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A
atgbcactitotittaattcttcttgittttgttccoctctitaataagtcaagtatggactictcbicttetigecttectgctacte
teacatcteactcaagatygaactgcagygeacetgecttgatgtccaggagaaaccagoctacetotiatacttttetagaaaaga
attetgacatigtaaatcaacaagtagbggaaticggaaceaagtitagaagtggagigaatttectyggaggatecasgagteatt
atbcaacttaatottcaaacaactocbtgeteaaagaaagagetecagggbgactygcttygtitgeoaagttotgaaattgeitetac
tgitttcavacdtiggyaacagoageagticttcogbtttatacteicatggbtgtggctectaaaactgaacttaccagasaagtyga
Lgaaaageagcatacecastatbggotitbggactictgtacacatatctagtatacctcictiggacaccagatacagitcggety
atgtitgetagtasatactggeticegyagectyocegygeataactaagatgitotecaacgagatygacattagcttetgeatgygat
toacttytbygetgtagatetttttyctycaagguaggtttateatgatyggattycaaaatgatattgaaaccegecattetytygt
ctetgtgetgetgtittgouoceagteggaatigitacticacticatcaccaaagdtictagecagtageceagaaaagagadageat
dggactcatiaa

B
MELEFNSSCFCSPLNKSEMDESESCRCYSHISLEMNCRAPATMSRRNQPTEYTFLERNSDIVNQOVVEFGTRFRSGANFLGGSRVI
TOLNLOTTLADRESSRVIACLPSSETASTVETLGTAAVLPEY T LMVVAPKTELTREVMESSIPNIGFGLLY TYLVYLESWT PDTVRL
MEASEYWLPELPGITRKMESNEMTLASAW THLLAVDLEY AARQVYHDGLONDIETRHSVSLCLLFCPVGIVIHP I PRALASS PERROH
RTH

C
NLABRA-F caccatgtcactbtetittaattetctitgt
NeABAd=R ttaatgagbcctatgetgtotetttte
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¢ ATGTCACTTTCTITTAA~=~TTCITCTTGTT T I IGTTCCCCTCTTARTARGTCAAGTATCER

PELERLLTRLRRL T EEPEE LR PR L R R e e

HCATGTCACTETCT T D TAATTCTICT TCTIGT I T T TG T T CCCCTO TTAATAAG T CARGTATEGA

CITCTCTTCTITCTIGCTITCTGCTACTCTCACATCTCACTCARG - 353 Target Intro

R N R e R e R SRR AR N 558 bp
CITCTCTTCTTCTTGCTTCTGCTACTCT CACATCTCACTCARGG . v vivai v i v v o

n.l >3 ATGAACTGCAGGECACCTGCCTIGATOTCCAGGAGRAARLCABLCTACCTCTT

N R AN R R AN R e e R RN R SRR E RN RN NN
........ agATGARCTGCAGGGCACCTGLCTIGATCT CCAGBRGAAACCRGCCTACCTCTT

R R R RN R RS e RN A A NE N N A

LOATACTTTTCTAGARAAGART TCTGACAT TGTARATCAACGAGTAGTCORAT TCAGAACCARG

TTTAGAAGTEGAGUCAATTTCCTGGGAGGAT CAAGAGTCAT TATTCARCT TAATCTTCARAC

R Ry RN NN RN R R SRR AR A RN RN NRER
TTTAGRAGTGGAGLGART TTCCT GEGAGGATCARGAGTCATTATTCARC TTAAT CTTCARAL

i ARCTCTTGCTCAAAGAARRAGCTCCAGGGTGACTGUTTGT T TGCCAAGT TCTGARATTGOTT

ELLE LR L L L D TR

! AACTCTTGCTCARAGARAAAGCTCCAGGGTGACTGCTTGTTTGCCARGTTOTGABATTCCTT

CTACTGTTTTCACACTGGEAACAGCAGCAGTICT TCCGTT T TATACTCTCATEG T TG TGEET

R N RN R AR e AN R R
CTACTGTTTITCACACTCCEAACAGCAGCEETTCTTLCGT TI TATACACTCATGETAGTGGCT

u

§ATACTTTTCTAGAARAGART TCTGACAT TG TAAATCAACRAGTAGTGGARTTCGEARCCARG

wE

w¥

CCTARAACTGRACTT = >>>>» Targetb Inbron 2 »>35  ACCAGRARAGTGATGARN :

FEVLET VLR RED s 261 bp AL R

CCTRARGCTGAACTTGE s s s vvarvri s e v v ki s osisas agACCAGAARAGTGATGARA ¢

¢ AGCRGCATACCCAATATTGGCT TTGEACT TCTGTACACATATC TAGTATACCTOTCTI TGGAC

R R R e RN R RN R R RN R RN NN AR RN SRR

Lo3

108
154
715
216
777
218
839
340
901
402
263
435
1257

497
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1258 : AGCAGCATACCCTATATTGGCTTTGGRCTTCTGTACACATATCTAGTATACCTCTCTTGGAC - 1319

