gly Thr Gly Ala Glu Asp Pro Arg Pro Ser Arg Lys Arg Arg
725 730 735

Lys Leu

<210> 2

<211> 14

<212> PRT

<213» Homo sapiens

<220>

<221> SOURCE

<222> 1..14

<223> /mol_type="protein”
Jorganism="Homo sapiens"”
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841-026-PCT SEQ LISTING
<400> 2
%eu Gly Leu Tyr Asn Leu Met Asn Ile Thr Arg Gly Ser val
5 10

<210> 3

<211> 13

<212> PRT

<213> Homo sapiens

<220>

<221> SOURCE

<222> 1..13

<223> /mol_type="protein"”
/organism="Homo sapiens"

<400> 3
iys Gly Lys Thr gsn Cys Pro Ala Thr v81 fle asn Gly
1

<210> 4

<21l> 13

<212> PRT

<213> Homo sapiens

<220>

<Z221> SOQURCE

<222> 1..13

<223> /mol_type="protein”
/organism="Homo sapiens”

<400> 4
Trp Ser Lys His Asn Leu Thr Ile Thr ng Gly Lys lLeu
1 5 1

<210> 5

<211> 20

<212> PRT

<213> Homo sapiens

<220>

<221> SOURCE

<222> 1..20

<223> /mol_type="protein”
Jorganism="Homo sapiens"

<400> 5
Asn val Thr Glu pPhe Asp Gly GIn Asp Ala Cys Gly Ser Asn Ser Trp
5 10

1
Thr val val Asp
20

<210> 6

<21i> 10

<212> PRT

<213> Homo sapiens

<220

<221> SOURCE

<222> 1..10

<223> /moi_type="protein”
Jorganism="Homo sapiens"”

<400> &
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<210> 7

<211> 18

<212> PRT
<Z213> Homo sapiens

<220>

<221>
<222>
<223>

1
GIn

SOURCE
i..18
/mol_type="protein"

PCT/US2011/001242

841-026-PCT SEQ LISTING
QSp Ile Ile Tyr ga] GIn Thr Asp aAla Tgr
1

/organism="Homo sapiens"
<400> 7

Iie

<210> 8
<211> 620

<212>

PRT

<213> Homo sapiens

<220>
<221> SCURCE

<222>
<223>

Ser
1
Ala
His
Gly
Gln
65
Arg
His
LYS
Tyr
l.eu
145
val
Pro
Ala
val
Pro

225
Ser

Ad..620
/mol_type="protein”

/organism="Homo sapiens"”

