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FIG. 5
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FIG. 7
CDR1 CDR2 CDRS3
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FIG. 8

SF1 HEAVY CHAIN VARIABLE REGION (SEQ ID NO: 13)

QVOLKESGPGLVAPSQSLSITCTVSGFSLTSYAVHWVRQP
PGKGLEWLGIIWGGGSTNYNSALMSRLSISKDNSKSQVFL
KMNSLOTDDTAMYYCAKHEKLGRFPYWGQGTLVTVSA

FIG. 9

SF1 LIGHT CHAIN VARIABLE REGION (SEQ ID NO: 14)

EIVLTQOSPAITAASLGQKVTITCSASSSVSYMHWYQQKSG
TSPKPWIYEISKLASGVPARFSGSGSGTSYSLTISSMEAE
DAAIYYCQOWNYPLATFGGGTKLEIK
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FIG. 10

L-selectin-F¢ L-selectin-Fc¢ + SF1

FIG. 11
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FIG. 12
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FIG. 13
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FIG. 14
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FIG. 17
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FIG. 18
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FIG. 20
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FIG. 21

HUMANIZED SF1 HEAVY CHAIN VARIABLE REGION H1 (SEQ ID NO: 15)
OVOLOESGPGLVKPSETLSLTCTVSGFSLTSYAVHWVRQP
PGKGLEWLGIIWGGGSTNYNSALKSRVTISKDNSKSQVSL
KLSSVTAADTAVYYCAKHEKLGRFPYWGQGTLVTVSS

HUMANIZED SF1 HEAVY CHAIN VARIABLE REGION H2 (SEQ ID NO: 16)
QVOLQESGPGLVKPSETLSLTCTVSGFSLTSYAVHWIRQP
PGRKGLEWIGIIWGGGSTNYNSALKSRVTISKDNSKSQVSL
KLSSVTAADTAVYYCAKHEKLGRFPYWGQGTLVTVSS

HUMANIZED SF1 HEAVY CHAIN VARIABLE REGION H3 (SEQ ID NO: 17)

QVOLVESGGGVVQPGGSLRLSCAVSGFSLTSYAVHWVROA
PGKGLEWLGIIWGGGSTNYNSAVKGRFTISKDNSKSSVYL
OMNSLRTEDTALYYCAKHEKLGRFPYWGQGTLVTVSS

HUMANIZED SF1 LIGHT CHAIN VARIABLE REGION L1 (SEQ ID NO: 18)

EIQLTOSPSSLSASVGDRVTITCRASSSVSYMHWYQQKPG
KAPKPLIYEISKLASGVPSRFSGSGSGTDYTLTISSLOPE
DFATYYCQOWNYPLATFGGGTKLEIK

HUMANIZED SF1 LIGHT CHAIN VARIABLE REGION L2 (SEQ ID NO: 19)

DIQLTOSPSSLSASVGDRVTITCRASSSVSYMHWYQQORPG
KAPKPLIYEISKLASGVPSRFSGSGSGTDYTLTISSLOPE
DFATYYCQOWNYPLATFGGGTKLEIK

HUMANIZED SF1 LIGHT CHAIN VARIABLE REGION L3 (SEQ ID NO: 20)

EIVLTOSPDFQSVTPKEKVTITCRASSSVSYMHWYQQKPD
QSPKPLIYEISKLASGVPSRFSGSGSGTDYTLTINSLEAE
DAATYYCQOWNYPLATFGGGTKLEIK
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FIG. 22

HUMANIZED SF1-scFv-H1L1 (SEQ ID NO: 21)

QVOLOESGPGLVKPSETLSLTCTVSGFSLTSYAVHWVRQOP
PGKGLEWLGIIWGGGSTNYNSALKSRVTISKDNSKSQOVSL
KLSSVTAADTAVYYCAKHEKLGRFPYWGQGTLVTVSSggg
GSGGGGSGGGGSEIQLTQSPSSLSASVGDRVTITCRASSS
VSYMHWYQQKPGKAPKPLIYEISKLASGVPSRFSGSGSGT
DYTLTISSLQPEDFATYYCQQWNYPLATFGGGTKLEngg

QOGGTHHHHHH

HUMANIZED SF1-scFv-H1L2 (SEQ ID NO: 22)

QVOQLQESGPGLVKPSETLSLTCTVSGFSLTSYAVHWVRQP
PGKGLEWLGIIWGGGSTNYNSALKSRVTISKDNSKSQVSL
KLSSVTAADTAVYYCAKHEKLGRFPYWGQGTLVTVSSggg
GSGGGGSGGGGSDIQLTOSPSSLSASVGDRVTITCRASSS
VSYMHWYQQKPGKAPKPLIYEISKLASGVPSRFSGSGSGT
DYTLTISSLQPEDFATYYCQQWNYPLATFGGGTKLEEKgé