498 ¢ ACCAGATACAGTTCGGCIGATCTTTGCTAGTAAATACTGECTTCCGGAG >3 Target @ 547

R R A e N NN E R R R AR 1
1320 : RCCAGATACAGTTCOGCTGATCTTTGUTAGTARATACTGGCTTCCEGAGI v s v v vn s v au £ 1371
548 ¢ Intron 3 3333 CIGCCCCGUATAACTRAGATGTTCTCCRACGAGATGACATTAGCTT + 592
0 bp AL PR P LR T
372 ¢ wnswsvnidevon. agCTGCLCGGCATARCTARGRTGT TCTCCARCGAGRTGACATTAGCTT + 1484
593 ¢ CTGCATGGATTCACTTGTTGCCTOTAGATCITTTIGCTGCRAG »>>3> Target Intro ¢ 638
PIPERDI PR LR LR s P P L T ] 114 bp
1485 1+ CTGCATGGATTCACTTIGTTGGCCOTAGATCT T I TIGOTGCBAGT G v v ivvy v vbws s v os ¢ 1530
637 ¢ .n 4 >»5>  GCAGGTTTATCATGATCGATTGCAABATGATATIGARACCCGCCATTCIGTG « 687
AL LEL DL LD L PP R b
1531 ¢ wi v o v  BgGCAGGTTTATCATGATGOATTGUAMAATGATATTGARACCCGCCATTOTETE + 1693
688 ¢ TCICTGTGUTTGETGTTTTGCCCCOTCGRRAATTGTTACTCACTTCATCACCARRAGLTCTAGE « 749

PLLPTRELE TR A e PV bR LT Vet
L1694, ¢ TCTCTGIGCTTIGCTGTITTGCCCCTTCOGART TGTEACTCACT TCATCACCARAGCTCTARC + 1755

150 5 CAGTBGCCCAGRARAGRGACAGCATAGGACTCATTAR 786

PURRET UL LR r e e v
1756 ¢+ CAGTAGCCCAGARAAGAGACAGCATAGGACTCATTAR & 1792

Queryy 1 MSLSFNSSSCFCEPLNKESSMDESSSCPCYSHISLEMNCRAPALMSRENOFTSYTFLEKNS 60
MSLSFNSS CERCSPLHNKSSMDFSSSCFCY SHISLEMNCRAPALMSRRNQPTEYTFLEENS
Sbjcty 1 MSLSFNSS-CRCSPLNKSSMDFSSSCFCYSHISLEMNCRAPALMSRRNOETSYTFLEKNS 59

Query: 6L DIVNQRVVEFRTEFRSGANFLGGSRVIIQLNLQTTLAQRKSSRVTACLPSSEIASTVETL 120
DIVHQ+VVEE TKERSGANFLGGSRVIIQLNLOTTLAQRKSSRVIACLPESEIASTVETL
Shict: 60 DIVNQOVVEFGTKFRSGANFLGGSRVIIQOLNLOTTLAQRKSSRVIACLPSSETIASTVETL 119

Query:r 121 GTAAVLERYTLMVVAPKAELTREVMKSSIPYIGFGLLYTYLVYLSWIPDTVRIMFASKYW 180
GTAAVLPFYTLMVVAPK ELTREKVMESSIP IGFGLIVTYLVYLSWIPDTVRLMPASKYW
Sbjctyr 120 GTAAVLPFYTLMVVAPKTELTREVMESSIPNIGFGLLYTYLVYLSWIPDTVRIMEASKEYW 179

Cuerys 181 LPELPGITEMFSNEMTLASAWIHLLAVDLEAAROVYHDGLONDIETRHSVSLCLLFCPRG 240
LPELPGITEMESNEMTLASAWIHLLAVDLERAARQVY HDGLONDIETRESVSTCLLECE G
Shjctr 180 LPELPGITKMPSNEMTLASAWIHLLAVDLFARROVYHDGLONDIEPRHSVSLCLLFCPEVG 238

Query: 241 IVTHEITKALTSSPERKRQHRTH 262
IVTHFITEARL SSPERKRQHRTH
Sbiycty 240 IVIHFITKALASSPEKRQHRTH 261
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A