<400> 8

Leu
Phe
Arg
teu
50

ASD
Thr
Glu
Glu
Gly
130
Glu
Arg
Thr
LYyS
Ile
210
lLey

ASH

Gly
Pro
Pro
35

Arg
Thr
Met
Ile
Pro
115
Asp
Arg
Ile
Tyr
I'te
195
Gly
Gly

val

Asp
Asn
20

Phe
His
Pro
Pro
Phe
100
ASn
Glu
Gly
Arg
Phe
1BO
Ile
ser
Pro

Phe

val
5
Thr
Glu
Phe
Glu
Glu
85
Glu
Gly
Glu
Cys
Ala
165
TYr
Ile
Ile

Leuy

Pro

Gly
Ser
Lys
thr
Glu

70
Ala
Asn
Leu
Leu

Arg

Asn
Ser
val
Gly
55
Arg
Lys
Asn
Ile
His
135
Leu

150

Thr Ser teu Ala Gly
170

val Thr val
10
Thr Ser val
25
val Asn Lys
40
Tyr Arg Ile

Cys Ser val

Ala Asp Asp
90
val val His
105
val Leu Tyr
120
Leu Cys val

Aarg Gly Leu

val Thr Asp Tyr Leu
185

Gly Pro teu I'le phe

200

Tyr Leu Phe Leu Arg

215

Tyr Ala Ser Ser Asn
230
Cys Ser val Tyr val

Ala
Pro
Glu
Glu
Ala
Ile
Leu
Glu
Ser
Ser
155
ASN
ASp
val
Lys
Pro
235

Pro
Page

val
Thr
Ser
Leu

60
Ala
val
Met
val
Arg
140
Pro
Gly
val
Phe
Arg
220
Glu

ASE

Trp
Ser
125
Lys
Gly
Ser
Pro
Leu
205
Gln
Tyr

Glu

Thr
Pro
val
Ala
val
Pro
Glin
110
Tyr
His
Asn
Trp
ser
190
Phe
Pro

Leu

Tep

val
Ghu
Ile
Cys
ser
val
Glu
Arg
phe
Tyr
Thr
175
ASR
Ser
ASD
ser

Glu

Tyr Glu Asp Ser g]a Gly Glu Cys Cys Sgr Cys Pro Lys Thr Asp Ser
1 15

Ala
Glu
Ser
Asn
Ala
Thr
Pro
Arg
Ala
ser
cla
ile
val
Gly
Ala

240
val



PCT/US2011/001242

841-026-PCT SEQ LISTING
245 250 ' 255
Ser Arg Glu Lys Ite Thr Leu Leu Arg Glu Leu Gly Gin Gly Ser Phe
260 265 270
Gly Met val Tyr Glu Gly Asn Ala Arg Asp Ile Ile Lys Gly Glu Ala
275 280 285
Glu Thr arg val Ala val Lys Thr val Asn Glu Ser Ala Ser Leu Arg
230 295 300
Glu Arg ITe Glu Phe Leu Asn Glu Ala Ser val Met Lys Gly Phe Thr
305 310 315 320
Cys His His val val Arg Leu Leu Gly val val Ser Lys Gly GIn Pro
325 330 335
Thr Leu val val met Glu Leu Met Ala His Gly Asp Leu Lys Ser Tyr
340 345 350
ey Arg Ser Leu Arg Pro Glu Ala Glu Asn Asn Pro Gly Arg Pro Pro
355 360 365
Pro Thr Leu GIn Glu Met Ile GIn Met Ala Ala Glu 1Ile Ala Asp Gly
370 375 380
Met Ala Tyr Leu Asn Ala Lys Lys phe val His Arg asp Lteu Ala Ala
385 390 395 400
Arg Asn Cys Met val Ala #His Asp Phe Thr val Lys Itle Gly Asp Phe
405 410 415
Gly Met' Thr Arg Asp Ile Tyr Glu Thr Asp Tyr Tyr Arg Lys Gly Gly
420 425 430
Lys Gly Leu Leu Pro val Arg Trp Met Ala Pro Glu Ser Leu Lys Asp
435 440 445
Gly val phe Thr Thr Ser Ser Asp Met Trp Ser Phe Gly val val Leu’
450 455 460
Trp Glu Ile The Ser beu Ala Glu Gln Pro Tyr Gin Gly Leu Ser Ash
465 470 475 480
Glu Gin val Leu Lys Phe val Met Asp Gly Gly Tyr Leu Asp Gin Pro
485 490 495
Asp Asn Cys Pro Glu Arg val Thr Asp Leu Met Arg et Cys Trp Gln
300 505 510
Phe Asn Pro Lys Met Arg Pro Thr rhe Leu Glu Ile val Asn teu bLeu
515 520 525
Lys Asp Asp Leu His Pro Ser Phe Pro Glu val Ser Phe Phe His Ser
530 235 540
Glu Glu Asn Lys Ala Pro Glu Ser Glu Glu Leu Glu Met Glu Phe Glu
545 550 555 560
Asp Met Glu Asn val Pro Leu Asp Arg Ser Ser His Cys GIn Arg Glu
565 570 575
Glu Ala 6ly Gly Arg Asp Gly Gly Ser Ser Leu Gly Phe Lys Arg Ser
580 585 590
Tyr Glu Glu His Ile Pro Tyr Thr His Met Asn Gly Gly Lys Lys Asn
595 600 , 605
Arg Ile Leu Thr Leu Pro Arg Ser Asn Pro Ser
610 615 620

<210> 9

<21l> 10

<212> PRT

<213> Homo sapiens

<220>

<221> SOURCE

<222> 1..10 .

<223> /mol_type="protein”
/organism="Homo sapiens"

Gly

<400> 9
Lys Lys Asn Gly Arg Ile Leu Thr teu Pro
1 5 10
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<210>
<211>
212>
<213>

<220>
<221>
<222
<223>

<400>
1

<210>
<211>
<212>
<213>

<220>
<221>
<222
<223>

<400>

10
11
PRT
Homo sapiens

SOURCE

1..11 )
/mol_type="protein"
Jorganism="Homo sapiens”

10

11

7

PRT

Homo sapiens

SOURCE

1..7

/mol_type="protein”
/organism="Homo sapiens"

1l

Lys Asn Gly Arg §1e Leu Thr
1

<210>
<211>
<212>
<213>

<220>
<221>
222>
<223>

<400>

12

17

PRT

Homo sapiens

SOURCE

1..17 .
/mol_type="protein"
Jorganism="Homo sapiens”

12

PCT/US2011/001242

841-026-PCT SEQ LISTING

arg Ile Leu Thr Leu Pro Arg Ser Asn Pro Ser
5 1

Gly Gly Lys Lys Asn Gly Arg Ile Leu Thr Leu Pro Arg Ser Aig Pro
1 5

ser

<210>
<211
<Z712»
<213>

<220>
<221>
222>
223>

<400>

13

18

PRT

Homo sapiens

SOURCE

1..18 .
/mol_type="protein’
Jorganism="Homo sapiens”

13

10

Asn Gly Gly Lys Lys Asn Gly Arg Ile LSU Thr Leu Pro Arg Sig Asn
1 5 1

Pro Ser

Page 6



PCT/US2011/001242
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<210> 14

<211> 1382

<212> PRY

<213> Homo sapiens

<220>

<221> SOURCE

<222> 1..1382

<223> /mol_type="protein”
/organism="Homo sapiens”

