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FIGURE 2F




WO 2020/159445 PCT/SG2020/050044

16/59

FIGURE 2G

MDA WT MDA ER-GZ
- Cnx-ERpS7 PLA

PLA relative fluorescence intensity
{normalized 1o number of nucieus)

MDAWT MDA ER-G2



WO 2020/159445 PCT/SG2020/050044

17/59

FIGURE 2H

et
* -

Degradation per nuclei
{fold change normalized to siNT5)

SiNTS  SiERpS7 #1 SiERp57 #2



WO 2020/159445 PCT/SG2020/050044

18/59

FIGURE 21

o e s
n L e

& .
P _

Degradation per nuciei (fold
change normalized 1o 1gG control)

IgG control An pb7 Anti-ERpS7
ab13506  ab13507



WO 2020/159445 PCT/SG2020/050044

19/59

FIGURE 3A

7

i

i




WO 2020/159445 PCT/SG2020/050044

20/59
FIGURE 3B
:
82-APVRTGEVYFADSFOR.TT 82 APVPTGEVYFADSFDRAT?
ez peaks for non-glycosylated T88 miz peaks for glycosyiated TES
g 204 3
1004 )
&
a 3
© 3
o 80 P >
0 £ g
£ :
g BO Q:
£
& o
8 40 i _
& 1000 1007 1002 1003 14 1008
5 9
& 207 g
B
{). “ » x ﬁ E 3 b ) A & ®

800 801 802 903 804 8O0 000 1001 1002 1603 1004 1005



WO 2020/159445 PCT/SG2020/050044

21/59
FIGURE 3C
2.5
Q
%f’é 2.0
ox
58 15
© - )
-
= un 1.0+
g5
805 0.26x10°
@3
S
s
K



WO 2020/159445 PCT/SG2020/050044

22/59
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