ATGGARPACTCTTCTCARACCTTI TCCATCTCCTITACTTTTICACTCCTACACCTCACAGETCTATTTTTCARCTGAAT
TCTACTTTTCTGAATCCARCCACCCAGAACT T TTCAAGRARAGT TCATCCGCAGAARCARAAGTAGTAGTAACAAATTT
TGTAGCTTTCTTGACT TAGCACCLACATCAAAACCAGAGTCTTTAGATGT TGACATCTCATGGGTTGATCCTAATTCG
GGCCGEECTCTATTCGACCGTGATCATCATCGEAGCTGGTCCTECGEEECTCCEECTAGCTCGAGCARGTATCARGATAT
GGTATTAAGGTATCITGTGTTGACCCTTICACCACTITCCATGTGGCCAAATAATTATGLTCTTTGGGT TGATGAGTIT
GAGABGTTAGGATTGGAAGAT TGTTTAGATCATARGTGGCCTATGACTTCTGITCATATRAATGATAACARGACTALG
TATTTGGGAAGACCATATGETAGAGTCAGTAGARAAAAGTTGAAGT TGAAAT TGTTGAATAGTTCTGI TCGATAATGEA
GGGAAGTTTTATAAAGCCAAGGTTTGCAARAGTGCAGCATGAAGARTTTGAGTCTTCAGTTGTTTCTGATCATGETAGG
AAGATAAGGGGTACTITCGATTCTACATGCARGTGET TTTGCTAGTCCTTTTATAGAATATGACARGCCARAGAARCCAT
GGTTATCAAATAGCTCATGGEATTTITAGCACARGT GCATAATCATCCATTTGATT TGGATARARTCCTGC T TATGGAT
TGGAGGGATTCTCATCTGGGARATGAGECATATITGAGGETCGAACAATACTARAGAACCARCATTCTTGTATGTGATG
CCATTTGATAGGAATTTGGTATTCTTCGGARAGAGACTTCTTICETCAGTCGGCCTOCTGUTATCETATAGGCAAGTGAAR
ANTAGGATGETGCUAAGGTTAAGGCATTTGEECATCAAAGTGACAAGTCT TATTGAGGATGAGRARTGTGTGATCCCL
ATGGGAGGACCACTTCCGUGEATCCCTCARAATCTTATGGCAATTCOTGCARATTCAGGUATAGTTCATCEATCGACA
GEETACATGETGCECTCEEAGCATCGUCAT TECLACCAGTTTTCLCUTGAGGCCATTGCTGAGAGCCTCGGCACARCCAGA
ATGATAAGAGGATCTCCACTTTACCATARAGTTTCGEAATGGETTTCTGCCCTCTAGAGAGAAGAAGTGTCAGAGAATGT
TACTCTTTITGGEATGGAGACTTIGTTCAAGC TTGAT T TGARAGGGACTAGGAGAT TCT TTGATGCTTTCTTTGATCTT
GATCCCAARTACTGGCAAGGETTCCTITTCCTCAAGGTTIGTCTGTCAAAGARACTTGETATGCTTAGCTT GTACCTTTTT
GGCCATCCCTCARATTTGCCTAGCTTCGATATTIGT TACAAAATCCCCCATBCCCTIGETTAARATCGATCGAANTCTAG

B
METLLKPEPSPLLETPTPHRSTEQLNSTFLNPTTONEFSREKVHRRNKSSSNKFCSFLOLAPTSKPESLEDVDISWVDENS
GRALFDVIIIGAGPAGLRLAEQVSRYGIKVCCVDESPLSMWPNNYGVNVDEFERLGLEDCLDHKWEPMTCVHINDNETE
YLGRPYGRVSREKLKLELLNSCVDNGGREYKAKVWKVEHEEFESSVVCDDGREKIRGSLIVDASGEASPEIEY DRPRNH
GYQIAHGILAQVDNHPFDLDKMVLMDWRDSHLGNEPYLRVNNTKEPTELYVMPFDRNLVELEETS LYVSRPVLEYREVK
NRMVARLEHLGIRKVTSVIEDERCVIPMGGPLPRIPONVMALIGGNSGIVHPSTGYMVARSMALAPVLAEATAESLGTTR
MIRGSPLYHKVWNGLWPLERRSVRECYSFGMETLLKLDLKGTRRLEDAFFDLDPRYWOGEFLSSRLEVKELAMLELYLE
GHASNZARLDIVTRCPVPLVEMMEL

o
NeSY~F CACCATGGAARCTCTTCTCARACCTTITC
Ne3¥~R CTAGATTTCCATCATTTITAACCARG
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A
ACACARGCTTGGCTTTATTCGGAGGCARACTATTCCCTCTTGETGAAT CTGAT TTACCETAT GCAGTAARAT TAGCCCCAGATGET
GATATTATTACCCTCGECCGTTACCAT TTCGACCGEGARARCTTTTCATGAGCATGACGGLACATCCCARMRATTGACCCAGATACTAR
COAGGCTTTTIGCTTTCCOTTACGETCCAATGCCTCCT T T TTIAACT TACT TTAGAAT CGARCCARRTCCTACAARAACACCAGACG
TGCCAATATTTICTATGACRCEGTCCGTCATTTCITCATGACTI TGEAATTACARATARAT TTCCEATATTCTCOGRACATACABATA
GGAATGARCCCACTTGAGTTCATCACCUGETGET TCACCGGETEAGT TCAGACTCGGGERARRTC

B
NECEDZ RNAL-F: caccacacaagettggetttattey
NECEDZ RNAL-R: gattticcoogagtotgaact
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