«<400> 14
met Ala Thr Gty Gly Arg Arg Gly Ala Aéa Ala Ala pro Leu Leg val
1 5 1 1
Ala val Ala gga Leu Leu Leu Gly A%g Ala Gly His Leu T§5 Pro Gly
Gly val ggs Pro Gly Met Asp 118 Arg Asn Asn Leu Thg Arg Leu His
4
Glu ggu Glu Asn Cys Ser Vgg Ile Glu Gly His Lgu Gln Ile Leu Leu
g
Met Phe Lys Thr Arg Pro Glu Asp pPhe Arg Asp Leu Ser Phe Pro Lys
65 70 75 80
Leu ITe Met Ile Thr Asp Tyr Leu Leu LSB Phe Arg val Tyr Gig Leu
8% 9
Glu Ser Leu Lys Asp Leu Phe Pro Asn Leu Thr val Ile Arg Gly Ser
100 105 110
Arg Leu Phe Phe asn Tyr Ala Leu val Ile phe Glu Met val His Leu
115 120 125
Lys Glu Leu Gly Leu Tyr Asn Leu Met Asn Ile Thr Arg Gly Ser val
130 135 140
Arg Ile Glu Lys Asn Asn Glu teu Cys Tyr Leu Ala Thr Ile Asp Trp
145 150 155 160
ser arg Ile Leu ggg ser val Glu Asp AngTyr ITe val Leu A;g Lys
Asp Asp Asn Glu Glu Cys Gly Asp Ile Cys Pro Gly Thr Ala tys Gly
180 185 190
Lys Thr Asn Cys Pro Ala Thr val ITe Asn Gly GIn Phe val Glu Arg
195 200 205
Cys Trp Thr His Ser His Cys GlIn Lys val Cys Pro Thr Ile Cys Lys
210 215 220
ser His Gly Cys Thr Ala GTu Gly Leu Cys Cys His Ser Glu Cys Leu
225 230 235 240
Gly Asn Cys Ser GIn Pro Asp Asp Pro Thr Lys Cys val Ala Cys Arg
245 250 255
asn Phe Tyr Leu Asp Gly Arg Cys val Glu Thr Cys Pro Pro Pro Tyr
260 265 270 ,
Tyr His Phe Gin Asp Trp Arg Cys val Asn Phe Ser Phe Cys Gln Asp
275 280 285
Leu His His Lys Cys Lys Asn Ser Arg Arg Gln Gly Cys His GIn Tyr
290 295 300
val ITe His Asn Asn Lys Cys Ile Pro Glu Cys Pro Ser Gly Tyr Thr
305 310 315 320
Met Asn Ser Ser Asn ieu Leu Cys Thr Pro Cys Leu Gly Pro Cys Pro
325 330 335
Lys val Cys His Leu Leu Glu G1y Glu Lys Thr Ile Asp Ser val Thr
340 345 350
ser Ala Gln Giu Leu Arg Gly Cys Thr val 1le asn Gly Ser Leu Ile
355 360 365
Ile asn Ite Arg Gly Gly Asn Asn Leu Ala Ala Glu Leu Glu Ala Asn
370 375 380
Leu Gly Leu Xle Glu Glu ITe Ser Giy Tyr Leu Lys Ile Arg Arg Ser
385 390 395 400
Page 7



Tyr
Gly
Glin
Thy
Glu
465
Arg
Ash
Ley
Gly
Phe
54%
Ile
Gly
val
Lys
Pro
625
Lys
val
Tyr
rhe
Ser
705
LyS
His
Glu
Asn
Ser
785
val
Gly
Arg
LYS
Asn
865
Ile

His

Ala
Glu
Ash
Glin
450
Ile
ASn
Giu
Leu
Phe
530
ASD
Asp
Trp
LYs
ser
610
Leuy
Trp
Phe
cys
Glu
690
Ala
Glu
AsSn
AsSp
val
770
Thr
val
Tyr
Cys
Ala
850
vatl
val

Leu

Leu
Thr
Leu
435
Gly
His
ASp
Leu
Arg
515
Met{
Gly
Pro
Leu
Thr
595
AsSp
Asp
Lys
Trp
teu
675
ser
Gly
Leu
val
Pro
755
Thr
Ser
ASN
Arg
Ser
835
ASD
val
Leu

Cys

val
Leu
420
Arg
Lys
Lys
Ile
Leu
560
Trp
Ley
Gln
Pro
Met

580
Leu

Pro
Pro
Glu
660
Lys
Glu
Glu
Glu
val
740
Arg
val
val
LYS
Ile
B20
val
Asp
His
TYF

val

ser
405
Glu
Gin
Leu
Met
Ala
485
Lys
Glu
Phe
ASp
Leu
565
Arg

val

Ile
Pro

645
Arg

Gly
ASp
Cys
Glu
725
Phe
Pro
Ala
Pro
Gluy
805
Glu
Ala
Ile
Leu
Glu

885
Ser

PCT/IUS2011/001242

B41-026-PCT SEQ LISTING

ieu Ser Phe Phe Arg Lys
410

Ile Gly Asn Tyr Ser Phe
425

Leu Trp ASp Trp Ser Lys
440

Phe Phe His Tyr Asn Pro

455
Glu Thr
475

Asp
Q

Glu
470
Leu Lys

val ser Giy

Thr Asn Gly

49

Phe Ser Tyr Ile Arg Thr
505

Trp Pro Pro Asp

520
Glu Ala Pro Tyr

Pro Tyr

Tyr LysS
535

Ala Cys
550
Arg

Gly Ser asn Ser
555

Ser Asn AsSp Pro Lys
570

Gly Leu Lys pro Trp Thr

585
Phe Ser Asp Glu
600

Thr Arg

val Ala
615
val ser Asn Ser

Tyr Gin Thr Asp
Ser
635
Asn

Ser
630
ser Asp Pro Asn Gly
650
GIn Ala Glu Asp Ser Glu
665
Leu Lys Leu Pro Ser Arg
680
GIn Lys His Asn Glin
695
Cys ser Cys Pro Lys Thr
710 715
ser Ser Phe Arg Lys Thr
730

ser

val Pro Arg Lys Thr Ser
745
Ser Arg Lys-Arg Arg Ser
760

val Pro Thr val ala Ala
775
Thr ser Pro Glu Glu His
790 795
ser Leu Val ITe Ser Gly
810
Leu Gin Ala Cys Asn GlIn
825

ala Tyr val Ser Ala Arg
840
val Gly Pro val Thr His
855
Met Trp GIn Glu Pro Lys
870 B75
val ser Tyr Arg Arg Tyr
890

