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Fig. 1

(A) Amino acid sequence of AO0090005000664 (SEQ ID NO: 1)
MTSSASHHQHSSTSAAEFSTHQTAPSSNIDPNGNIATSGYAPNESQLAGLVEAATAAAGQDVSEWAAAAAVAAAAGA

AGHQHHLDGYPPDIHIEDDSFADAGFGTGLSTGRQLRAPGPSPNEHSQPSGLSRTVSKKRKRDGPLDPALTASGPGG
HQQPHQHNSHHYGGETLDIRSAPPQSLSEARAVGLHSAAALFRQPSSNKKY TRPPMSKLFASLELSPENFLHLQAAA
KSYMLDDKHPERRECVGQRGKGDTEMVKLRLWNCVRHFLE IEGHGERFFGENVVNEGMGPRTYVWPRDQQKITALVI
PLLRRMVTNERQRQYAVETRKGGGSEERRRRKTEDSLQNMNSASPPKFPVEEQLAMHAQHHPPEGYAPTHPELGATS
QDMELGLTDLLPDGYPADWNAISKTYEAYNQNYELDNLWYLSGLQQPDWRGLVAAVDSHYQVFHNGSFDCPAPCEDE
NINHILHANSVSGLRWRVGGDRHQVARNEFASSITRDVSRITRDNIATKHGVQTSTDDHAPTHPSNFPPLPTGLTMP
NPPTTSQAPISLRINIMONGKRVLPRVDLPAGHCPDLETLKQLLCRRFAGQLPGLPSDPSLDPAAWMSSVGWRFRVW
LPEGLTPVQNDGEWT TALLSAGNVDWMDGDLRVLVELENTS

(B) Nucleotide sequence of AO0090005000664 (SEQ ID NO: 2)
ATGACGTCTTCTGCTTCCCATCACCAACATTCTTCGACTTCAGCCGCTGAATTTTCCACTCACCAAACCGCTCCTTC

CTCCAACATCGACCCGAACGGTAACATTGCCACGAGTGGATATGCGCCAAATGAAAGCCAACTTGCTGGGCTGGTAG
AAGCTGCTACTGCAGCGGCTGGCCAGGATGTATCGGAATGGGCGGCCGCCGCTGCAGTCGCTGCTGCAGCTGGTGCT
GCCGGACATCAGCATCATTTAGACGGCTACCCCCCGGATATTCATATCGAAGACGATAGTTTTGCAGATGCAGGTTT
TGGGACAGGGTTGAGCACTGGAAGACAGTTACGAGCACCCGGGCCATCTCCCAACGAGCATAGCCAGCCTTCGGGAC
TGTCAAGAACTGTGTCAAAGAAGAGAAAGAGAGATGGCCCTCTAGACCCAGCCTTAACAGCGTCTGGACCTGGTGGT
CACCAGCAGCCCCATCAGCACAATTCTCATCATTATGGTGGTGAGACGCTAGATATCCGGTCTGCACCTCCCCAGTC
CTTATCGGAGGCGCGCGCTGTTGGTTTACATTCCGCAGCTGCTTTGTTCCGTCAACCCTCGAGCAACAAGAAGTACA
CACGACCACCTATGTCGAAGCTTTTTGCTTCACTCGAACTATCACCGGAGAACTTCCTCCACTTACAAGCCGCTGCT
AAGTCATATATGCTAGATGACAAGCATCCAGAACGACGTGAGTGTGTCGGTCAACGTGGCAAGGGAGACACGGAAAT
GGTTAAACTGAGACTTTGGAATTGTGTGCGCCACTTTCTCGAAATTGAGGGGCATGGTGAACGTTTTTTCGGTGAAA
ATGTAGTCAACGAGGGCATGGGTCCCAGGACCTATGTATGGCCCCGGGACCAGCAAAAAATTATTGCACTTGTCATT
CCACTGCTACGGCGTATGGTCACCAATGAACGACAGAGACAATATGCAGTGGAGACGAGGAAGGGGGGTGGATCTGA
GGAGCGACGACGACGGAAAACCGAAGACAGTCTCCAGAATATGAATAGTGCTAGTCCTCCGAAGTTCCCCGTTGAGG
AACAACTCCAGATGCATGCGCAACATCATCCTCCCGAGGGGTATGCGCCAACACACCCCGAGTTGGGGGCAACTTCC
CAAGACATGGAGTTGGGCCTGACAGATCTCCTTCCTGACGGCTATCCAGCTGACTGGAATGCTATCTCTAAAACATA
CGAAGCCTACAATCAAAACTACGAGCTCGATAACCTGTGGTATCTCTCGGGCCTACAACAGCCGGATTGGCGTGGGT
TAGTAGCTGCTGTTGACAGCCATTACCAGGTCTTTCACAACGGTAGTTTTGACTGCCCAGCACCATGTGAGGATGAG
AATATCAACCATATCTTACACGCAAACTCTGTGTCGGGTTTACGGTGGAGAGTTGGTGGGGATCGCCATCAAGTTGC
CAGGAATGAGTTGTATGTTGCCACACTCCCTTGCCCACTTTCCTTGGTATGTGACATGAAACTAACTCCTTTATAGT
GCAAGCAGCATCACCCGCGACGTTTCTCGCATTATCCGTGATAATATCGCCACGAAGCATGGCGTTCAAACGTCAAC
CGACGACCACGCTCCCATCCATCCATCAAATTTCCCGCCCCTCCCAACGGGTCTAACTATGCCAAACCCGCCCACAA
CCTCTCAAGCGCCAATATCTTTGCGAATTAATATCATGCAGAACGGGAAACGTGTCCTTCCGCGAGTAGATCTTCCT
GCAGGACACTGTCCCGATCTTGAGACTCTGAAACAGCTACTCTGCCGTCGATTCGCGGGCCAGTTGCCAGGTCTGCC
CTCTGACCCTTCGCTGGACCCTGCAGCCTGGATGTCTTCGGTTGGCTGGAGGTTTAGAGTCTGGTTGCCCGAGGGCC
TGACTCCTGTCCAGAATGACGGCGAGTGGACGATCGCACTGCTTTCTGCCGGGAACGTAGACTGGATGGACGGTGAT
CTACGAGTTCTTGTAGAGCTGGAGAACACCTCTTAG
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