QOGGTHHHHHH

HUMANIZED SF1-scFv-H2L1 (SEQ ID NO: 23)

QVOLOESGPGLVKPSETLSLTCTVSGFSLTSYAVHWIRQP
PGKGLEWIGIIWGGGSTNYNSALKSRVTISKDNSKSQVSL
KLSSVTAADTAVYYCAKHEKLGRFPYWGQGTLVTVSSgﬁg
GSGGGGSGGGGSEIQLTOSPSSLSASVGDRVTITCRASSS
VSYMHWYQOKPGKAPKPLIYEISKLASGVPSRFSGSGSGT
DYTLTISSLQPEDFATYYCQQWNYPLATFGGGTKLEIKgé

QOGGTHHHHHH

HUMANIZED SF1-scFv-H3L3 (SEQ ID NO: 24)

QVOLVESGGGVVQPGGSLRLSCAVSGFSLTSYAVHWVRQOA
PGKGLEWLGIIWGGGSTNYNSAVKGRFTISKDNSKSSVYL
QMNSLRTEDTALYYCAKHEKLGRFPYWGQGTLVTVSSggg
GSGGGGSGGGGSEIVLTQSPDFQSVTPRKEKVTITCRASSS
VSYMHWYQQKPDQSPKPLIYEISKLASGVPSRFSGSGSGT
DYTLTINSLEAEDAATYYCQQWNYPLATFGGGTKLEIKE&

QOGGTHHHHHH
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FIG. 23
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FIG. 24

HUMANIZED SF1 HEAVY CHAIN FULL LENGTH (SEQ ID NO: 25)

QVQLQESGPGLVKPSETLSLTCTVSGFSLTSYAVHWVRQP
PGKGLEWLGIIWGGGSTNYNSALKSRVTISKDNSKSQVSL
KLSSVTAADTAVYYCAKHEKLGRFPYWGQGTLVTVSSAST
KGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNS
GALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYIC
NVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSV
FLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVD
GVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYK
CKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTK
NQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDS
DGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK
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FIG. 25
HUMANIZED SF1 LIGHT CHAIN FULL LENGTH (SEQ ID NO: 26)

ETQLTOSPSSLSASVGDRVTITCRASSSVSYMHWYQQOKPG
KAPRPLIYEISKLASGVPSRFSGSGSGTDYTLTISSLOPE
DFATYYCQOWNYPLATFGGGTKLEIKRTVAAPSVFIFPPS
DEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQE
SVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGL
SSPVTKSFNRGEC

FIG. 26
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FIG. 28
5 -
200 ug HSF1 or Human IgG —&®— Human IgG —O— HSF1
4 -
e |1
o
» 3 -
©
2
s 2 -
%)
®
1 - ol
000
[ 9000 9000 X QO
» I 900000 W | U
0 +0O00C00 . Y "

Day 0 Day5 Day 10 Day 15 Day 20 Day 25 Day 30 Day 35 Day 40



22/23
FIG. 29

HUMANIZED SF1 HEAVY CHAIN IgG1-LALA VARIANT FULL LENGTH (SEQ ID NO: 27)
QVOQLOESGPGLVKPSETLSLTCTVSGFSLTSYAVHWVRQP
PGKGLEWLGIIWGGGSTNYNSALKSRVTISKDNSKSQVSL
KLSSVTAADTAVYYCAKHEKLGRFPYWGQGTLVTVSSAST
KGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNS
GALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYIC
NVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSV
FLFPPRKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVD
GVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYK
CEKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTK
NOQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDS
DGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

FIG. 30

HUMANIZED SF1 HEAVY CHAIN IgG4-SPLE VARIANT FULL LENGTH (SEQ ID NO: 28)
QVOLOESGPGLVKPSETLSLTCTVSGFSLTSYAVHWVRQP
PGKGLEWLGIIWGGGSTNYNSALKSRVTISKDNSKSQVSL
KLSSVTAADTAVYYCAKHEKLGRFPYWGQGTLVTVSSAST
KGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNS
GALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTC
NVDHKPSNTKVDKRVESKYGPPCPPCPAPEFEGGPSVFLF
PPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVE
VHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKV
SNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQV
SLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGS
FFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSL
SLGK
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FIG. 31

CULTURE SUPERNATANT
CONTROL HSF1-LALA HSF1-G4PE