Arg Lys His Phe Ala Leu
Page

Ile
415
ASp

Leu Arg Leu Arg

Ala Leu Asn
430

Leu

Tyr

Asn Thr Ile
445

Ley

His

Lys Cys Leu Ser

460

Lys Glu
480

Glu

Gly Aarg G1n

Gln Ala Ser Cys

495

ser Phe Asp Lys Ile

510

Phe Asp Leu lLeu

Arg
525

GIn Asn val Thr Glu

540

Trp Thr val wval aAsp

560
His Pro
575
Ile

ser GIn Asn

Ala Phe
590

Tyr

Gln Tyr

Thr Ala
605
Asn

Arg Gly

Thr val
620

Ser

Pro Ser

Gln Ile 1Ile Leu

640G

I1e Thr His Tyr Leu

655
Glu Leu
670

Ser

Leu Phe Asp

Thi Trp Pro Pro

685
ser Glu Glu
700

AsSD

TYr Asp

Gln Ile Leu
720

Leu

ser

Phe Glu Asp Tyr

735
Thr Gly Ala
750

AsSp

ser Gly

Leu Gly val Gly

765
phe Pro Thr
780

Arg

ASN sSer

Pro Phe Glu Lys
800
Phe Thr
815

Glu

Leu Arg His

Thr Pro Glu
830

Pro

ASp

Thr Met Glu Aala

845
Glu Ile Phe Glu
860

Glu

ASn

Leu
880
Leu

Pro Asn Gly
Glu
895

Cys

Gly asp Gluy
Glu

8

Arg Giy Arg
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900 905 910
Leu Arg Gly Leu Ser Pro Gly Asn Tyr Ser val Arg Ile Arg Ala Thr
915 920 925
Ser Leu Ala Gly Asn Gly Ser Trp Thr Glu Pre Thr Tyr Phe Tyr val
930 935 940
Thr Asp Tyr Leu Asp val Pro Ser Asn Ile Ala Lys Ile Ile Ile Gly
945 950 955 960
Pro Leu Ile Phe val Phe Leu Phe Ser val val Ile Gly Ser Ile Tyr
965 970 975
Arg Lys Arg GIn Pro Asp Gly Pro Leu Gly Pro Leu Tyr
980 985 990
Ala Ser Ser Asn Pro Glu Tyr Leu Ser Ala Ser Asp val Phe Pro Cys
595 1000 1005
ser val Tyr val Pro Asp Glu Trp Glu val Ser arg Glu Lys Ile Thr
1010 1015 1020
Leu Leu Arg Glu Leu Gly GIn Gly ser phe Gly Met val Tyr Glu Gly
1025 1030 1035 1040
Asn Ala Arg Asp Ile Ile Lys Gly Glu Ala Glu Thr Arg val Ala val
1045 1050 1055
Lys Thr val Asn Glu ser Ala Ser Leu Arg Glu Arg Ile Glu Phe Leu
1060 1065 1070
Asn Glu Ala ser val Met Lys Gly Phe Thr Cys His His val val Arg
1075 1080 1085
Leu Leu Gly val val Ser Lys Gly GIn Pro Thr teu val val Met Glu
1090 1095 1100
Leu Met Ala His Gly Asp Leu tys Ser Tyr Leu Arg Ser Leu Arg Pro
1105 1110 1115 1120
Glu Ala Glu Asn Asn Pro Gly Arg Pro Pro Pro Thr Leu Gln Glu et
1125 1130 1135
ITe GIn Met Ala Ala Glu ITe Ala Asp Gly Met ala Tyr Leu Asn Ala
1140 1145 1150
Lys Lys Phe val His Arg Asp Leu Ala Ala Arg Asn Cys Met val Ala
1155 1160 1165
His Asp Phe Thr val Lys Ile Gly Asp Phe Gly Met Thr Arg Asp Ile
1170 1175 1180
Tyr Glu Thr Asp Tyr Tyr Arg Lys Gly Gly Lys Gly Leu Leu Pro val
1185 1190 1195 1200
Arg Trp Met Ala Pro Glu Ser teu Lys Asp Gly val Phe Thr Thr Sser
1205 1210 1215
ser Asp Met Trp Ser Phe Gly val val iLeu Trp Glu Ile Thr Ser Leu
1220 1225 . 1230
Ala Glu GIn Pro Tyr Gln Gly Leu Ser Asn Glu Gin val Leu Lys pPhe
1235 1240 1245
val Met Asp Gly Gly Tyr Leu Asp GIn Pro Asp Asn Cys Pro Glu Arg
1250 1255 1260
val Thr Asp Leu Met Arg Met Cys Trp GIn Phe Asn Pro Lys Met Arg
1265 1270 1275 1280
Pro Thr Phe Leu Glu Ile val Asn Leu Leu Lys AsSp ASp Leu His Pro
1285 1290 1295
Ser Phe Pro Glu val Ser Phe Phe His Ser Glu Giu Asn Lys Ala Pro
: 1300 1305 1310
Glu Ser Glu Glu Leu Glu Met Glu Phe GTu Asp Met Glu Asn val Pro
1315 1320 132
teu Asp Arg Ser Ser His Cys Gin Arg Glu Giu Ala Gly Gly Arg asp
1330 1335 1340 ) -
Gly Gly Ser Ser Leu Gly Phe Lys Arg Ser Tyr Glu Glu His ITe Pro
1345 1350 1355 1360
Tyr Thr His Met Asn Gly Gly Lys Lys Asn Gly Arg Ile Leu Thr Leu
1365 1370 1375
Pro Arg Ser Asn Pro ser
1380

Leu Phe Ley

<210> 15
Page 9



<211>
<212>
<213>

1205
PRT
Bos taurus

<220>

<221>
<222>
«223>

<400>

Met
1
Leu
Ser
ala
Pro
65
Ile
Thr
Thr
Ala
Ser
145
Ser
Lys
Gly
Met
Asn
225
Gly
Arg
Thr
Asp
Phe
305
Thr
Ala
Ala
Leu
Metf

385
Ala

SOURCE.,
1..1205

PCTIUS2011/001242

841-026-PCT SEQ LISTING

/mol_type="protein"”

/organism="8Bos taurus"

15

Gly Asn Leu

Gly Leu Gly
20
Ala Pro
35

ASp

Pro

Pro His
50

Glu Gly Pro

Thr Tyr Asp

Pro Arg Cys
100
Pro ser
115

Asp

Arg

Arg Phe
130
Gln Ala His

Thr Gly Thr

Gln Ala Trp
180
teu GIn
195

Thr

Lys

Phe
210
Leu

Tyr

Arg Ser

asp Phe Arg

Gla G'ln Asp

260
Cys

Glu Leu

275
val Leu Pro
290
val

Leu Pro

Leu Glu Trp
Asn
340

Ser

val ser

Phe
355
ASp

Pro

Cys Pro

370

ASp Leu Asp

val Glu Ile

Lys
5
Leu
Glu
ser
Lys
Thr
B5
Cys
Pro
Ite
Glu
Tyr
165
Arg
val
Ile
Ala
Ile
245
Gly
Ile
Leu
Pro
Phe
325
mMet
Gly
His
Thre

AsSn
405

Glu
10
Cys

ser val Gly Gln Pro

Leu Leu
25
Ala

Gly Gly Gly
Arg
40

Pro

Pro Sser Pro Ala

Ala AsSn Pro
55

Pro

Pro ser

Phe val
70

Leu

ASn
75
Gln

Arg LYyS

Ala GIn Ser
90

val

Cys

Leu
105
Pro Ala Glu

Leu Gly ser Leu
Pro

120
Tyr Tyr Ser

Gly Pro
Gln

135
Arg Leu Gln Glu

Asn Ser
val
155
Glu

Glu
150
His Leu Arg Glu Ser
170
Ala Pro Arg Cys
185

Asp Ala Arg
200

ASD val

Phe AsSp Cys
Asn His Ile
215

Thr val Phe

Cys Lys Tyr
Gin
235

val

Ile
230
Trp Asn Ser Gln

Pro

Leu

250

ser val Arg Gly Asp Pro
265

GIn His Gly Trp Thr Pro
280
Leu Leu Gin Ala Pro Asp
295
Giu Leu val Leu Glu val
310 315
Ala ala Leu Gly Leu Arg
330

Leu Leu Glu Ile Gly Gly
345
Trp Tyr Met Ser Thr Glu
360
Arg Tyr Asn Ile Leu Ghu
375
Arg Thr Thr Ser Ser Leu
390 395

Leu Ala val Leu His Ser
410

Gly Pro Pro Cys Gly
15

Lys GIn Gly Pro ala

Ala Tthr His
45

Leu

Pro Pro

Thr Thr
60

Trp

Arg Pro

Glu ser
80

Cys

Leu Gy

Gln Pro
95

Leu

Asp Gly

Pro Arg Lys Gin

110
Gln Leu GIn

Leu Ser

125
ite Lys
140

Giu

Arg Ser Gly
Ala
160

ala

Ala Glu val

val Phe Gly
175

Gin

Leu

Ile
190
Ala

Gly Arg Trp

Ser GIn Glu
205

Thr

ser

Ala
220
Arg

Asn Arg Gly

Ala pPro Gly Arg

240
Ala Gly Tyr
255

Glu

Arg Tyr

val Ile
270
Gly

Ala Asn

Gly Asn Phe
285

Ala

Arg

Glu Giu Leu
300

Pro

Pre

Pro
320
Pro

Leu Glu His

Ala Leu
335

Ser

Trp Tyr

Phe Ala
350
Thr

Leu Glu

Ile Gly Asn
365

val

Arg

Asp Ala val Cys

380
Trp Ala
400

Lys

LYs ASp Lys
Atla

415

phe GIn Leu

page 10



val
Leu
Trp
Glu
465
Pro
Thr
Gly
clu

Arg

Leu
785
Ile
ser
Gin
ASp
Leu
865
Thre
Gln

Leu

P

Thr
Asp
Ite
450
Met
Trp
rhe
Thr
Thr
530
Lys
Ser
Asn
Glu
Ser
610
ser
Gly
Ala
Glu
LEU
690
Gln
Ala
Arg
His
AsSh
770
AsSp
Gly
Arg
Leu
PIro
850
ASp
Leu
ASD

Leuy

ITe
Asn
435
val
val
Lys
Lys
Leu
515
Gly
Ala
Leu
Gly
Met
585
Tyr
Ser
Ala
Tyr
Glu
675
Cys
Ala
Gln
Leu
val
755
Ley
Thr
Ile
val
Glu
835
Arg
Ile
Ala
Pro

Glu

val
420
Glu
Pro
ASh
Gly
Glu
500
Met
Arg
Phe
Glu
Asp
580
Ser
Lys
Trp
Leu
Pro
660
Leu
Gly
Ser
Asp
ser
740
His
Gin
Ala
cys
Gluy
820
Lys
Ley
Thr
Glu
Arg

300
val

ASp
Gln
Pro
Tyr
Ser
485
val
Ala
Ala
Asp
His
565
Pro
Gly
Ile
Arg
Gly
645
His
Gly
GIn
Cys
Ile
725
Thr
Arg
Ser
Gly
Pro
805
Asp
Gly
Pro
Ser
Glu
885
Arg

Leu

PCT/US2011/001242

841-026-PCT SEQ LISTING

His His Ala
Lys Ala Arg
440
Ile ser Gly
455
Ile Leu Ser
470
Ala Thr Lys
Ala Asn Ala
Lys Arg val
520
Gln Ser Tyr
535
Pro Arg val
550
Glu Ala Leu
Pro Glu Asn
Pro Tyr Asn
60
Arg Phe Asn
615
Arg Lys Arg
630
Thr Leu Arg
rPhe Cys aAla
Gly Glu Arg
680
Glu Glu Ala
695
Giu Thr Phe
710
Phe ser Pro
Gin Ala Glu

Arg Lys Met

Ala Thr val
425
Gly Gly Cys

Ser Leu Thr
Phe
475
Gly

Pro Ala
Gly Aala

490
val Lys Ile
503

Lys Ala Thr

Ala G6In G1n

Met
535
val

Leu Cys

val Leu
570
Gly Glu Ser
585
ser Ser Pro

Ser val ser

Glu ser
635

Ccys val

650
Ala

Lys
Phe
Phe

665
Leu

Aryg

Leu GIn

Phe Arg Gly
Gly
715
Ser

cys
LYS Arg
730

Gly teu GlIn
745

Phe GIn Ala

760

ser Lys Ser
775

GIn Giu Gly
790
Pro Asn Arg

Pro Pro Pro

ser Pro Gly

840

Cys Thr
855

Pro Ser

Pro
Pro
870
Pro ser Glu
Tyr Glu Glu

Glu Gin Phe

Thr Arg Ala

Leu Gln Tyr

’ 795

Pro Gly Leu
810

Pro Thr Glu

825

Gly

Pro Pro

Leu Arg Gln
Leu
875

Glu

Pro Arg

Gln Gln
890

Trp Lys Trp
905

Pro ser val

Ser
Pro
Pro
460
Arg
ile
ser
ije
Leu
540
Asp
val
Phe
Arg
Cys
620
Ser
Phe
Ala

Leu

rp
700
Glu
Trp
Leu
Thr
Thr
780
Gin
val
s5er
Pro
Ala
860
Leu
Ley
Phe

Ala

Page 11

Phe
Ala
445
val
Tyr
Thr
Ala
l.eu
525
Gly
Glu
Thr
Ala
Pro
605
Sep
ASDH
Gly
val
Gly
685
Ala
Glu
Lys
Leu
val
765
Ile
Pro
Glu
val
ser
845
Leu
Arg
Glu
Arg

Leu

Met
430
ASD
rPhe
Gln
Arg
Ser
510
Tyr
Arg
Tyr
Ser
Ala
590
Glu
ASP
Thr
Leu
AsSp

670
Glin

Ala
830
Trp
Thr
Leu
Thr
Cys

910
Pro

Lys
Trp
His
Pro
Lys
495
Leu
Ala
Leu
Asp
Thr
575
Ala
Gln
Pro
Asp
Gly
655
Thr
Gly
ala
LYS
Gln
735
Gly
ser
val
Asp
Leuy
815
val
val
Phe
Leu
Leu
895
Pro

Ala

His
Ala
Gin
Asp
48R0
Lys
Met
Ser
Phe
val
560
Phe
Leu
His
Leu
ser
640
Ser
Arg
Asp
Ala
Ala
720
Ary
l.eu
val
Arg
His
800
ey
Glu
Arg
Phe
Ser
880
ser
Thr

Pro



PCT/IUS2011/001242

841-026-PCT 'SEQ LISTING
915 920 925
Leu Leu Leu Thr GIn Leu Pro teu Leu Gln Pro Arg Tyr Tyr Ser val
930 935 940
ser Ser Ala Pro Asn Ala His pro Gly Glu val His Leu Thr val Ala
945 a50 9535 960
val Leu Ala Tyr Arg Thr GIn Asp Gly Leu Gly Pro ieu His Tyr Gly
965 970 975
val Cys Ser Thr Trp Leu Ser GIn Leu Lys Thr Gly Asp Pro val Pro
980 : 985 990
Cys Phe Ile Arg Gly Ala Pro Ser Phe Arg ieu Pro Pro Asp Pro Tyr
9985 1000 1005
val Pro Cys Ile Leu val Gly Pro Gly Thr Gly Ile Ala Pro Phe Arg
1010 1015 1020
Gly Phe Trp G1n Glu Arg Leu His Asp Ile Glu Ser Lys Gly Leu Gln
1025 1030 1035 1040
pro Ala Pro Met Thr Leu val Phe Gly Cys Arg Cys Ser Gln Leu Asp
1045 1050 1055
His Leu Tyr Arg Asp Glu val GIn Asp Ala Gin Glu Arg Gly val phe
1060 1065 1070
Gly Arg val teu Thr Ala Phe Ser Arg Glu Pro Asp Ser Pro Lys Thr
1075 1080 1085
Tyr val Gln Asp Ile Leu Arg Thr Glu Leu Ala Ala Glu val His Arg
1090 1095 1100
val Leu cys Leu GTu Arg Gly His met phe val Cys Gly Asp val Thr
1105 1110 1115 1120
Met Ala Thr ser val Leu GIn Thr val Gin arg Ile teu Ala Thr Glu
1125 1130 1135
Gly Asp Met Glu Leu Asp Glu Ala Gly Asp val Ile Gly val teu Arg
1140 1145 1150
Asp GIn Gln Arg Tyr His Glu Asp Ile Phe Gly Leu Thr Leu Arg Thr
1155 1160 1165
Gln Glu val Thr ser Arg Ile Arg Thr Gln Ser Phe Ser Leu GIn Glu
1170 1175 1180
Arg His Leu Arg Gly Ala val pro Trp Ala Phe Asp Pro Pro Gly Pro
1185 1130 1195 1200
asp Thr pPro Gly Pro
1205

<210> 16

<211> 1203

<212> PRT

<213> Homo sapiens

<220>

<221» SQURCE

«227> 1..1203 )

<223> /mol_type="protein” )
/Jorganism="Homo sapiens”

<400> 16

Met Gly Asn Leu Lys Ser val Ala GIn Glu Pro Gly Pro Pro Cyg Gly

1 5 10 1

teuy Gly Leu Gly Leu Gly teu Gly teu Cys Gly Lys &GlIn Ggg Pro Ala

20 25
Thr Pro Ala pPro Glu Pro Ser Arg Ala Pro Ala Ser ng teu Pro Pro
35 40
Ala pPro Glu His Ser Pro Pro Ser Ser Pro Leu TES GIn Pro Pro Glu
50 55

Gly Pro Lys Phe Pro Arg val Lys Asn Trp Glu val Gly ser Ile Thr

65 70 75 80

Tyr Asp Thr Leu Ser Ala Gin Ala Gln Glg Asp Gly Pro Cys Thr Pro
85 g 95

Arg Arg Cys Leu Gly Ser Leu val Phe Pro Arg Lys Leu Gln Gly Arg
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PCT/US2011/001242

841-026-PCT SEQ LISTING
100 105 110
Pro ser Pro Gly Pro Pro Ala Pro Glu GIn Leu Leu Ser Gin Ala Arg
115 120 _ 125
Asp Phe Ile Asn GIn Tyr Tyr Ser Ser Ile tys Arg Ser Gly Ser Gin
130 135 140
Ala His Glu GIn Arg Leu GIn Glu val Glu Ala Glu val Ala Ala Thr
145 150 155 160
Gly Thr Tyr 6In Leu Arg Glu Ser Glu Leu val Phe Gly Ala Lys Gln
165 170 175
Ala Trp Arg Asn Ala Pro Arg Cys val Gly Arg Ile GIn Trp Gly Lys
) 180 185 190
Leu GIn val Phe Asp Ala Arg Asp Cys Arg Ser Ala Gln Glu Mmet Phe
195 200 203
Thr Tyr Ile Cys Asn His Ile Lys Tyr Ala Thr Asn Arg Gly Asn Leu
210 215 220
Arg Ser Ala Ile Thr val phe Pro GIn Arg Cys Pro Gly Arg Gly Asp
22 230 235 24G
phe Arg Ile Trp Asn Ser Gln Leu val Arg Tyr Ala Gly Tyr Arg Gln
245 250 255
Gin Asp Gly Ser val Aarg Gly Asp Pro Ala asn-val Glu Ile Thr Glu
260 265 27G
teu Cys Ile GIn His Gly Trp Thr Pro Gly Asn Gly Arg Phe Asp val
275 280 285
Lteu Pro Leu Leu Leu GIn Ala Pro Asp Glu Pro Pro Glu Leu Phe Leu
290 295 300 :
Leu Pro Pro GTu Leu val Leu Glu val Pro Leu Glu His Pro Thr Leu
305 310 315 320
Glu Trp Phe Ala Ala Leu Gly Leu Arg Trp Tyr Ala Leu Pro Ala val
325 330 335
ser Asn Met Leu Leu Glu Ile Gly Gly teu Glu Phe Pro Ala Ala Pro
340 345 350
phe ser Gly Trp Tyr Met ser Thr Glu Ile Gly Thr Arg Asn Leu Cys
355 360 ' 365
Asp Pro His Arg Tyr Asn Ile Leu Glu Asp val Ala val Cys Met Asp
370 375 380
Leu Asp Thr Arg Thr Thr Ser Ser Leu Trp Lys Asp Lys Ala Ala val
385 390 395 400
Glu 1le Asn val Ala val Leu His Ser Tyr Gin teu Ala Lys val Thr
405 410 415
Ile val Asp His His Ala Ala Thr Ala Ser phe Met Lys His Leu Glu
420 425 430
Aasn Glu GIn Lys Ala Arg Gly Gly Cys Pro Ala Asp Trp Ala Trp Ile
435 440 445
val Pro Pro Ile ser Gly Ser teu Thy pPro val Phe His Gln Glu Met
450 455 460
val Asn Tyr Phe Leu Ser Pro Ala Phe Arg Tyr Gin Pro Asp Pro Trp
465 470 475 480
Lys Gly Ser Ala Ala Lys Gly Thr Gly Ile Thr Arg Lys Lys Thr Phe
485 490 495
Lys Glu val Ala Asn Ala val Lys Ile ser Ala Ser teu Met Gly Thr
500 505 510
val Met Ala Lys Arg val Lys Ala Thr Ile teu Tyr Gly Ser Glu Thr
515 520 525
Gly arg Ala GIn ser Tyr Ala GIn Gln Leu Gly Arg Leu Phe Arg Lys
530 535 540
Ala Phe Asp Pro Arg val Leu Cys Met Asp Glu Tyr Asp val val ser
545 550 555 560
Leu Glu His Glu Thr Leu val teu val val Thr ser Thr phe Gly Asn
565 570 575
Gly Asp Pro Pro Glu Asn Gly Glu Ser Phe Ala Ala Ala Leu Met Glu
580 585 590
Met Ser Gly Pro Tyr Asn Ser Ser Pro Arg Pro Glu GIn His Lys ser
5485 600 605
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PCT/IUS2011/001242

B41-026-PCT SEQ LISTING
Tyr Lys Ile Arg Phe Asn Ser ITe Ser Cys Ser Asp Pro Leu val Ser
610 615 620
Ser Trp Arg Arg Lys Arg Lys Glu Ser Ser Asn Thr asp Ser Ala Gly
625 630 635 640
Ala teu Gly Thr Leu Arg Phe Cys val Phe Gly Leu Gly Ser Arg Ala
645 650 655
Tyr Pro His Phe Cys Ala Phe Ala Arg Ala val Asp Thr Arg Leu Glu
660 665 670
Glu Leu Gly Gly Glu Arg teu Leu GIn Leu Gly GIn Gly Asp Giu Leu
675 680 685
Cys Gly GIn Glu Glu Ala Phe Arg Gly Trp Ala Gin ala Ala Phe Gln
690 695 700
Ala ala cys Glu Thr pPhe Cys val Gly Glu Asp Ala Lys ala Ala ala
705 710 715 720
Arg Asp Ile rhe Ser Pro Lys Arg Ser Trp Lys Arg Gin Arg Tyr Arg
725 730 735
Leu Ser Ala ¢In ala Glu Gly Leu Gin Leu Leu Pro Gly teu Ile His
740 745 750
val His Arg Arg Lys Met Phe Gln Ala Thr Ile Arg Ser val Glu Asn
755 760 765
Leu Gin Ser Ser Lys Ser Thr Arg Ala Thr Ile Leu val Arg Leu Asp
770 775 780
Thr Gly Gly GIn Glu Gly Leu GIn Tyr Gin Pro Gly Asp His Ile Gly
785 790 795 800
val Cys Pro Pro Asn Arg Pro Gly Leu val Glu Ala Leu Leu Ser Arg
805 810 815
val G¢lu asp Pro Pro Ala pPro Thr Glu pPro val Ala val Glu Gln Leu
820 825 830
Glu Lys Gly Ser Pro Gly Gly Pro Pro Pro Gly Trp val Arg Asp Pro
B35 . 840 845
Arg Leu Pro Pro Cys Thr Leu Arg GIn Ala Leu Thr Phe Phe Leu Asp
850 B55 860
Ile Thr Ser Pro Pro Ser Pro Gin Leu Leu Arg Leu Leu Ser Thr Leu
865 870 875 880
Ala Glu Glu Pro Arg Glu Gln Gin Glu Leu Glu Ala iLeu Ser GIn ASD
885 890 895
Pro Arg Arg Tyr Glu Glu Trp Lys Trp Phe Arg Cys Pro Thr Leu Leu
900 905 910
Gly val Leu Glu Gin Phe Pro Ser val Ala Leu Pro Ala Pro Leu Leu
915 920 925
Leu Thr GlIn teu Pro Leu Leu Gln Pro Arg Tyr Tyr Ser val Ser Ser
930 935 940
Ala pro Ser Thr His Pro Gly Glu I'le His Leu Thr val Ala val teu
945 950 955 960
Ala Tyr Arg Thr Gln Asp Gly Leu Gly Pro Leu His Tyr Gly val Cys
965 970 975
Ser Thr Trp Leu Ser GIn Leu Lys Pro Gly Asp Pro val Pro Cys fhe
980 985 990
ITe Arg Gly Ala Pro Ser Phe Arg Leu Pro Pro Asp Pro Ser Leu Pro
995 1000 1005
Cys Ile Leu val Gly Pro Gly Thr Gly Ile Ala Pro Phe Arg Gly Phe
1010 ) 1015 1020
Trp Gin Glu Arg Leu His Asp Ile Glu Ser Lys Gly Leu Gin Pro Thr
1025 1030 1035 1040
pro Met Thr Leu val Phe Gly Cys Arg Cys Ser Gln Leu Asp His Leu
1045 ] 1050 1055
Tyr Arg Asp Giu val GIn asn Ala GIn Gln Arg Gly val Phe Gly Arg
1060 1065 1070
val Leu Thr Ala Phe Ser Arg Glu Pro Asp Asn Pro Lys Thr Tyr val
1075 1080 1085
GIn asp Ile Lteu arg Thr Glu teu Ala Ala GTu val His Arg val Leu
1090 1095 1100
Cys Leu Glu Arg Gly His Met Phe val Cys Gly asp val Thr met Ala
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PCT/IUS2011/001242

841-026-PCT SEQ LISTING
1105 1110 1115 1120
Thr Asn val Leu GIn Thr val GIn Arg Ile Leu Ala Thr Glu Gly Asp
1125 1130 1135
Met Glu Leu Asp Glu Ala Gly Asp val fle Gly val Leu Arg Asp Gln
1140 1145 1150
Gln Arg Tyr His Glu Asp Ile Phe Gly Leu Thr Leu Arg Thr 6¢Tn Glu
1155 1160 1165
val Thr ser arg Ile Arg Thr Gln Ser Phe Ser Leu GIn Glu Arg GlIn
1170 1175 1180

Leu Arg Gly Ala val Pro Trp Ala Phe Asp Pro Pro Gly Ser Asp Thr

1185 1190 13195 1200
Asn Ser Pro

<210> 17
<21i> 4

<212> PRT

<213> Bos taurus

<220>

<221> SOURCE

<222> 1..4

<223> /mol_type="protein"
Jorganism="Bos taurus'

<400> 17
Pro Trp Ala pPhe
1

<2i0> 18

<211> 4

<212> PRT

<213> Bos taurus

<220>

<221> SOURCE

<222> 1..4

<223> /mol_type="protein”
Jorganism="Bos taurus"

<400> 18
Gly Ala val Pro
1

<210> 19

<211> 21

<212> PRT

<213> Bos taurus

<220>

<221> SOURCE

<222> 1..21

<223> /mol_type="protein"
Jorganism="Bos taurus”

<400> 19
Arg His Leu Arg giy Ala val Pro Trp Ala Phe Asp Pro Pro G}g Pro
i i0

asp Thr Pro Gly Pro
20
<210> 20

<211> 12
page 15



<212>
<213>

<220>
<221>
<222>
<223>

<400>

PCT/US2011/001242

841-026-PCT SEQ LISTING
PRT
BOS taurus

SOURCE

1..12
/mol_type="protein"
/organism="Bos taurus”

20

?13 Phe Asp Pro Pro Gly Pro Asp Thr Pgo Gly Pro
5 1

<210>
<211>
<212>
<213>

<220>
<221>
«222>
<223>

<400>

21

11

PRT

BOS taurus

SOURCE

1..11
/mol_type="protein”
/organism="Bos taurus'

21

His Leu Aarg Gly ala val Pro Trp Ala Phe Asp
1 5 10

<210>
<21l>
<21i2>
<213>

<220>
<221>
<224>
<223>

<400>

22

20

PRT

Bos taurus

SOURCE

1..20 .
/mo]_type="protein"
Jorganism="Bos taurus"

22

His Leuv arg Gly Ala val pPro Trp Ala Pge AsSp Pro Pro Gly Pro Asp
; 5 1

1
Thr Pro Gly Pro
20

15
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